
 International Journal of 

Molecular Sciences

Review

Butyrate and the Fine-Tuning of Colonic Homeostasis:
Implication for Inflammatory Bowel Diseases

Naschla Gasaly 1,2 , Marcela A. Hermoso 2 and Martín Gotteland 1,3,4,*

����������
�������

Citation: Gasaly, N.; Hermoso, M.A.;

Gotteland, M. Butyrate and the

Fine-Tuning of Colonic Homeostasis:

Implication for Inflammatory Bowel

Diseases. Int. J. Mol. Sci. 2020, 22,

3061. https://dx.doi.org/10.3390/

ijms22063061

Academic Editor: Raffaele Capasso

Received: 23 November 2020

Accepted: 8 December 2020

Published: 17 March 2021

Publisher’s Note: MDPI stays neu-

tral with regard to jurisdictional claims

in published maps and institutional

affiliations.

Copyright: © 2021 by the authors. Li-

censee MDPI, Basel, Switzerland. This

article is an open access article distributed

under the terms and conditions of the

Creative Commons Attribution (CC BY)

license (https://creativecommons.org/

licenses/by/4.0/).

1 Department of Nutrition, Faculty of Medicine, Universidad de Chile, Santiago 8380453, Chile;
naschla.gasaly@uchile.cl

2 Laboratory of Innate Immunity, Program of Immunology, Institute of Biomedical Sciences,
Faculty of Medicine, Universidad de Chile, Santiago 8380453, Chile; mhermoso@med.uchile.cl

3 Department of Human Nutrition, Institute of Nutrition and Food Technology (INTA), Universidad de Chile,
Santiago 7830490, Chile

4 Millennium Nucleus in the Biology of Intestinal Microbiota, Santiago 8380453, Chile
* Correspondence: mgottela@med.uchile.cl; Tel.: +56-989-059-222

Abstract: This review describes current evidence supporting butyrate impact in the homeostatic
regulation of the digestive ecosystem in health and inflammatory bowel diseases (IBDs). Butyrate is
mainly produced by bacteria from the Firmicutes phylum. It stimulates mature colonocytes and
inhibits undifferentiated malignant and stem cells. Butyrate oxidation in mature colonocytes (1)
produces 70–80% of their energetic requirements, (2) prevents stem cell inhibition by limiting butyrate
access to crypts, and (3) consumes oxygen, generating hypoxia and maintaining luminal anaerobiosis
favorable to the microbiota. Butyrate stimulates the aryl hydrocarbon receptor (AhR), the GPR41
and GPR109A receptors, and inhibits HDAC in different cell types, thus stabilizing the gut barrier
function and decreasing inflammatory processes. However, some studies indicate contrary effects
according to butyrate concentrations. IBD patients exhibit a lower abundance of butyrate-producing
bacteria and butyrate content. Additionally, colonocyte butyrate oxidation is depressed in these
subjects, lowering luminal anaerobiosis and facilitating the expansion of Enterobacteriaceae that
contribute to inflammation. Accordingly, gut dysbiosis and decreased barrier function in IBD seems
to be secondary to the impaired mitochondrial disturbance in colonic epithelial cells.

Keywords: butyrate-producing bacteria; mitochondrial function; gut microbiota; stem cells; paradox-
ical effect; oxygen gradient; aryl hydrocarbon receptor 1; GPR41; GPR109A; HDAC

1. Introduction

The gut microbiota (GM) is currently considered as a human virtual organ. It is
made up of a myriad of microorganisms which have developed a bidirectional, constant,
communication with the host, partly thanks to the production of a wide range of bacterial
metabolites, the most studied being the short-chain fatty acids (SCFA): Acetate, propionate,
and butyrate. The epithelial cell monolayer covering the intestinal mucosa is the first
interface between the microorganisms, food products, enzymes, and bile salts present in
the gut lumen, and our “milieu intérieur”. Acting as a selective barrier, it allows nutri-
ent absorption and limits the access of potential noxiae to the subjacent immune system
and bloodstream [1]. This harmonious relationship between the microbiota, epithelium,
and local immune system determines a healthy digestive ecosystem. However, genetic,
environmental, and modern-life style factors can alter the composition and diversity of the
GM (dysbiosis), the integrity of the epithelial layer (barrier function), and/or the immune
system (inflammation), disrupting this homeostatic balance and favoring the development
of various pathologies. Such alterations occur in metabolic diseases (obesity, type 2 dia-
betes, non-alcoholic steatohepatitis), immune disorders (allergy, auto-immune diseases),
disturbances of the central nervous system, mood or behavior, and digestive diseases
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including diarrhea, constipation, irritable bowel syndrome, and inflammatory bowel dis-
eases (IBD) [2–5], even if it remains unclear whether they are the cause or consequence of
these diseases. IBD, Crohn’s disease (CD), and ulcerative colitis (UC) are chronic disorders
whose incidence is currently growing world-wide. They affect mainly the gastrointestinal
tract with successive periods of remission and activity, resulting in increased deterioration
of the patient’s quality of life. IBDs have a multifactorial etiology, resulting from an altered
homeostasis of the gastrointestinal associated lymphoid tissue (GALT) in genetically sus-
ceptible individuals under certain favorable environmental factors [6], leading to aberrant
mucosa immune responses.

In recent decades, butyrate has aroused increasing interest due to its multifaceted
properties, not only in the digestive system but also in the regulation of energy metabolism.
The aim of this review is to describe the current evidence supporting the different regulatory
activities of butyrate involved in the homeostasis of the digestive ecosystem, both in the
healthy subject and in the context of IBDs.

2. The Gut Microbiota in Health and IBDs

The GM exhibits a vast inter- and intra-individual variability, being dominated by two
bacterial phyla, Firmicutes and Bacteroidetes, representing more than 90% of the whole
bacteria present in the gut [7]. Other sub-dominant phyla are also present, more particularly
Proteobacteria, Actinobacteria, Verrucomicrobia, and Fusobacteria. Resident symbionts
contribute to many physiological processes, including digestive and metabolic functions,
regulation of the epithelial barrier, development, and modulation of the immune system,
etc. While most intestinal microorganisms live in a mutualistic relationship with the host,
some pathobionts can cause diseases under certain conditions. Diet is the factor that most
impacts GM composition. The presence of high amounts of indigestible polysaccharides
and polyphenols contributes to the formation of a balanced microbiota, while low-fiber,
low-polyphenol, and high-fat and/or high-protein diets stimulate bacterial populations
producing toxic metabolites that favor disease development [8]. Bacteroides species ex-
press a great array of glycoside hydrolases and polysaccharide lyases and act as primary
degraders of complex polysaccharides, releasing simpler oligosaccharides and metabolites
used by secondary fermenters, such as Clostridium and Lactobacillus. These cross-feeding
mechanisms result in the formation of acetate, propionate, butyrate, and (in lower propor-
tion) valerate [9] which was also derived, to a lesser extent, from amino acid fermentation.
SCFAs have a profound impact on human health, being a colonocyte energy source, reg-
ulating glucose metabolism and the hepatic biosynthesis of triglycerides and cholesterol,
inhibiting pathogen growth, and reducing intestinal inflammation, in addition to numerous
systemic effects [10]. Therefore, diets high in fibers and/or polyphenols are associated
with less inflammation and inflammatory diseases, due to polyphenol-derived metabo-
lites (valerolactones, aromatic acids) and SCFAs production [11]. Consequently, IBD and
colorectal cancer incidence is inversely correlated with dietary fiber intake [12–16].

Since the initial observations of Roediger’s [17] on the preferential use of butyrate by
colonocytes and his hypothesis that the SCFA deficiency could result in mucosal hypoplasia
and colitis, a great number of studies have evaluated the effect of mixed SCFA enema in
patients with UC, CD, diversion colitis, pouchitis, radiation colitis, and infectious colitis [18].
Though some of them reported beneficial effects of SCFAs, many described contradictory
results. For example, Guillemot et al. [19] did not observe any improvement of endoscopic
and histologic lesions in patients with diversion colitis after 14 days of SCFA irrigation.
Similarly, a recent systematic review including four studies with a total of 187 patents fails
to show any benefits of SCFA enemas in IBD patients [20]. Some of the results that we
present in this review will probably help explain the paradoxical results obtained from
these clinical studies.

Compelling evidence from UC patients and animal models support the strong impli-
cation of GM in the initiation and maintenance of inflammatory processes [9]. The GM of
IBD patients is characterized by the loss of intraindividual diversity, higher abundance of
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Proteobacteria, and lower of Firmicutes. Of note, the butyrate-producing bacteria Faecalibac-
terium prausnitzii, Ruminococcus torques, Roseburia inulinivorans, Blautia faecis, and Clostridium
lavalense are less abundant [21–24] and consequently, luminal butyrate concentrations are
lower [25] and levels of C-reactive protein are higher, reflecting a strong inflammatory
status [22]. Similar changes including a high abundance of E. coli were observed in the
mucosa-associated microbiota of CD patients, without differences between the inflamed
and non-inflamed area [26,27]. Of interest, adherent-invasive E. coli strains were observed in
more than 30% of these patients, being capable of invading the epithelium and replicating
in epithelial cells and macrophages, and generating an inflammatory response charac-
terized by an exacerbated IL1β release through NLRP3-inflammasome activation [28,29].
Alternatively, mucosa-associated fungi were also increased in CD, enriched with Basidiomy-
cota and Ascomycota phyla, Cystofilobasidiaceae family, and Candida glabrata genus [30],
possibly contributing to mucosal inflammation.

Therefore, gut dysbiosis in IBD is associated with an over-activation of the immune
system generating a chronic inflammatory state of the mucosa, thus affecting the epithelial
barrier integrity (Figure 1) [11,31].
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Figure 1. Genetic factors, alterations in the intestinal microbiota, and an exacerbated immune response cause a defect in the
intestinal barrier function, affecting its integrity, increasing tissue destruction, and mucosal inflammation.

3. Butyrate Production

Butyrate represents approximately 15–23% of the total SCFAs in human stools, with con-
centrations varying between 10 and 25 mM [32], probably higher in the proximal colon
where most dietary fiber fermentation occurs. Butyrate production depends on the amount



Int. J. Mol. Sci. 2020, 22, 3061 4 of 18

and type of dietary fiber consumed, and the presence of butyrate-producing bacteria. Most
of these bacteria belong to the Lachnospiraceae and Ruminococcaceae families from the Fir-
micutes phylum, but some Bacteroidetes members may also produce butyrate (Table 1) [33].
These symbionts principally synthesize butyrate from carbohydrate-derived pyruvate and,
at a much lesser extent, through the lysine, glutarate, or 4-aminobutyrate pathways fueled
by proteins. Around 24% of the gut bacterial community exhibits the pyruvate/acetyl CoA
pathway, while the proportion of bacteria exhibiting the other pathways is lower than 8%
(Table 1) [33]. Interestingly, butyrate production varies according to the fiber type and
the bacterial consortium involved in its fermentation [34]. For example, Nielsen et al. [35]
observed that the fermentation of arabinoxylan by Butyrivibrio fibrisolvens or Eubacterium
rectale results in higher butyrate amounts than that of starch, and that with both fibers, B.
fibrisolvens is more efficient than E. rectale in producing butyrate. In addition to its produc-
tion by the GM, butyrate can also be provided by some foodstuffs, in particular dairy fat
which are rich in SCFAs including butyrate as tributyrin (3–8% of the total fatty acids).

Table 1. Classification of the main butyrate-producing bacteria from the Firmicutes and Bacteroidetes phyla according to the different
pathways they use to synthesize butyrate (from [33]).

Butyrate Pathway
Firmicutes Bacteroidetes

GM Abundance of the
Bacterial Populations

Expressing Each
PathwayLachnospiraceae Rumicococcaceae

Acetyl-CoA

Eubacterium
Butyrivibrio

Clostridium XIVa
Ruminococcus
Anaerostipes
Coprococcus

Subdoligranulum
Butyricicoccus

Roseburia
Pseudoflavonifractor

Flavonifractor
Oscillibacter

Faecalibacterium

Odoribacter
Butyricimonas
Porphyromonas

24.2%

Glutarate Clostridium XIVa Pseudoflavonifractor
Oscillibacter 1.8%

4-aminobutyrate Flavonifractor Odoribacter
Butyricimonas 1.7%

Lysine Flavonifractor
Odoribacter

Alistipes
Butyricimonas

4.4%

4. Butyrate Uptake by Epithelial Cells

Butyrate is a weak acid (pKa = 4.8) mainly found under its dissociated form at
the physiological colonic pH (5.0–6.5). It is mostly taken by specific transporters: The
proton-coupled monocarboxylate transporter-1 (MCT1, encoded by SLC16A1 gen) and
the sodium-coupled monocarboxylate transporter-1 (SMCT1, encoded by SLC5A8 gen).
MCT1 is a low affinity transporter weakly expressed in the small intestine and strongly in
the proximal colon, where butyrate concentration is higher and the pH more acidic [36].
It is found in the apical membrane of the colonocyte, while its presence in the basolateral
membrane is questioned [11,37]. MCT1 expression is decreased by fasting, high-protein
diets, flavonoids, and caffeine, and enhanced by dietary fibers and SCFAs including
butyrate, via the GPR109A receptor stimulation [38]. SMCT1 is expressed in the apical
membrane, particularly in the distal ileum and colon, where it transports a variety of
monocarboxylates including lactate and pyruvate. SMCT1 has a high affinity for butyrate
(50 µM), functioning in the distal colon where the butyrate concentration is low. The
SMCT1-mediated co-transport of butyrate/Na+ stimulates water reabsorption in the colon.
This mechanism was used to improve oral rehydration solutions efficiency by adding
fermentable fiber [39]. The presence of both transporters was also seen in the human
intestinal cell lines, HT-29 and Caco-2 [40]. The intracellular butyrate concentration is also
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regulated by the breast cancer resistance protein (BCRP), an ATP-binding cassette (ABC)
transporter (encoded by ABCG2 gen) present in the apical cell membrane, that removes
part of the butyrate from the cell into the lumen [41].

Butyrate oxidation decreases in experimental colitis and IBD patient’s inflamed mu-
cosa. This is not due to a constitutive defect in the oxidative process but to a lower butyrate
uptake by colonocytes caused by the downregulation of MCT1 expression in the inflamed
mucosa. Such effect was confirmed in HT29 cells exposed to TNF-α and IFN-γ [42]. A low
abundance of butyrate-producing bacteria and decreased butyrate availability possibly
results in the same situation [17], reducing the butyrate oxidation by epithelial cells, de-
creasing ATP production, and finally contributing to mucosal lesion exacerbation.

5. Butyrate Effects on Epithelial Cells

Part of the physiological effects of SCFAs occur through the stimulation of G-protein
coupled receptors: GPR41 (free fatty acid receptor 3; FFAR3), GPR43 (free fatty acid recep-
tor 2; FFAR2), and GPR109A (hydroxycarboxylic acid receptor 2; HCAR2). GPR43 has a
higher affinity for 2–3 carbon fatty acids such as acetate and propionate, whereas GPR41
for 3–5 carbon fatty acids, notably butyrate. GPR109A, recognized as the niacin receptor,
is activated by butyrate and the ketone body 3-hydroxy-butyrate. In the digestive tract,
GPR41 and GPR43 are expressed in enteroendocrine, epithelial, and smooth muscle cells,
as well as in enteric neurons. Additionally, GPR43 and at a lower level GPR41 are also
present in immune cells including monocytes, dendritic cells, neutrophils, and eosinophils,
indicating a broad role in the regulation of immune processes. Receptor activation by
SCFAs trigger different signaling cascades [37]. GPR41 is coupled to Gαi and inhibits
adenylyl cyclase, decreasing intracellular cAMP levels. GPR43 stimulation is linked with
both Gαi and Gαq, decreasing cAMP levels and increasing cytoplasmic calcium concen-
trations, but also activating the β-arrestin-2 pathway, resulting in NF-κB inhibition and
pro-inflammatory cytokine downregulation. GPR109A is also expressed on immune cells
(macrophages and neutrophils) and its activation is coupled to the inhibitory G protein
Gi/Go and recruitment of β-arrestins into the cell membrane.

By stimulating these receptors, SCFAs contribute to the immune protection of the
colonic mucosa against microorganisms [43,44], hormone secretion (GLP-1, PYY, GLP-2),
and regulation of colonic motility.

6. Butyrate in the Colonocyte

Butyrate is oxidized to CO2 by the mitochondrial oxidative phosphorylation system,
allowing ATP production. This phenomenon provides 70–80% of energy requirements of
healthy colonocytes [45], regulating the colonic homeostasis. More particularly, it allows
the colon to perform one of its main functions, the reabsorption of water and electrolytes
by generating the energy necessary for Na+/K+-ATPase activity and the establishment
of the sodium electrochemical gradient, favoring Na+ diffusion across the epithelium.
Furthermore, part of the cytosolic acetyl CoA produced from butyrate is used for lipid
synthesis and histone acetylation through histone acetyl transferase (HAT). When butyrate
is in excess and not fully oxidized in the mitochondria, the unmetabolized part is released
into the bloodstream or inhibits histone deacetylase (HDAC) activity, increasing histone
acetylation and modulating colonocyte gene expression. The importance of butyrate as
an energy source for colonic epithelium is illustrated in germfree mice (lacking GM and
luminal butyrate) in which the expression of enzymes catalyzing the TCA cycle is reduced,
resulting in a lower NADH/NAD+ ratio, oxidative phosphorylation, and ATP produc-
tion [46]. Therefore, colonocytes are in a state of energy deprivation that stimulates AMPK
activity, p27kip1 phosphorylation, and autophagy, a situation reverted by butyrate admin-
istration. A recent study also reported that the colonic epithelial mitochondria oxidize
medium and long-chain fatty acids and that acyl-CoAs are reduced in colonic tissue of mice
infected with C. rodentium (a model of colonic inflammation), in association with an altered
mitochondrial number and appearance and increased fecal excretion of acyl carnitine [47].
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These alterations were also described in IBD patients and in addition, a mutation of the
SLC22A5 gene encoding OCTN2, a sodium-dependent L-carnitine transporter critical for
fatty acid oxidation, has been proposed as a risk factor for IBD [48]. These results confirm
the importance of the mitochondria in the etiopathology of these diseases.

In addition to the production of energy, butyrate oxidation by surface epithelium
colonocytes has two important effects: (1) Limiting butyrate access to stem cells located in
the bottom of crypts, and (2) consuming oxygen, generating a hypoxic state preventing O2
diffusion to the lumen and maintaining a favorable GM anaerobic environment.

6.1. The Paradoxical Effect of Butyrate

The first effect is related to the “butyrate paradox”, based on the fact that butyrate
simulates the growth of healthy, mature (differentiated) colonocytes, while inhibiting that
of malignant, undifferentiated cells. A recent study by Kaiko et al. [49] in primary colonic
epithelial cell culture indicates that butyrate at physiological concentrations acts as a potent
suppressor of stem cell proliferation by inhibiting HDAC, resulting in changes of gene
expression, while mature colonocytes remained unaffected. Mature epithelial cells show a
greater expression of genes involved in fatty acid oxidation (butyrate) and TCA, differing
from stem cells that exhibit mainly genes involved in aerobic glycolysis (similar to cells
undergoing malignant transformation, known as “Warburg effect”). Accordingly, butyrate
is not efficiently oxidized in stem and cancer cells and accumulates in their cytoplasm,
resulting in HDAC inhibition, increased histone acetylation and gene expression, and the
subsequent attenuation of cell proliferation. In stem cells, such effect occurs by favoring
the binding of Forkhead box O3 (FOXO3) transcription factor to the promoter of genes
implicated in cell cycle arrest and apoptosis. This suggests that cellular differentiation
determines the response to butyrate, explaining therefore the butyrate paradox. Inter-
estingly, these authors suggest that crypt formation in the digestive epithelium could be
an evolutive adaptation protecting stem cells against elevated butyrate concentrations
in the lumen. To confirm their hypothesis, they used zebrafish whose intestine does not
form crypts and stem cells are directly exposed to the lumen. Notably, butyrate exposure
suppressed epithelial proliferation in this model, probably explaining that zebrafish GM
lack butyrate-producing bacteria [49]. A similar situation exists in newborn mice and rats,
whose crypts form after delivery from stem cells present in the inter-villous spaces [50].
Therefore, stem cells are exposed to the luminal content and accordingly, the luminal admin-
istration of butyrate was shown to induce mucosal injury in newborn rats [50]. On the other
hand, butyrate administration reduces epithelial proliferation in crypts adjacent to ulcers,
increases the ulcer size and atrophic crypt number in dextran sodium sulfate (DSS)-treated
mice [49], whilst the metronidazole pre-treatment (that eliminates butyrate-producing
bacteria), attenuated DSS-induced ulcerations.

These observations have interesting implications for the human newborn. Indeed,
though the intestinal crypts are formed in utero in humans, they are shallower in the
newborn than in older children, with the stem cells therefore being more exposed to
the luminal content. Post-natal intestinal growth is characterized by an increased stem
cells number favoring crypt fission and subsequent crypt hyperplasia. These events lead
to an increased crypt length (from 123 to 287 µm) [51], improving stem cell protection.
Concurrently, gut colonization by butyrate-producing bacteria and changes in butyrate
concentrations occur later during the first year of life. The longitudinal study of fecal
microbiota and SCFAs in infants during 1 year showed the presence of butyrate in 35, 63,
and 93% of them at 3, 6, and 12 months of age, respectively, with median concentrations
varying from 0 to 17 and 20.7 µmol/g, respectively at these three times [52,53]. Colonization
by butyrate-producing bacteria varied according to the taxa, although density did not
exceed 107/g during the first year of life. Based on these observations, we therefore
hypothesize that gut colonization by butyrate-producing bacteria occurs later in infants in
order to not interfere with stem cells during epithelium remodeling.
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6.2. Butyrate and the Generation of Oxygen Gradient

The second effect is that butyrate β-oxidation in mature colonocytes depletes intracellu-
lar O2, preventing its diffusion into the lumen and maintaining the anaerobic environment
necessary for strict anaerobes. This allows the establishment of a decreasing serosal to
luminal O2 gradient (visualized with pimonidazole, an oxygen-sensible fluorochrome) con-
tributing to GM protection [54]. At this low pO2 (<7.6 mm Hg, i.e., <1%O2), the expression
of the hypoxia-inducible factor (HIF), a transcription factor regulating gut barrier function,
is stabilized. Streptomycin administration in mice deplete butyrate-producing bacteria, re-
ducing butyrate availability and colonocyte oxidation. Without butyrate, epithelial cells use
glucose for energy generation, switching their metabolism from β-oxidation to anaerobic
glycolysis (i.e., from high to low O2 consumption). A higher pO2 results in decreased HIF
expression, eventually negatively impacting the epithelial barrier. Higher levels of O2 in
epithelial cells are also seen in germ-free mice, due to the absence of butyrate, and in both
models, butyrate administration normalized the alterations. The increased O2 availability
associated with the streptomycin treatment and lower butyrate oxidation facilitates its
diffusion to the lumen, reducing the anaerobic environment and allowing the paradoxical
expansion of the aerobic pathogen S. typhimurium [55], with this event being prevented by
butyrate administration.

Additionally, enterobacteria expansion is also favored by the presence of luminal
nitrates, an important energy source for these facultative anaerobic bacteria that can use
them as terminal electron acceptors for anaerobic respiration. Increased nitrate production
was reported in animal models of colonic inflammation, associated with gut dysbiosis [56].
Nitrates are produced, among others, by the nitric oxide synthase 2 (NOS2) expressed
in colonocytes [57]. In physiological conditions, butyrate activates the nuclear receptor
peroxisome proliferator–activated receptor-γ (PPAR-γ), inhibiting NOS2 expression and
lowering luminal nitrate levels. Alternatively, the streptomycin treatment, by decreasing
butyrate levels, attenuates PPAR-γ activation, and enhances NOS2 expression and luminal
nitrate concentrations. Increased O2 availability and nitrate utilization synergistically
promote expansion of enterobacteria such as E. coli or S. typhimurium, leading to mucosal
inflammation. Interestingly, the drug 5-ASA, largely used for IBD treatment, acts as a PPAR-
γ agonist which activates the transcription of deacetylase Sirt3 involved in the regulation
of mitochondrial activity. Notably, 5-ASA improved the alterations induced by antibiotics
in mice, normalizing epithelial hypoxia and gut dysbiosis.

Taken together, these results confirm the “oxygen hypothesis” proposed by Rigottier-
Gois [58] suggesting that gut dysbiosis is secondary to impaired mitochondrial disturbance,
but exacerbates gut inflammation.

As previously described, IBD patients exhibit deficient cellular bioenergetic with
less butyrate oxidation, and gut dysbiosis characterized by Firmicutes depletion and
Enterobacteriaceae enrichment. In addition, antibiotic administration, that decreases
butyrate-producing bacteria, has been proposed as a risk factor for CD [59], and colonic
epithelial cells from UC patients were shown to express scarce PPAR-γ compared with
healthy subjects [60]. Accordingly, decreasing intestinal O2 could provide a novel strategy
to restore microbiota and decrease inflammation in IBD patients.

7. Butyrate as a Regulator of Epigenetic Processes

Depending on its concentrations and cell location, butyrate and propionate (to a
lesser extent) regulate histone acetylation through two mechanisms: HDAC inhibition
and HAT activation [32], [61]. By removing acetyl groups, HDAC allows histones to wrap
more closely to DNA, reducing gene accessibility to the transcription factors, and thus
expression. Consequently, by inhibiting HDAC or increasing histone acetylation through
HAT activation, butyrate increases gene expression. When butyrate concentrations are low,
it enters the mitochondria to generate acetyl-CoA, through the tricarboxylic acid cycle and
the ATP-citrate lyase (ACL), stimulating histone acetylation via HAT. When concentrations
are higher and exceed the TCA cycle metabolic rate, butyrate accumulates inside the nuclei
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and inhibits the HDAC activity, increasing histone acetylation. Although both mechanisms
increase acetylation, different sets of genes are affected [61]. Generally, low butyrate
doses stimulate the expression of genes implicated in cell proliferation and differentiation,
while high doses inhibit them and increase apoptotic genes, therefore regulating epithelial
turnover.

8. Anti-inflammatory Butyrate Effects

Inflammation is a normal defense mechanism protecting the host against infection
and other threats, which must be strictly regulated to avoid exacerbation leading to tissue
damage and life-threatening systemic expansion. Its regulation involves negative feedback
mechanisms, such as anti-inflammatory cytokine secretion, pro-inflammatory signaling
inhibition, loss of inflammatory mediator receptors, and regulatory cell activation. Bu-
tyrate is a crucial, multifaceted, anti-inflammatory agent, contributing to immune tolerance,
increasing intestinal T-regulatory cells (Tregs), modulating activity of macrophages [62,63],
dendritic cells [64], and lymphocytes [63], and suppressing the release of pro-inflammatory
cytokine (IL-17p70 and IL-23) that polarize naive CD4+ T cells toward Th1 and Th17 sub-
types [65,66]. Immune-modulating effects of butyrate are exerted through HDAC inhibition
or by stimulating GPR41 or GPR109A receptors present in epithelial and immune cells,
possibly suppressing nuclear factor B (NF-kB) activation and upregulating PPAR-γ [67].

Several studies have determined the effects of butyrate in macrophages, monocytes,
and neutrophils. GPR41 is upregulated in macrophages and monocytes exposed to LPS
and its stimulation by butyrate prevents the release of nitric oxide, IL-6, and IL-12, without
affecting that of TNF-α and MCP-1 [68]. Butyrate also decreases TNF-α, CINC-2αβ, and
NO production by LPS-stimulated rat neutrophils, through inhibition of HDAC activity
and NF-κB activation. In addition, the infiltration of rat peritoneum by neutrophils and
the release of cytokines by these cells ex vivo are attenuated by tributyrin administration,
through GPR41 stimulation and NF-kB inhibition [69,70].

In epithelial cells, the secretion and expression of IL-8 exposed to butyrate varies
depending on its concentrations and the cell model used [69,71–75]. Butyrate (2.5–20 mM)
enhanced IL-8 expression and secretion in IL1β-stimulated Caco-2 cells, while in LPS
stimulated cells, IL-8 secretion only occurred after butyrate treatments. Additionally, low
butyrate concentrations (0.2–1 mM) [76] inhibited IL-8 release, while higher concentrations
(20–30 mM) enhanced it to the maximal level, suggesting a pro-inflammatory activity.
Alternatively, other authors reported the suppression of this chemokine by butyrate in T84,
HT-29, and Caco-2 cells. For example, the stimulation of Caco-2 cells with TNFα induced
IL-8 and IL-6 expression through activation of NFκB p65, spleen tyrosine kinase, and
mitogen-activated protein kinase pathways, and pretreatment with butyrate (0.625 mM),
propionate (2.5 mM), and acetate (5 mM), suppressed this inflammatory response [67,71–
73,75].

A crucial factor involved in the resolution of inflammation and healing at the mucosal
interfaces is IL-22. This cytokine, released by both innate lymphoid cells (ILCs) type 3 and
CD4+ T cells, acts through STAT-3 activation in gut epithelial cells, inducing antimicrobial
peptide secretion and promoting the epithelial barrier function. Germ-free mice display
an impaired IL-22 secretion, supporting a role for the gut microbiota in its production.
SCFAs, and more particularly butyrate, were recently shown to promote IL-22 production
in CD4+ T cells and ILCs by HDAC inhibition and GPR41 stimulation [77]. Butyrate
stimulated IL-22 production by promoting the expression of hypoxia-inducible factor
(HIF)1α and aryl hydrocarbon receptor (AhR), which are differentially regulated by Stat3
and mTOR. The improvement of intestinal inflammation by SCFA administration through
IL-22 enhancement was confirmed in C. rodentium-infected mice.

On the other hand, GPR41, GPR43, and GRP109A activation in immune and epithelial
cells could stimulate the NOD-like receptor family, such as the pyrin domain containing 3
(NLRP3) inflammasome complex [75]. NLRP3 stimulation induces cellular events leading
to the transformation of procaspase-1 to caspase-1, and IL-1β and IL-18 secretion. SCFAs,
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including butyrate (0.01 mM), inhibit LPS-induced autophagy and NLRP3 inflammasome
activation in Caco-2 cells, as previously reported [46]. These results are interesting since
AIEC strains isolated from IBD patients have been shown to activate the NLRP3 pathway in
macrophages [29]. Alternatively, GPR109A stimulation also promotes an anti-inflammatory
phenotype in colonic macrophages and dendritic cells, inducing Treg cell differentiation
and IL-10 secretion [64] (through HDAC inhibition), thus promoting expression of reti-
naldehyde dehydrogenase-1 (RALDH1), an enzyme involved in the synthesis of retinoic
acid and the subsequent modulation of IL-10-producing Treg cell differentiation [63,76,78].

In UC patients, butyrate enemas (100 mM) reduced NF-kB activation in colonic
mucosa, decreasing the disease activity index and mucosal infiltration of neutrophils
and lymphocytes [79]. Contrastingly, other reports showed no benefit in UC patients in
remission with the same butyrate concentration [80], while enema with a combination of
SCFAs (80 mM acetate, 30 mM propionate, and 40 mM butyrate enema) produced clinical
remission in only a subset of these patients [81]. Although high butyrate concentrations
were shown to be more inflammatory than lower in vitro, high butyrate doses used in
trials might therefore have a beneficial impact. The reasons for such contradictory findings
are unclear but suggest that only part of butyrate can access the colonic mucosa in these
patients.

Butyrate also affects the innate immune system by inducing expression of the an-
timicrobial protein, cathelicidin, in human colonic cells [82], through the participation of
activator protein 1 (AP-1) and histone acetylation in the promoter region of the cathelicidin
gen [83].

9. Butyrate as a Ligand for the Aryl Hydrocarbon Receptor (AhR)

In addition to the G protein-coupled receptor stimulation, butyrate has recently
emerged as an activator of AhR, a cytoplasmic, ligand-activated, transcription factor [84].
AhR recognizes numerous xenobiotic compounds including dietary phytochemicals, food
contaminants (dioxins and benzopyrene), and tryptophan-derived microbial metabolites,
such as indoles. Xenobiotic binding to AhR induces its nuclear translocation where it
dimerizes with the AhR nuclear translocator (ARNT), initiating gene transcription. This
results in increased expression of the cytochrome P450 family 1A (CYP1A1), a phase I
enzyme involved in xenobiotic conjugation and subsequent urinary elimination [85]. No-
tably, gut mucosa AhR activation promotes epithelial barrier homeostasis through the
Notch1-dependent pathway, increases epithelial IL-10 receptor expression, and regulates
immune cells (antigen presenting cells, intraepithelial lymphocytes, Th17/Th22 cells, Treg
cells, and innate lymphoid cell-3; ILC3), thus demonstrating the relevant role of AhR at the
interface between diet, gut microbiota, and host [83,85–90]. Accordingly, AhR knockout
mice are more susceptible to DSS-induced colonic inflammation, while IBD patients exhibit
a downregulated AhR activation [91,92]. More particularly, IBD patients carrying CARD9
risk alleles show a reduced production of tryptophan-derived metabolites (AhR ligands),
and a higher risk of colonic inflammation [93].

Butyrate alters CYP1A1 and AhR expression and stimulates CYP1A1 activity by in-
hibiting HDAC activity in vitro and in vivo. Additionally, it decreases CYP1A1 expression
and activity at low concentrations, reducing indole metabolite (such as 6-formylindolo[3,2-
b]carbazole, FICZ) clearance and increasing their access to lamina propria where they
enhance gut immunity by stimulating the secretion of IL-22 and IL-17 by ILC3 and Th17
cells. These cytokines increase the production of mucin and antimicrobial peptides and im-
prove the gut barrier function. Conversely, high butyrate concentrations enhance CYP1A1
expression and activity through HDAC inhibition, promoting indole metabolite clearance,
and reducing their access to the lamina propria. Therefore, butyrate contributes to com-
mensal bacteria tolerance by increasing the expression of AhR and that of IL-10 receptor
and stimulating the differentiation and expansion of gut IL-10-releasing Treg and Tr1 cells.
Furthermore, butyrate at concentrations ≥ 1 mM (as well as propionate and valerate)
was recently reported to directly bind AhR and activate its signaling pathway, increasing
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CYP1A1 expression, independently of HDAC inhibition in human intestinal cell lines [94].
These results are relevant as low colonic SCFA concentrations and butyrate-producing
bacteria are seen in IBD patients.

Therefore, butyrate attenuates inflammation through diverse mechanisms, including
inhibition of HDAC and NF-kB activities, AhR, and GPR109A, GPR41 and, to a lesser
extent, GPR43 receptors (Figure 2).Int. J. Mol. Sci. 2020, 21, x FOR PEER REVIEW 10 of 19 
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Figure 2. Different anti-inflammatory mechanisms of butyrate: histone deacetylase (HDAC) inhibition, aryl hydrocarbon
receptor (AhR) and G-protein coupled receptors (GPCRs) activation.

10. Butyrate and Intestinal Barrier Function

Gut barrier function is altered in many diseases including IBD [83]. Ex vivo colonic
mucosa of UC patients shows low transepithelial electrical resistance (TEER) reflecting the
loss of epithelial integrity and high paracellular permeability, together with the presence of
erosive, ulcerative lesions and high apoptosis rate [94,95]. Additionally, a lower production
of mucin 2 (MUC2), the largest component of mucin has been reported, though it is unclear
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whether this represents a primary defect or is secondary to the inflammation-induced
epithelial damage.

A higher urinary excretion of lactulose/mannitol, a marker of intestinal permeability
has been reported in CD patients. Interestingly, gut permeability is also affected in first-
degree patients’ relatives, suggesting that gut barrier disturbance is a constitutive defect
and risk factor favoring disease development. Moreover, the expression of the tight-
junction protein claudin-2 (involved in pore formation) is increased, while that of claudin
4 and 5 decreased in IBD patients, with these alterations being accompanied by higher
plasma concentrations of zonulin, a physiological regulator of tight junction [96].

The butyrate impact on gut barrier function has been explored in vitro and in vivo [97].
Elevated TEER was described in Caco-2 cells exposed to butyrate 2 mM, without changes in
occludin, claudin-1 and -4, and ZO-1 expression. Such effect was due to ZO-1 and occludin
redistribution through AMPK activation, favoring tight junction assembly [97]. Alterna-
tively, exposure to higher butyrate concentrations (8 mM) results in decreased TEER and
increased paracellular inulin permeability, probably due to cell viability loss and enhanced
apoptosis rate [98]. Additionally, butyrate reverses LPS-induced permeability alterations
(TEER and dextran-FITC permeability) by increasing claudins-3 and 4 expression in IPEC-
J2 intestinal cells. Furthermore, butyrate prevents LPS-induced downregulation of Akt and
4E-BP1 phosphorylation, possibly enhancing tight junction protein abundance through
Akt/mTOR-mediated protein synthesis. Low concentrations of butyrate (0.1–5 mM) im-
proved TEER and dextran-FITC permeability and increased MUC2 and MCT expression
in the human colonic cell line HT29-MTX-E12 (displaying a goblet-like cell phenotype)
exposed to the mycotoxin deoxynivalenole [35]. Butyrate at supraphysiological concen-
trations (50–100 mM) inhibits the expression of MUC2 and MUC5AC whilst increasing
that of caspase 3, catalase, and superoxide dismutase 2, suggesting higher oxidative stress
and apoptosis rate [35]. Part of these results were confirmed by Finnie et al. who report
enhanced MUC2 production in colonic biopsies from UC patients exposed to butyrate
0.5 mM [99]. However, [80] butyrate (100 mM) enema does not affect the expression of
MUC2 and intestinal trefoil factor (ITF, a cysteine-rich, trefoil, peptide produced by goblet
cells and involved in ulcer healing), sialomucin proportion, mucus production, and sIgA
concentrations in UC patients and healthy subjects. In a murine model of inflammation
induced by Citrobacter rodentium, butyrate protects the barrier function, increased expres-
sion of ITF and RELM-β (another goblet cell peptide in mucosal protection), and reversed
the inflammation [100]. Additionally, butyrate administration in drinking water improved
mucosal inflammation and gut barrier dysfunction in TNBS-induced experimental colitis
in mice, through GPR109A stimulation and inhibition of AKT and NF-κB p65 signaling
pathways [101].

Antibacterial peptides are also implicated in gut mucosal protection. Defensin- and
lysozyme-producing Paneth cells are dysfunctional in CD patients, facilitating dysbiosis
in mucosa-associated microbiota and increasing susceptibility to intestinal inflammation.
Interestingly, Paneth cells express GPR41, GPR43, and GPR109A receptors and enhance
α-defensin secretion and the subsequent of S. thyphymurium death when stimulated by
butyrate [102]. Additionally, piglet infected with E. coli O157:H7 and supplemented with
sodium butyrate (0.2% W/W) increased defensin expression via HDAC inhibition, im-
proving disease resistance, alleviating symptoms, inflammation, and promoting pathogen
clearance [103].

11. Role of Butyrate in the Development of Colorectal Cancer

Patients with UC or CD have a higher risk of developing colorectal cancer (CRC), and
IBD-associated CRC has worse prognosis than sporadic CRC. Though genetic, environmen-
tal, dietary, and microbial factors have been involved in CRC development, the pathological
mechanisms contributing to the transition from IBD to CRC remain unclear. The impor-
tance of microbiota in CRC development is supported by the fact that the administration
of stool samples from CRC patients to germ-free and conventional mice treated with the
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carcinogen azoxymethane increased polyp number, intestinal dysplasia and proliferation,
inflammation markers, and the proportions of colonic Th1 and Th17 cells, compared with
the animals treated with fecal samples from healthy individuals [104]. Furthermore, several
pathobionts including strains of Bacteroides fragilis and E. coli producing colibactin and
fragilysin toxins, respectively, and Fusobacterium nucleatum expressing FasA and Fap2
adhesins have been involved in colonic inflammation and malignant transformation [105].

The role of butyrate in CRC development is controversial. A lower abundance of
butyrate-producing bacteria has been reiteratively described in several studies in CRC pa-
tients, and the administration of Butyricicoccus pullicaecorum to dimethylhydrazine-treated
mice improved the clinical outcome of CRC through the activation of GPR45 and MCT1
expression [106]. As previously reported, butyrate is also linked to the prevention of CRC
due to its inhibitory activity of histone deacetylase (HDACi) and the promotion of cell
cycle arrest, differentiation, and/or apoptosis of colorectal cancer cells at physiological
concentrations [107], an effect associated with less expression of p21. Zagato et al. [108]
characterized two antitumorigenic bacteria, Faecalibaculum rodentium in murine GM and its
human homologue Holdemanella biformis (from the Erysipelotrichaceae family) whose abun-
dance was impoverished in the early stages of tumorigenesis. These bacteria can inhibit
cell proliferation through SCFA production and the subsequent inhibition of calcineurin
and NFATc3 activation in murine and human settings. H. biformis was reduced in the
stool of patients with large adenomas and could be used as a potential target to attenuate
tumorigenesis [108]. Lower colonic butyrate levels or molecular deletion of GPR109A were
associated to decrease Treg differentiation, resulting in increased polyp formation in Apc
mice. Accordingly, these findings support a tumor-suppressive role for butyrate.

In opposition with these results, Belcheva et al. [109], using a model of human adeno-
matous polyposis, the Apc Min/+ mice also deficient for the DNA mismatch repair gene
MutS homolog 2 (MSH2−/−), showed that the antibiotic treatment or low-carbohydrate
diet decreased colonic and intestinal polyp formation by 6-fold and 2-fold, respectively.
This phenomenon was associated with less abundance of butyrate producing Clostridiaceae,
Lachnospiraceae, and Ruminococcaceae and less butyrate concentrations. Confirming these
results, butyrate supplementation reversed polyp diminution, decreasing p21 expression
and increasing epithelial cell proliferation and tumor progression, suggesting that this
SCFA could act as an oncometabolite.

Though the explanation for these paradoxical effects of butyrate on the CRC issue are
unclear, it could be due to the different genetic backgrounds of the animals used in these
studies [110].

12. Conclusions and Perspectives

Butyrate is a crucial link between the GM, colonic epithelium, and local immune
system, with varying concentrations according to indigestible polysaccharides in the diet,
and low butyrate concentrations likely contributing to IBD development or exacerbation.
Butyrate attenuates inflammation through diverse mechanisms, including inhibition of
HDAC and NF-kB activities, and stimulation of PPAR-γ, AhR, and GPR109A, GPR41 and,
to a lesser extent, GPR43 receptors. An important feature of butyrate is its oxidation in the
colonocyte and the subsequent generation of an O2 gradient contributing to colonic lumen
anaerobiosis. This phenomenon allows maintaining a healthy microbiota in the colon,
avoiding overgrowth of potentially pro-inflammatory enterobacteria. Decreased butyrate-
producing bacteria and butyrate concentrations in IBD patients affect the colonocyte energy
metabolism and inflammation development. Hence, maintaining adequate colonic butyrate
levels is a promising strategy for IBD patients. Though direct oral butyrate administration
is limited by its low palatability, the use of tributyrin, a triglyceride naturally present
in dairy fat, is more acceptable. On the other hand, butyrate and tributyrin are rapidly
absorbed in the small intestine [111], with probably few molecules reaching the colon.
These limitations could be circumvented using micro- or nano-encapsulated butyrate.
Alternatively, butyrate-releasing derivates such as 4-phenylbutyrate, butyrate acyloxy



Int. J. Mol. Sci. 2020, 22, 3061 13 of 18

alkyl ester, and N-(1-carbamoyl-2-phenylethyl) butyramide have been recently developed,
and their administration in animal models of colonic inflammation improved GM and
inflammation [112]. Additionally, butyrate formation in the colon can be induced through
the administration of dietary fibers or prebiotics, although these differ in their ability to
produce butyrate through fermentation.

Finally, the use of butyrate-producing bacteria as probiotics or biotherapeutic agents
is interesting although with several limitations, as these bacteria are strict anaerobic and
hard to cultivate, limiting the obtention of sufficient biomass for a commercial goal. In
addition, whether GRAS culture media are currently available is unclear and their safety
must be closely confirmed.
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TCA Tricarboxylic acid
HIF Hypoxia-inducible Factor
NOS2 Nitric Oxide Synthase 2
PPAR-γ Peroxisome Proliferator-activated Receptor-γ
NLRP3 Pyrin Domain Containing 3
LPS Lipopolysaccharide
AhR Aryl Hydrocarbon Receptor
TEER Transepithelial Electrical Resistance
MUC2 Mucin 2
ZO-1 Zonulin 1

References
1. Edelblum, K.L.; Turner, J.R. The tight junction in inflammatory disease: Communication breakdown. Curr. Opin. Pharmacol. 2009,

9, 715–720. [CrossRef] [PubMed]
2. Vindigni, S.M.; Zisman, T.L.; Suskind, D.L.; Damman, C.J. The intestinal microbiome, barrier function, and immune system in

inflammatory bowel disease: A tripartite pathophysiological circuit with implications for new therapeutic directions. Ther. Adv.
Gastroenterol. 2016, 9, 606–625. [CrossRef] [PubMed]

3. Hooper, L.V.; Littman, D.R.; Macpherson, A.J. Interactions between the microbiota and the immune system. Science 2012, 336,
1268–1273. [CrossRef] [PubMed]

https://www.biorender.com
https://www.biorender.com
http://dx.doi.org/10.1016/j.coph.2009.06.022
http://www.ncbi.nlm.nih.gov/pubmed/19632896
http://dx.doi.org/10.1177/1756283X16644242
http://www.ncbi.nlm.nih.gov/pubmed/27366227
http://dx.doi.org/10.1126/science.1223490
http://www.ncbi.nlm.nih.gov/pubmed/22674334


Int. J. Mol. Sci. 2020, 22, 3061 14 of 18

4. Littman, D.R.; Pamer, E.G. Role of the commensal microbiota in normal and pathogenic host immune responses. Cell Host Microbe
2011, 10, 311–323. [CrossRef]

5. Lozupone, C.A.; Stombaugh, J.I.; Gordon, J.I.; Jansson, J.K.; Knight, R. Diversity, stability and resilience of the human gut
microbiota. Nature 2012, 489, 220–230. [CrossRef]

6. Ballester Ferré, M.P.; Boscá-Watts, M.M.; Mínguez Pérez, M. Enfermedad de Crohn. Med. Clín. 2018, 151, 26–33. [CrossRef]
7. Human Microbiome Project Consortium. Structure, function and diversity of the healthy human microbiome. Nature 2012, 486,

207–214. [CrossRef]
8. Kuo, S.-M. The Interplay Between Fiber and the Intestinal Microbiome in the Inflammatory Response. Adv. Nutr. 2013, 4, 16–28.

[CrossRef]
9. Macfarlane, S.; Macfarlane, G.T. Regulation of short-chain fatty acid production. Proc. Nutr. Soc. 2003, 62, 67–72. [CrossRef]
10. Vinolo, M.A.R.; Rodrigues, H.G.; Nachbar, R.T.; Curi, R. Regulation of Inflammation by Short Chain Fatty Acids. Nutrients 2011,

3, 858–876. [CrossRef]
11. Carding, S.; Verbeke, K.; Vipond, D.T.; Corfe, B.M.; Owen, L.J. Dysbiosis of the gut microbiota in disease. Microb. Ecol. Health Dis.

2015, 26, 26191. [CrossRef] [PubMed]
12. Gentile, C.L.; Weir, T.L. The gut microbiota at the intersection of diet and human health. Science 2018, 362, 776–780. [CrossRef]
13. Amre, D.K.; Seidman, G. Imbalances in Dietary Consumption of Fatty Acids, Vegetables, and Fruits Are Associated with Risk for

Crohn’s Disease in Children. Am. J. Gastroenterol. 2007, 102, 2016–2025. [CrossRef] [PubMed]
14. Hou, J.K.; Abraham, B.; El-Serag, H. Dietary Intake and Risk of Developing Inflammatory Bowel Disease: A Systematic Review of

the Literature. Am. J. Gastroenterol. 2011, 106, 563–573. [CrossRef]
15. Hansen, L.; Skeie, G.; Landberg, R.; Lund, E.; Palmqvist, R.; Johansson, I.; Dragsted, L.O.; Egeberg, R.; Johnsen, N.F.; Christensen,

J.; et al. Intake of dietary fiber, especially from cereal foods, is associated with lower incidence of colon cancer in the HELGA
cohort. Int. J. Cancer 2012, 131, 469–478. [CrossRef] [PubMed]

16. Ben, Q.; Sun, Y.; Chai, R.; Qian, A.; Xu, B.; Yuan, Y. Dietary fiber intake reduces risk for colorectal adenoma: A meta-analysis.
Gastroenterology 2014, 146, 689–699.e6. [CrossRef]

17. Roediger, W.E.W. The starved colon—Diminished mucosal nutrition, diminished absorption, and colitis. Dis. Colon Rectum 1990,
33, 858–862. [CrossRef] [PubMed]

18. Scheppach, W.; Christl, S.U.; Bartram, H.P.; Richter, F.; Kasper, H. Effects of short-chain fatty acids on the inflamed colonic mucosa.
Scand. J. Gastroenterol. Suppl. 1997, 222, 53–57. [CrossRef] [PubMed]

19. Guillemot, F.; Colombel, J.F.; Neut, C.; Verplanck, N.; Lecomte, M.; Romond, C.; Paris, J.C.; Cortot, A. Treatment of diversion
colitis by short-chain fatty acids. Prospective and double-blind study. Dis. Colon Rectum 1991, 34, 861–864. [CrossRef]

20. Kaczmarek, N.; Kokot, M.; Makarewicz, A.; Glapa-Nowak, A.; Nowak, J.; Jamka, M.; Walkowiak, J. The therapeutic potential of
short-chain fatty acids enemas in inflammatory bowel diseases: A systematic review. Farm. Pol. 2020, 76, 297–304. [CrossRef]

21. Sokol, H.; Pigneur, B.; Watterlot, L.; Lakhdari, O.; Bermudez-Humaran, L.G.; Gratadoux, J.-J.; Blugeon, S.; Bridonneau, C.; Furet,
J.-P.; Corthier, G.; et al. Faecalibacterium prausnitzii is an anti-inflammatory commensal bacterium identified by gut microbiota
analysis of Crohn disease patients. Proc. Natl. Acad. Sci. USA 2008, 105, 16731–16736. [CrossRef] [PubMed]

22. Takahashi, K.; Nishida, A.; Fujimoto, T.; Fujii, M.; Shioya, M.; Imaeda, H.; Inatomi, O.; Bamba, S.; Sugimoto, M.; Andoh, A.
Reduced Abundance of Butyrate-Producing Bacteria Species in the Fecal Microbial Community in Crohn’s Disease. Digestion
2016, 93, 59–65. [CrossRef] [PubMed]

23. Wang, W.; Chen, L.; Zhou, R.; Wang, X.; Huang, S.; Wang, G.; Xia, B. Increased Proportions of Bifidobacterium and the
Lactobacillus Group and Loss of Butyrate-Producing Bacteria in Inflammatory Bowel Disease. J. Clin. Microbiol. 2014, 52, 10.
[CrossRef] [PubMed]

24. Frank, D.N.; St Amand, A.L.; Feldman, R.A.; Boedeker, E.C.; Harpaz, N.; Pace, N.R. Molecular-phylogenetic characterization of
microbial community imbalances in human inflammatory bowel diseases. Proc. Natl. Acad. Sci. USA 2007, 104, 13780–13785.
[CrossRef]

25. Sartor, R.B. The Intestinal Microbiota in Inflammatory Bowel Diseases. In Nestlé Nutrition Institute Workshop Series; Lewis, J.D.,
Ruemmele, F.M., Wu, G.D., Eds.; S. KARGER AG: Basel, Switzerland, 2014; Volume 79, pp. 29–39. ISBN 978-3-318-02669-6.

26. Vidal, R.; Ginard, D.; Khorrami, S.; Mora-Ruiz, M.; Munoz, R.; Hermoso, M.; Díaz, S.; Cifuentes, A.; Orfila, A.; Rosselló-Móra, R.
Crohn associated microbial communities associated to colonic mucosal biopsies in patients of the western Mediterranean. Syst.
Appl. Microbiol. 2015, 38, 442–452. [CrossRef]

27. Olaisen, M.; Flatberg, A.; Granlund, A.V.B.; Røyset, E.S.; Martinsen, T.C.; Sandvik, A.K.; Fossmark, R. Bacterial Mucosa-associated
Microbiome in Inflamed and Proximal Noninflamed Ileum of Patients with Crohn’s Disease. Inflamm. Bowel Dis. 2020. [CrossRef]

28. Rolhion, N.; Darfeuille-Michaud, A. Adherent-invasive Escherichia coli in inflammatory bowel disease. Inflamm. Bowel Dis. 2007,
13, 7. [CrossRef]

29. De la Fuente, M.; Franchi, L.; Araya, D.; Díaz-Jiménez, D.; Olivares, M.; Álvarez-Lobos, M.; Golenbock, D.; González, M.-J.;
López-Kostner, F.; Quera, R.; et al. Escherichia coli isolates from inflammatory bowel diseases patients survive in macrophages
and activate NLRP3 inflammasome. Int. J. Med. Microbiol. IJMM 2014, 304, 384–392. [CrossRef]

30. Liguori, G.; Lamas, B.; Richard, M.L.; Brandi, G.; da Costa, G.; Hoffmann, T.W.; Di Simone, M.P.; Calabrese, C.; Poggioli, G.;
Langella, P.; et al. Fungal Dysbiosis in Mucosa-associated Microbiota of Crohn’s Disease Patients. J. Crohns Colitis 2016, 10,
296–305. [CrossRef]

http://dx.doi.org/10.1016/j.chom.2011.10.004
http://dx.doi.org/10.1038/nature11550
http://dx.doi.org/10.1016/j.medcli.2017.10.036
http://dx.doi.org/10.1038/nature11234
http://dx.doi.org/10.3945/an.112.003046
http://dx.doi.org/10.1079/PNS2002207
http://dx.doi.org/10.3390/nu3100858
http://dx.doi.org/10.3402/mehd.v26.26191
http://www.ncbi.nlm.nih.gov/pubmed/25651997
http://dx.doi.org/10.1126/science.aau5812
http://dx.doi.org/10.1111/j.1572-0241.2007.01411.x
http://www.ncbi.nlm.nih.gov/pubmed/17617201
http://dx.doi.org/10.1038/ajg.2011.44
http://dx.doi.org/10.1002/ijc.26381
http://www.ncbi.nlm.nih.gov/pubmed/21866547
http://dx.doi.org/10.1053/j.gastro.2013.11.003
http://dx.doi.org/10.1007/BF02051922
http://www.ncbi.nlm.nih.gov/pubmed/2209275
http://dx.doi.org/10.1080/00365521.1997.11720719
http://www.ncbi.nlm.nih.gov/pubmed/9145448
http://dx.doi.org/10.1007/BF02049697
http://dx.doi.org/10.32383/farmpol/125114
http://dx.doi.org/10.1073/pnas.0804812105
http://www.ncbi.nlm.nih.gov/pubmed/18936492
http://dx.doi.org/10.1159/000441768
http://www.ncbi.nlm.nih.gov/pubmed/26789999
http://dx.doi.org/10.1128/JCM.01500-13
http://www.ncbi.nlm.nih.gov/pubmed/24478468
http://dx.doi.org/10.1073/pnas.0706625104
http://dx.doi.org/10.1016/j.syapm.2015.06.008
http://dx.doi.org/10.1093/ibd/izaa107
http://dx.doi.org/10.1002/ibd.20176
http://dx.doi.org/10.1016/j.ijmm.2014.01.002
http://dx.doi.org/10.1093/ecco-jcc/jjv209


Int. J. Mol. Sci. 2020, 22, 3061 15 of 18

31. Honda, K.; Littman, D.R. The Microbiome in Infectious Disease and Inflammation. Annu. Rev. Immunol. 2012, 30, 759–795.
[CrossRef]

32. Hamer, H.M.; Jonkers, D.; Venema, K.; Vanhoutvin, S.; Troost, F.J.; Brummer, R.-J. Review article: The role of butyrate on colonic
function: REVIEW: ROLE OF BUTYRATE ON COLONIC FUNCTION. Aliment. Pharmacol. Ther. 2007, 27, 104–119. [CrossRef]
[PubMed]

33. Vital, M.; Karch, A.; Pieper, D.H. Colonic Butyrate-Producing Communities in Humans: An Overview Using Omics Data.
mSystems 2017, 2, e00130-17. [CrossRef]

34. Thomson, P.; Medina, D.A.; Ortúzar, M.V.; Gotteland, M.; Garrido, D. Anti-inflammatory effect of microbial consortia during the
utilization of dietary. Food Res. Int. 2018, 109, 14–23. [CrossRef] [PubMed]

35. Nielsen, D.S.G.; Jensen, B.B.; Theil, P.K.; Nielsen, T.S.; Knudsen, K.E.B.; Purup, S. Effect of butyrate and fermentation products on
epithelial integrity in a mucus-secreting human colon cell line. J. Funct. Foods 2018, 40, 9–17. [CrossRef]

36. Iwanaga, T.; Takebe, K.; Kato, I.; Karaki, S.-I.; Kuwahara, A. Cellular expression of monocarboxylate transporters (MCT) in
the digestive tract of the mouse, rat, and humans, with special reference to slc5a8. Biomed. Res. Tokyo Jpn. 2006, 27, 243–254.
[CrossRef] [PubMed]

37. Li, M.; van Esch, B.C.A.M.; Wagenaar, G.T.M.; Garssen, J.; Folkerts, G.; Henricks, P.A.J. Pro- and anti-inflammatory effects of short
chain fatty acids on immune and endothelial cells. Eur. J. Pharmacol. 2018, 831, 52–59. [CrossRef]

38. Borthakur, A.; Priyamvada, S.; Kumar, A.; Natarajan, A.A.; Gill, R.K.; Alrefai, W.A.; Dudeja, P.K. A novel nutrient sensing
mechanism underlies substrate-induced regulation of monocarboxylate transporter-1. Am. J. Physiol.-Gastrointest. Liver Physiol.
2012, 303, G1126–G1133. [CrossRef]

39. Ramakrishna, B.S.; Young, G.P. Amylase-Resistant Starch plus Oral Rehydration Solution for Cholera. N. Engl. J. Med. 2000, 342,
308–313. [CrossRef]

40. De Preter, V.; Geboes, K.P.; Bulteel, V.; Vandermeulen, G.; Suenaert, P.; Rutgeerts, P.; Verbeke, K. Kinetics of butyrate metabolism
in the normal colon and in ulcerative colitis: The effects of substrate concentration and carnitine on the β-oxidation pathway:
Kinetics of butyrate metabolism in ulcerative colitis. Aliment. Pharmacol. Ther. 2011, 34, 526–532. [CrossRef]

41. Gonçalves, P.; Martel, F. Regulation of colonic epithelial butyrate transport: Focus on colorectal cancer. Porto Biomed. J. 2016, 1,
83–91. [CrossRef]

42. Thibault, R.; De Coppet, P.; Daly, K.; Bourreille, A.; Cuff, M.; Bonnet, C.; Mosnier, J.; Galmiche, J.; Shirazi–Beechey, S.; Segain,
J. Down-Regulation of the Monocarboxylate Transporter 1 Is Involved in Butyrate Deficiency During Intestinal Inflammation.
Gastroenterology 2007, 133, 1916–1927. [CrossRef] [PubMed]

43. Karaki, S.; Mitsui, R.; Hayashi, H.; Kato, I.; Sugiya, H.; Iwanaga, T.; Furness, J.B.; Kuwahara, A. Short-chain fatty acid receptor,
GPR43, is expressed by enteroendocrine cells and mucosal mast cells in rat intestine. Cell Tissue Res. 2006, 324, 353–360. [CrossRef]
[PubMed]

44. Thangaraju, M.; Cresci, G.A.; Liu, K.; Ananth, S.; Gnanaprakasam, J.P.; Browning, D.D.; Mellinger, J.D.; Smith, S.B.; Digby, G.J.;
Lambert, N.A.; et al. GPR109A is a G-protein-coupled receptor for the bacterial fermentation product butyrate and functions as a
tumor suppressor in colon. Cancer Res. 2009, 69, 2826–2832. [CrossRef] [PubMed]

45. DeGruttola, A.K.; Low, D.; Mizoguchi, A.; Mizoguchi, E. Current Understanding of Dysbiosis in Disease in Human and Animal
Models. Inflamm. Bowel Dis. 2016, 22, 1137–1150. [CrossRef] [PubMed]

46. Donohoe, D.R.; Garge, N.; Zhang, X.; Sun, W.; O’Connell, T.M.; Bunger, M.K.; Bultman, S.J. The Microbiome and Butyrate
Regulate Energy Metabolism and Autophagy in the Mammalian Colon. Cell Metab. 2011, 13, 517–526. [CrossRef] [PubMed]

47. Smith, S.A.; Ogawa, S.A.; Chau, L.; Whelan, K.A.; Hamilton, K.E.; Chen, J.; Tan, L.; Chen, E.Z.; Keilbaugh, S.; Fogt, F.; et al.
Mitochondrial dysfunction in inflammatory bowel disease alters intestinal epithelial metabolism of hepatic acylcarnitines. J. Clin.
Investig. 2020. [CrossRef]

48. Peltekova, V.D.; Wintle, R.F.; Rubin, L.A.; Amos, C.I.; Huang, Q.; Gu, X.; Newman, B.; Van Oene, M.; Cescon, D.; Green-
berg, G.; et al. Functional variants of OCTN cation transporter genes are associated with Crohn disease. Nat. Genet. 2004, 36,
471–475. [CrossRef]

49. Kaiko, G.E.; Ryu, S.H.; Koues, O.I.; Collins, P.L.; Solnica-Krezel, L.; Pearce, E.J.; Pearce, E.L.; Oltz, E.M.; Stappenbeck, T.S. The
Colonic Crypt Protects Stem Cells from Microbiota-Derived Metabolites. Cell 2016, 165, 1708–1720. [CrossRef]

50. Lin, J.; Peng, L.; Itzkowitz, S.; Holzman, I.R.; Babyatsky, M.W. Short-Chain Fatty Acid Induces Intestinal Mucosal Injury in
Newborn Rats and Down-Regulates Intestinal Trefoil Factor Gene Expression In Vivo and In Vitro. J. Pediatr. Gastroenterol. Nutr.
2005, 41, 607–611. [CrossRef]

51. Cummins, A.G. Effect of breast milk and weaning on epithelial growth of the small intestine in humans. Gut 2002, 51, 748–754.
[CrossRef]

52. Appert, O.; Garcia, A.R.; Frei, R.; Roduit, C.; Constancias, F.; Neuzil-Bunesova, V.; Ferstl, R.; Zhang, J.; Akdis, C.; Lauener, R.; et al.
Initial butyrate producers during infant gut microbiota development are endospore formers. Environ. Microbiol. 2020, 22,
3909–3921. [CrossRef] [PubMed]

53. Midtvedt, A.C.; Midtvedt, T. Production of short chain fatty acids by the intestinal microflora during the first 2 years of human
life. J. Pediatr. Gastroenterol. Nutr. 1992, 15, 395–403. [CrossRef] [PubMed]

54. Kelly, C.J. Crosstalk between Microbiota-Derived Short-Chain Fatty Acids and Intestinal Epithelial HIF Augments Tissue Barrier
Function. Cell Host Microbe 2015, 17, 662–671. [CrossRef] [PubMed]

http://dx.doi.org/10.1146/annurev-immunol-020711-074937
http://dx.doi.org/10.1111/j.1365-2036.2007.03562.x
http://www.ncbi.nlm.nih.gov/pubmed/17973645
http://dx.doi.org/10.1128/mSystems.00130-17
http://dx.doi.org/10.1016/j.foodres.2018.04.008
http://www.ncbi.nlm.nih.gov/pubmed/29803436
http://dx.doi.org/10.1016/j.jff.2017.10.023
http://dx.doi.org/10.2220/biomedres.27.243
http://www.ncbi.nlm.nih.gov/pubmed/17099289
http://dx.doi.org/10.1016/j.ejphar.2018.05.003
http://dx.doi.org/10.1152/ajpgi.00308.2012
http://dx.doi.org/10.1056/NEJM200002033420502
http://dx.doi.org/10.1111/j.1365-2036.2011.04757.x
http://dx.doi.org/10.1016/j.pbj.2016.04.004
http://dx.doi.org/10.1053/j.gastro.2007.08.041
http://www.ncbi.nlm.nih.gov/pubmed/18054563
http://dx.doi.org/10.1007/s00441-005-0140-x
http://www.ncbi.nlm.nih.gov/pubmed/16453106
http://dx.doi.org/10.1158/0008-5472.CAN-08-4466
http://www.ncbi.nlm.nih.gov/pubmed/19276343
http://dx.doi.org/10.1097/MIB.0000000000000750
http://www.ncbi.nlm.nih.gov/pubmed/27070911
http://dx.doi.org/10.1016/j.cmet.2011.02.018
http://www.ncbi.nlm.nih.gov/pubmed/21531334
http://dx.doi.org/10.1172/JCI133371
http://dx.doi.org/10.1038/ng1339
http://dx.doi.org/10.1016/j.cell.2016.05.018
http://dx.doi.org/10.1097/01.mpg.0000179659.09210.ff
http://dx.doi.org/10.1136/gut.51.5.748
http://dx.doi.org/10.1111/1462-2920.15167
http://www.ncbi.nlm.nih.gov/pubmed/32686173
http://dx.doi.org/10.1097/00005176-199211000-00005
http://www.ncbi.nlm.nih.gov/pubmed/1469519
http://dx.doi.org/10.1016/j.chom.2015.03.005
http://www.ncbi.nlm.nih.gov/pubmed/25865369


Int. J. Mol. Sci. 2020, 22, 3061 16 of 18

55. Rivera-Chávez, F. Depletion of Butyrate-Producing Clostridia from the Gut Microbiota Drives an Aerobic Luminal Expansion of
Salmonella. Cell Host Microbe 2016, 19, 443–454. [CrossRef]

56. Winter, S.E.; Winter, M.G.; Xavier, M.N.; Thiennimitr, P.; Poon, V.; Keestra, A.M.; Laughlin, R.C.; Gomez, G.; Wu, J.;
Lawhon, S.D.; et al. Host-Derived Nitrate Boosts Growth of E. coli in the Inflamed Gut. Science 2013, 339, 708–711. [CrossRef]

57. Byndloss, M.X.; Olsan, E.E.; Rivera-Chávez, F.; Tiffany, C.R.; Cevallos, S.A.; Lokken, K.L.; Torres, T.P.; Byndloss, A.J.; Faber, F.;
Gao, Y.; et al. Microbiota-activated PPAR-g signaling inhibits dysbiotic Enterobacteriaceae expansion. Science 2017, 357, 570–575.
[CrossRef]

58. Rigottier-Gois, L. Dysbiosis in inflammatory bowel diseases: The oxygen hypothesis. ISME J. 2013, 7, 1256–1261. [CrossRef]
59. Theochari, N.A.; Stefanopoulos, A.; Mylonas, K.S.; Economopoulos, K.P. Antibiotics exposure and risk of inflammatory bowel

disease: A systematic review. Scand. J. Gastroenterol. 2018, 53, 1–7. [CrossRef]
60. Dubuquoy, L.; Jansson, E.Å.; Deeb, S.; Rakotobe, S.; Karoui, M.; Colombel, J.-F.; Auwerx, J.; Pettersson, S.; Desreumaux, P.

Impaired expression of peroxisome proliferator-activated receptor γ in ulcerative colitis. Gastroenterology 2003, 124, 1265–1276.
[CrossRef]

61. Donohoe, D.R. The Warburg Effect Dictates the Mechanism of Butyrate-Mediated Histone Acetylation and Cell Proliferation. Mol.
Cell 2012, 48, 612–626. [CrossRef]

62. Furusawa, Y. Commensal microbe-derived butyrate induces the differentiation of colonic regulatory T cells. Nature 2013, 504,
446–450. [CrossRef] [PubMed]

63. Kaisar, M.M.M.; Pelgrom, L.R.; van der Ham, A.J.; Yazdanbakhsh, M.; Everts, B. Butyrate Conditions Human Dendritic Cells to
Prime Type 1 Regulatory T Cells via both Histone Deacetylase Inhibition and G Protein-Coupled Receptor 109A Signaling. Front.
Immunol. 2017, 8, 1429. [CrossRef] [PubMed]

64. Singh, N.; Gurav, A.; Sivaprakasam, S.; Brady, E.; Padia, R.; Shi, H.; Thangaraju, M.; Prasad, P.D.; Manicassamy, S.;
Munn, D.H.; et al. Activation of Gpr109a, Receptor for Niacin and the Commensal Metabolite Butyrate, Suppresses Colonic
Inflammation and Carcinogenesis. Immunity 2014, 40, 128–139. [CrossRef] [PubMed]

65. Nastasi, C.; Fredholm, S.; Willerslev-Olsen, A.; Hansen, M.; Bonefeld, C.M.; Geisler, C.; Andersen, M.H.; Ødum, N.; Woetmann,
A. Butyrate and propionate inhibit antigen-specific CD8+ T cell activation by suppressing IL-12 production by antigen-presenting
cells. Sci. Rep. 2017, 7, 14516. [CrossRef] [PubMed]

66. Petersen, C.; Round, J.L. Defining dysbiosis and its influence on host immunity and disease. Cell. Microbiol. 2014, 16, 1024–1033.
[CrossRef]

67. Andoh, A.; Fujiyama, Y.; Hata, K.; Araki, Y.; Takaya, H.; Shimada, M.; Bamba, T. Counter-regulatory effect of sodium butyrate on
tumour necrosis factor-alpha (TNF-a)-induced complement C3 and factor B biosynthesis in human intestinal epithelial cells. Clin.
Exp. Immunol. 1999, 118, 23. [CrossRef]

68. Chang, P.V.; Hao, L.; Offermanns, S.; Medzhitov, R. The microbial metabolite butyrate regulates intestinal macrophage function
via histone deacetylase inhibition. Proc. Natl. Acad. Sci. USA 2014, 111, 2247–2252. [CrossRef]

69. Vinolo, M.A.R. Suppressive effect of short-chain fatty acids on production of proinflammatory mediators by neutrophils. J. Nutr.
Biochem. 2011, 22, 849–855. [CrossRef]

70. Kellow, N.J.; Coughlan, M.T.; Reid, C.M. Metabolic benefits of dietary prebiotics in human subjects: A systematic review of
randomised controlled trials. Br. J. Nutr. 2014, 111, 1147–1161. [CrossRef]

71. Fusunyan, R.D.; Quinn, J.J.; Fujimoto, M.; MacDermott, R.P.; Sanderson, I.R. Butyrate Switches the Pattern of Chemokine Secretion
by Intestinal Epithelial Cells through Histone Acetylation. Mol. Med. 1999, 5, 631–640. [CrossRef]

72. Böcker, U.; Nebe, T.; Herweck, F.; Holt, L.; Panja, A.; Jobin, C.; Rossol, S.; Sartor, R.B.; Singer, M.V. Butyrate modulates intestinal
epithelial cell-mediated neutrophil migration: Immunomodulatory effects of butyrate on IEC. Clin. Exp. Immunol. 2003, 131,
53–60. [CrossRef] [PubMed]

73. Asarat, M.; Vasiljevic, T.; Apostolopoulos, V.; Donkor, O. Short-Chain Fatty Acids Regulate Secretion of IL-8 from Human
Intestinal Epithelial Cell Lines in vitro. Immunol. Investig. 2015, 44, 678–693. [CrossRef] [PubMed]

74. Hung, T.V.; Suzuki, T. Short-Chain Fatty Acids Suppress Inflammatory Reactions in Caco-2 Cells and Mouse Colons. J. Agric.
Food Chem. 2018, 66, 108–117. [CrossRef] [PubMed]

75. Shao, B.-Z.; Xu, Z.-Q.; Han, B.-Z.; Su, D.-F.; Liu, C. NLRP3 inflammasome and its inhibitors: A review. Front. Pharmacol. 2015, 6,
262. [CrossRef]

76. Malago, J.J.; Tooten, P.C.J.; van Liere, E.A.; van Dijk, J.E. Anti-inflammatory properties of heat shock protein 70 and butyrate on
Salmonella-induced interleukin-8 secretion in enterocyte-like Caco. Clin. Exp. Immunol. 2005, 141, 62–71. [CrossRef]

77. Yang, W.; Yu, T.; Huang, X.; Bilotta, A.J.; Xu, L.; Lu, Y.; Sun, J.; Pan, F.; Zhou, J.; Zhang, W.; et al. Intestinal microbiota-derived
short-chain fatty acids regulation of immune cell IL-22 production and gut immunity. Nat. Commun. 2020, 11, 4457. [CrossRef]

78. Liu, H.; Wang, J.; He, T.; Becker, S.; Zhang, G.; Li, D.; Ma, X. Butyrate: A Double-Edged Sword for Health? Adv. Nutr. 2018, 9,
21–29. [CrossRef]

79. Lührs, H.; Gerke, T.; Müller, J.G.; Melcher, R.; Schauber, J.; Boxberger, F.; Scheppach, W.; Menzel, T. Butyrate Inhibits NF-κB
Activation in Lamina Propria Macrophages of Patients with Ulcerative Colitis. Scand. J. Gastroenterol. 2002, 37, 458–466. [CrossRef]

80. Hamer, H.M.; Jonkers, D.M.A.E.; Vanhoutvin, S.A.L.W.; Troost, F.J.; Rijkers, G.; de Bruïne, A.; Bast, A.; Venema, K.; Brummer,
R.-J.M. Effect of butyrate enemas on inflammation and antioxidant status in the colonic mucosa of patients with ulcerative colitis
in remission. Clin. Nutr. 2010, 29, 738–744. [CrossRef]

http://dx.doi.org/10.1016/j.chom.2016.03.004
http://dx.doi.org/10.1126/science.1232467
http://dx.doi.org/10.1126/science.aam9949
http://dx.doi.org/10.1038/ismej.2013.80
http://dx.doi.org/10.1080/00365521.2017.1386711
http://dx.doi.org/10.1016/S0016-5085(03)00271-3
http://dx.doi.org/10.1016/j.molcel.2012.08.033
http://dx.doi.org/10.1038/nature12721
http://www.ncbi.nlm.nih.gov/pubmed/24226770
http://dx.doi.org/10.3389/fimmu.2017.01429
http://www.ncbi.nlm.nih.gov/pubmed/29163504
http://dx.doi.org/10.1016/j.immuni.2013.12.007
http://www.ncbi.nlm.nih.gov/pubmed/24412617
http://dx.doi.org/10.1038/s41598-017-15099-w
http://www.ncbi.nlm.nih.gov/pubmed/29109552
http://dx.doi.org/10.1111/cmi.12308
http://dx.doi.org/10.1046/j.1365-2249.1999.01038.x
http://dx.doi.org/10.1073/pnas.1322269111
http://dx.doi.org/10.1016/j.jnutbio.2010.07.009
http://dx.doi.org/10.1017/S0007114513003607
http://dx.doi.org/10.1007/BF03402075
http://dx.doi.org/10.1046/j.1365-2249.2003.02056.x
http://www.ncbi.nlm.nih.gov/pubmed/12519386
http://dx.doi.org/10.3109/08820139.2015.1085389
http://www.ncbi.nlm.nih.gov/pubmed/26436853
http://dx.doi.org/10.1021/acs.jafc.7b04233
http://www.ncbi.nlm.nih.gov/pubmed/29236491
http://dx.doi.org/10.3389/fphar.2015.00262
http://dx.doi.org/10.1111/j.1365-2249.2005.02810.x
http://dx.doi.org/10.1038/s41467-020-18262-6
http://dx.doi.org/10.1093/advances/nmx009
http://dx.doi.org/10.1080/003655202317316105
http://dx.doi.org/10.1016/j.clnu.2010.04.002


Int. J. Mol. Sci. 2020, 22, 3061 17 of 18

81. Breuer, R.I.; Soergel, K.H.; Lashner, B.A.; Christ, M.L.; Hanauer, S.B.; Vanagunas, A.; Harig, J.M.; Keshavarzian, A.; Robinson, M.;
Sellin, J.H.; et al. Short chain fatty acid rectal irrigation for left-sided ulcerative colitis: A randomised, placebo controlled trial.
Gut 1997, 40, 485–491. [CrossRef]

82. van der Does, A.M.; Bergman, P.; Agerberth, B.; Lindbom, L. Induction of the human cathelicidin LL-37 as a novel treatment
against bacterial infections. J. Leukoc. Biol. 2012, 92, 735–742. [CrossRef] [PubMed]

83. Kida, Y.; Shimizu, T.; Kuwano, K. Sodium butyrate up-regulates cathelicidin gene expression via activator protein-1 and histone
acetylation at the promoter region in a human lung epithelial cell line, EBC-1. Mol. Immunol. 2006, 43, 1972–1981. [CrossRef]
[PubMed]

84. Gao, J.; Xu, K.; Liu, H.; Liu, G.; Bai, M.; Peng, C.; Li, T.; Yin, Y. Impact of the Gut Microbiota on Intestinal Immunity Mediated by
Tryptophan Metabolism. Front. Cell. Infect. Microbiol. 2018, 8, 13. [CrossRef] [PubMed]

85. Hankinson, O. The Aryl Hydrocarbon Receptor Complex. Annu. Rev. Pharmacol. Toxicol. 1995, 35, 307–340. [CrossRef] [PubMed]
86. Quintana, F.J.; Sherr, D.H. Aryl hydrocarbon receptor control of adaptive immunity. Pharmacol. Rev. 2013, 65, 1148–1161.

[CrossRef]
87. Veldhoen, M.; Ferreira, C. Influence of nutrient-derived metabolites on lymphocyte immunity. Nat. Med. 2015, 21, 709–718.

[CrossRef]
88. Barouki, R.; Aggerbeck, M.; Aggerbeck, L.; Coumoul, X. The aryl hydrocarbon receptor system. Drug Metabol. Drug Interact. 2012,

27, 3–8. [CrossRef]
89. Hubbard, T.D.; Murray, I.A.; Bisson, W.H.; Lahoti, T.S.; Gowda, K.; Amin, S.G.; Patterson, A.D.; Perdew, G.H. Adaptation of the

human aryl hydrocarbon receptor to sense microbiota-derived indoles. Sci. Rep. 2015, 5, 12689. [CrossRef]
90. Qiu, J.; Guo, X.; Chen, Z.-M.E.; He, L.; Sonnenberg, G.F.; Artis, D.; Fu, Y.-X.; Zhou, L. Group 3 innate lymphoid cells inhibit

T-cell-mediated intestinal inflammation through aryl hydrocarbon receptor signaling and regulation of microflora. Immunity
2013, 39, 386–399. [CrossRef]

91. Qiu, J.; Zhou, L. Aryl hydrocarbon receptor promotes RORγt+ group 3 ILCs and controls intestinal immunity and inflammation.
Semin. Immunopathol. 2013, 35, 657–670. [CrossRef]

92. Monteleone, I.; Rizzo, A.; Sarra, M.; Sica, G.; Sileri, P.; Biancone, L.; MacDonald, T.T.; Pallone, F.; Monteleone, G. Aryl hydrocarbon
receptor-induced signals up-regulate IL-22 production and inhibit inflammation in the gastrointestinal tract. Gastroenterology
2011, 141, 237–248.e1. [CrossRef] [PubMed]

93. Lamas, B.; Richard, M.L.; Leducq, V.; Pham, H.-P.; Michel, M.-L.; Da Costa, G.; Bridonneau, C.; Jegou, S.; Hoffmann, T.W.;
Natividad, J.M.; et al. CARD9 impacts colitis by altering gut microbiota metabolism of tryptophan into aryl hydrocarbon receptor
ligands. Nat. Med. 2016, 22, 598–605. [CrossRef] [PubMed]

94. Marinelli, L.; Martin-Gallausiaux, C.; Bourhis, J.-M.; Béguet-Crespel, F.; Blottière, H.M.; Lapaque, N. Identification of the novel
role of butyrate as AhR ligand in human intestinal epithelial cells. Sci. Rep. 2019, 9, 643. [CrossRef] [PubMed]

95. Gitter, A.H.; Wullstein, F.; Fromm, M.; Schulzke, J.R.D. Epithelial Barrier Defects in Ulcerative Colitis: Characterization and
Quantification by Electrophysiological Imaging. Gastroenterology 2001, 121, 1320–1328. [CrossRef]

96. Caviglia, G.P.; Dughera, F.; Ribaldone, D.G.; Rosso, C.; Abate, M.L.; Pellicano, R.; Bresso, F.; Smedile, A.; Saracco, G.M.; Astegiano,
M. Serum zonulin in patients with inflammatory bowel disease: A pilot study. Minerva Med. 2019, 110, 95–100. [CrossRef]
[PubMed]

97. Peng, L.; Li, Z.-R.; Green, R.S.; Holzman, I.R.; Lin, J. Butyrate Enhances the Intestinal Barrier by Facilitating Tight Junction
Assembly via Activation of AMP-Activated Protein Kinase in Caco-2 Cell Monolayers. J. Nutr. 2009, 139, 1619–1625. [CrossRef]

98. Peng, L.; He, Z.; Chen, W.; Holzman, I.R.; Lin, J. Effects of Butyrate on Intestinal Barrier Function in a Caco-2 Cell Monolayer
Model of Intestinal Barrier. Pediatric Res. 2007, 61, 37–41. [CrossRef]

99. Finnie, I.A.; Dwarakanath, A.D.; Taylor, B.A.; Rhodes, J.M. Colonic mucin synthesis is increased by sodium butyrate. Gut 1995,
36, 93–99. [CrossRef]

100. Jiminez, J.A.; Uwiera, T.C.; Abbott, D.W.; Uwiera, R.R.E.; Inglis, G.D. Butyrate Supplementation at High Concentrations Alters
Enteric Bacterial Communities and Reduces Intestinal Inflammation in Mice Infected with Citrobacter rodentium. mSphere 2017,
2, e00243-17. [CrossRef]

101. Chen, G.; Ran, X.; Li, B.; Li, Y.; He, D.; Huang, B.; Fu, S.; Liu, J.; Wang, W. Sodium Butyrate Inhibits Inflammation and Maintains
Epithelium Barrier Integrity in a TNBS-induced Inflammatory Bowel Disease Mice Model. EBioMedicine 2018, 30, 317–325.
[CrossRef]

102. Takakuwa, A.; Nakamura, K.; Kikuchi, M.; Sugimoto, R.; Ohira, S.; Yokoi, Y.; Ayabe, T. Butyric Acid and Leucine Induce
α-Defensin Secretion from Small Intestinal Paneth Cells. Nutrients 2019, 11, 2817. [CrossRef] [PubMed]

103. Xiong, H.; Guo, B.; Gan, Z.; Song, D.; Lu, Z.; Yi, H.; Wu, Y.; Wang, Y.; Du, H. Butyrate upregulates endogenous host defense
peptides to enhance disease resistance in piglets via histone deacetylase inhibition. Sci. Rep. 2016, 6, 27070. [CrossRef]

104. Wong, S.H.; Zhao, L.; Zhang, X.; Nakatsu, G.; Han, J.; Xu, W.; Xiao, X.; Kwong, T.N.Y.; Tsoi, H.; Wu, W.K.K.; et al. Gavage of
Fecal Samples from Patients with Colorectal Cancer Promotes Intestinal Carcinogenesis in Germ-Free and Conventional Mice.
Gastroenterology 2017, 153, 1621–1633.e6. [CrossRef] [PubMed]

105. Lawrence, G.W.; Begley, M.; Cotter, P.D.; Guinane, C.M. Potential Use of Biotherapeutic Bacteria to Target Colorectal Cancer-
Associated Taxa. Int. J. Mol. Sci. 2020, 21, 924. [CrossRef] [PubMed]

http://dx.doi.org/10.1136/gut.40.4.485
http://dx.doi.org/10.1189/jlb.0412178
http://www.ncbi.nlm.nih.gov/pubmed/22701042
http://dx.doi.org/10.1016/j.molimm.2005.11.014
http://www.ncbi.nlm.nih.gov/pubmed/16423398
http://dx.doi.org/10.3389/fcimb.2018.00013
http://www.ncbi.nlm.nih.gov/pubmed/29468141
http://dx.doi.org/10.1146/annurev.pa.35.040195.001515
http://www.ncbi.nlm.nih.gov/pubmed/7598497
http://dx.doi.org/10.1124/pr.113.007823
http://dx.doi.org/10.1038/nm.3894
http://dx.doi.org/10.1515/dmdi-2011-0035
http://dx.doi.org/10.1038/srep12689
http://dx.doi.org/10.1016/j.immuni.2013.08.002
http://dx.doi.org/10.1007/s00281-013-0393-5
http://dx.doi.org/10.1053/j.gastro.2011.04.007
http://www.ncbi.nlm.nih.gov/pubmed/21600206
http://dx.doi.org/10.1038/nm.4102
http://www.ncbi.nlm.nih.gov/pubmed/27158904
http://dx.doi.org/10.1038/s41598-018-37019-2
http://www.ncbi.nlm.nih.gov/pubmed/30679727
http://dx.doi.org/10.1053/gast.2001.29694
http://dx.doi.org/10.23736/S0026-4806.18.05787-7
http://www.ncbi.nlm.nih.gov/pubmed/30160088
http://dx.doi.org/10.3945/jn.109.104638
http://dx.doi.org/10.1203/01.pdr.0000250014.92242.f3
http://dx.doi.org/10.1136/gut.36.1.93
http://dx.doi.org/10.1128/mSphere.00243-17
http://dx.doi.org/10.1016/j.ebiom.2018.03.030
http://dx.doi.org/10.3390/nu11112817
http://www.ncbi.nlm.nih.gov/pubmed/31752111
http://dx.doi.org/10.1038/srep27070
http://dx.doi.org/10.1053/j.gastro.2017.08.022
http://www.ncbi.nlm.nih.gov/pubmed/28823860
http://dx.doi.org/10.3390/ijms21030924
http://www.ncbi.nlm.nih.gov/pubmed/32019270


Int. J. Mol. Sci. 2020, 22, 3061 18 of 18

106. Chang, S.-C.; Shen, M.-H.; Liu, C.-Y.; Pu, C.-M.; Hu, J.-M.; Huang, C.-J. A gut butyrate-producing bacterium Butyricicoccus
pullicaecorum regulates short-chain fatty acid transporter and receptor to reduce the progression of 1,2-dimethylhydrazine-
associated colorectal cancer. Oncol. Lett. 2020, 20, 327. [CrossRef]

107. McNabney, S.; Henagan, T. Short Chain Fatty Acids in the Colon and Peripheral Tissues: A Focus on Butyrate, Colon Cancer,
Obesity and Insulin Resistance. Nutrients 2017, 9, 1348. [CrossRef] [PubMed]

108. Zagato, E.; Pozzi, C.; Bertocchi, A.; Schioppa, T.; Saccheri, F.; Guglietta, S.; Fosso, B.; Melocchi, L.; Nizzoli, G.; Troisi, J.; et al.
Endogenous murine microbiota member Faecalibaculum rodentium and its human homologue protect from intestinal tumour
growth. Nat. Microbiol. 2020, 5, 511–524. [CrossRef] [PubMed]

109. Belcheva, A.; Irrazabal, T.; Robertson, S.J.; Streutker, C.; Maughan, H.; Rubino, S.; Moriyama, E.H.; Copeland, J.K.; Surendra, A.;
Kumar, S.; et al. Gut microbial metabolism drives transformation of MSH2-deficient colon epithelial cells. Cell 2014, 158, 288–299.
[CrossRef]

110. Bultman, S.J.; Jobin, C. Microbial-derived butyrate: An oncometabolite or tumor-suppressive metabolite? Cell Host Microbe 2014,
16, 143–145. [CrossRef]

111. Schmitt, M.G.; Soergel, K.H.; Wood, C.M. Absorption of Short Chain Fatty Acids from the Human Jejunum. Gastroenterology 1976,
70, 211–215. [CrossRef]

112. Lama, A.; Annunziata, C.; Coretti, L.; Pirozzi, C.; Di Guida, F.; Nitrato Izzo, A.; Cristiano, C.; Mollica, M.P.; Chiariotti, L.; Pelagalli,
A.; et al. N-(1-carbamoyl-2-phenylethyl) butyramide reduces antibiotic-induced intestinal injury, innate immune activation and
modulates microbiota composition. Sci. Rep. 2019, 9, 4832. [CrossRef] [PubMed]

http://dx.doi.org/10.3892/ol.2020.12190
http://dx.doi.org/10.3390/nu9121348
http://www.ncbi.nlm.nih.gov/pubmed/29231905
http://dx.doi.org/10.1038/s41564-019-0649-5
http://www.ncbi.nlm.nih.gov/pubmed/31988379
http://dx.doi.org/10.1016/j.cell.2014.04.051
http://dx.doi.org/10.1016/j.chom.2014.07.011
http://dx.doi.org/10.1016/S0016-5085(76)80011-X
http://dx.doi.org/10.1038/s41598-019-41295-x
http://www.ncbi.nlm.nih.gov/pubmed/30886232

	Introduction 
	The Gut Microbiota in Health and IBDs 
	Butyrate Production 
	Butyrate Uptake by Epithelial Cells 
	Butyrate Effects on Epithelial Cells 
	Butyrate in the Colonocyte 
	The Paradoxical Effect of Butyrate 
	Butyrate and the Generation of Oxygen Gradient 

	Butyrate as a Regulator of Epigenetic Processes 
	Anti-inflammatory Butyrate Effects 
	Butyrate as a Ligand for the Aryl Hydrocarbon Receptor (AhR) 
	Butyrate and Intestinal Barrier Function 
	Role of Butyrate in the Development of Colorectal Cancer 
	Conclusions and Perspectives 
	References

