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ABSTRACT Salmonella enterica is an important global pathogen due to its contribu-
tion to human morbidity and death. The presence of S. enterica in Southeast Asian
informal markets is amplified by cross-contamination between market surfaces and
food products. Here, we describe the draft genome sequences of 81 Salmonella en-
terica isolates from informal markets in Cambodia.

Nontyphoidal Salmonella enterica causes the most cases of diarrheal disease world-
wide and is a pathogen of global importance, particularly in low-income countries

(LICs) (1). Major data gaps in LICs stem from inadequate national monitoring and
surveillance programs. Whole-genome sequencing (WGS) can provide accurate infor-
mation on foodborne pathogens (2). The availability of molecular data is crucial for
improving food safety outcomes in LICs and understanding foodborne outbreaks and
transmission pathways.

Herein, we describe the draft genome sequences of 81 S. enterica isolates
collected from two Cambodian informal markets (i.e., those escaping food safety
oversight). Sixty-four vendors classified by market location (inside versus outside)
were sampled during the rainy (June 2018) and dry (January 2019) seasons. For each
vendor, samples from three food contact surfaces (FCSs) and three non-food
contact surfaces (NFCSs) were collected, totaling 384 samples. Screening and
isolation of S. enterica strains were conducted according to the U.S. Department of
Agriculture Food Safety and Inspection Service guidelines (3). Samples were en-
riched with buffered peptone water, followed by selective enrichments of tetra-
thionate bile broth and Rappaport-Vassiliadis broth (HiMedia). Selective enrich-
ments were streaked onto xylose-lysine-Tergitol 4 and brilliant green sulfa agar
(HiMedia). Typical colonies were tested using the Salmonella latex agglutination kit
(Oxoid, Basingstoke, UK), and presumptive isolates were confirmed by PCR (4).
Genomic DNA was obtained using the DNeasy blood and tissue kit (Qiagen, Hilden,
Germany), following the manufacturer’s instructions. Libraries were prepared from
genomic DNA with the Nextera XT DNA library preparation kit, and WGS was
conducted on either a MiSeq or NextSeq sequencer, using a MiSeq reagent kit v2
(500 cycles) or a NextSeq 500/550 high-output kit v2 (300 cycles), respectively
(Illumina, San Diego, CA). Minimum sequence quality was represented by average
coverage of �30� and Q scores for reads 1 and 2 of �30 (5). Absence of
contamination was affirmed with Kraken (6). Default parameters were used for all
software unless otherwise specified. De novo assemblies were generated with
SKESA v2.2 either by NCBI Pathogen Detection or in-house using GalaxyTrakr with
standard settings (7, 8). Antibiotic resistance (AMR), stress, and virulence genotypes
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were available at NCBI Pathogen Detection (9). Salmonella pathogenicity islands
(SPIs) were identified with SPIFinder (https://cge.cbs.dtu.dk/services/SPIFinder) (Cen-
ter for Genomic Epidemiology). Draft genomes were annotated using the NCBI
Prokaryotic Genome Annotation Pipeline (PGAP) (10). The serotype of each isolate
was determined in silico using SeqSero v1.0 on draft genomes (11). Draft genomes
ranged between 4,609,585 and 5,198,930 bp in size, with an average GC content of
52.4%. The number of contigs for each isolate ranged from 23 to 468. A total of 16
S. enterica serotypes were identified, including Rissen (n � 19); Hvittingfoss (n �

13); Corvallis (n � 10); Krefeld (n � 8); Weltevreden (n � 6); Altona (n � 6);
Mbandaka (n � 5); Typhimurium (n � 3); Javiana, Uganda, and Derby (n � 2 each);
and Anatum, Braenderup, Lexington, Virchow, and the potential monophasic vari-
ant of S. enterica serotype Typhimurium (I 4,[5],12:i:�) (n � 1 each). AMR genes,
including those encoding for tetracycline, �-lactam, sulfonamide, quinolone, ami-
noglycoside, phenicol, trimethoprim, and fosfomycin resistance, were identified in
43 of 81 strains. A total of 10 SPIs were detected in 59 genomes (Table 1) (12, 13).
The draft genome sequences described will be valuable for understanding the
dynamics of S. enterica diversity and persistence in informal markets in Cambodia,
as well as supporting global epidemiological investigations of outbreaks.

Data availability. This whole-genome shotgun project has been deposited in
DDBJ/ENA/GenBank under the accession numbers presented in Table 1. The versions
described in this paper are the first versions.
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