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The complex nature of calcium 
cation interactions with 
phospholipid bilayers
Adéla Melcrová1, Sarka Pokorna1, Saranya Pullanchery2, Miriam Kohagen3,4, 
Piotr Jurkiewicz1, Martin Hof1, Pavel Jungwirth3,5, Paul S. Cremer2,6 & Lukasz Cwiklik1,3

Understanding interactions of calcium with lipid membranes at the molecular level is of great 
importance in light of their involvement in calcium signaling, association of proteins with cellular 
membranes, and membrane fusion. We quantify these interactions in detail by employing a 
combination of spectroscopic methods with atomistic molecular dynamics simulations. Namely, time-
resolved fluorescent spectroscopy of lipid vesicles and vibrational sum frequency spectroscopy of lipid 
monolayers are used to characterize local binding sites of calcium in zwitterionic and anionic model 
lipid assemblies, while dynamic light scattering and zeta potential measurements are employed for 
macroscopic characterization of lipid vesicles in calcium-containing environments. To gain additional 
atomic-level information, the experiments are complemented by molecular simulations that utilize an 
accurate force field for calcium ions with scaled charges effectively accounting for electronic polarization 
effects. We demonstrate that lipid membranes have substantial calcium-binding capacity, with several 
types of binding sites present. Significantly, the binding mode depends on calcium concentration with 
important implications for calcium buffering, synaptic plasticity, and protein-membrane association.

Calcium cations are very potent and versatile agents within a cell. Their divalent character makes them strong 
binders; hence, their physiological concentration must be strictly controlled. The concentration of Ca2+ in the 
extracellular space is about 2 mM, while its intracellular levels are much lower and range amongst cell organelles 
from 100 nM in the cytosol to 600 μM in the endoplasmic reticulum1,2. The maintenance of low intracellular cal-
cium concentrations is achieved, among other mechanisms, by calcium buffers which include both cytoplasmic 
and membrane-anchored calcium-binding proteins1,3,4. On the other hand, key events in calcium signaling are 
connected with rapid spikes of Ca2+ concentration caused by an influx of the Ca2+ into the cytosol via calcium 
channels5. These spikes can be up to 100-fold higher compared to the resting Ca2+ concentration and are both 
spatially and temporally modulated by the calcium buffers4.

There is one commonly overlooked factor that significantly influences behavior of calcium ions upon their 
influx into the cytosol. Namely, apart from protein-based buffers, calcium ions strongly interact with the nega-
tively charged inner leaflet of the plasma membrane6. Recently, it has been shown that adsorption of calcium can 
neutralize this negative charge, and that this effect alone is responsible for the modulation of T-cell activation7. 
Calcium ions can also serve as a bridge between a protein and the cell membrane, for instance, during membrane 
association of C2 domains and annexins8,9. Ca2+-membrane binding is also recognized as a key factor during 
membrane fusion10.

The interactions of calcium ions with lipid membranes have been probed by a variety of experimental meth-
ods11–14. It is generally accepted that the presence of Ca2+ rigidifies and orders lipid bilayers13,15–19. Conformational 
changes of the lipid headgroup region20,21, ordering of acyl chains20–22, and lipid dehydration17,23–26 were reported.

1J. Heyrovský Institute of Physical Chemistry, Academy of Sciences of the Czech Republic, v.v.i., Dolejškova 3, Prague, 
18223, Czech Republic. 2Department of Chemistry, Pennsylvania State University, University Park, PA 16802, United 
States. 3Institute of Organic Chemistry and Biochemistry, Academy of Sciences of the Czech Republic, Flemingovo 
nám. 2, Prague, 16610, Czech Republic. 4Institute for Computational Physics, University of Stuttgart, Allmandring 
3, Stuttgart, 70569, Germany. 5Department of Physics, Tampere University of Technology, POB 692, Tampere,  
FI-33101, Finland. 6Department of Biochemistry and Molecular Biology, Pennsylvania State University, University 
Park, PA 16802, United States. Correspondence and requests for materials should be addressed to P.J. (email: piotr.
jurkiewicz@jh-inst.cas.cz) or P.S.C. (email: psc11@psu.edu) or L.C. (email: lukasz.cwiklik@jh-inst.cas.cz)

received: 19 April 2016

accepted: 03 November 2016

Published: 01 December 2016

OPEN

mailto:piotr.jurkiewicz@jh-inst.cas.cz
mailto:piotr.jurkiewicz@jh-inst.cas.cz
mailto:psc11@psu.edu
mailto:lukasz.cwiklik@jh-inst.cas.cz


www.nature.com/scientificreports/

2Scientific Reports | 6:38035 | DOI: 10.1038/srep38035

Since physiological concentrations of calcium are low and calcium domains are highly localized in space, the 
global membrane changes induced by its binding are highly relevant as well as the identity of the local binding 
sites. Lipid bilayers consisting of 80 mol% phosphatidylcholine (PC) and 20 mol% phosphatidylserine (PS) have 
often been used as a simple model of the inner leaflet of the plasma membrane. In this system, three possible 
binding sites can be distinguished: carboxyl groups of PS, phosphate groups of PC and PS, and carbonyl groups of 
PC and PS. Experimental methods, predominantly NMR-based, identified two distinct binding modes of calcium 
to PC/PS membrane, but their nature is not completely resolved20,27. Many studies demonstrated that calcium 
binds primarily to phosphate groups of all phospholipids, independent of their charge28, even in pure PC mem-
branes17,29,30. Molecular dynamics simulations have provided more details and generally confirmed binding to 
phosphate groups in PC and several anionic lipids, including PS18,26,31,32, but concurrent binding to the carboxyl 
group of PS has also been reported18,31. It was suggested that calcium can also bind to the carbonyl oxygen25,33, 
which is in line with the binding of Na+ and K+ to PC and PC/PS carbonyls34. Regarding the local consequences 
of calcium binding, simulations indicate that Ca2+ is able to cluster phospholipid molecules via ion-bridges18,26,32.

Despite previous studies, an atomic-level understanding of calcium-membrane interactions is still incomplete 
and often inconsistent. In particular, earlier MD studies suffered from very short (<100 ns) trajectories yielding 
unconverged results; but more importantly, the previously used force fields overshoot ion-lipid binding interac-
tions35. In the present work we overcome these limitations by utilizing a more realistic ionic force field implicitly 
accounting for polarization effects. We combine MD simulations with experimental methods to gain a compre-
hensive complex molecular-level picture of calcium ion-lipid bilayer binding.

Results
In the subsequent sections we present the results of experimental and computational investigations on the inter-
actions of calcium ions with model zwitterionic and anionic lipid systems.

Dynamic light scattering (DLS) and zeta potential measurements.  First, we present the calcium 
induced changes of macroscopic properties of DOPC and DOPC/DOPS vesicles. During preparation of PC/PS  
vesicles, precipitation of lipid aggregates was observed in samples containing 5 to 30 mM CaCl2. It has been 
shown that calcium can lead to aggregation or fusion of negatively charged lipid vesicles36,37. To check whether 
these phenomena occurred in the present systems, DLS was used to measure the size distribution of DOPC and 
DOPC/DOPS (80/20, mol/mol) vesicles. Representative results are shown in Fig. 1. Unimodal distributions of 
liposome hydrodynamic diameters centered near 150 nm were obtained, as expected, for most of the DOPC 
samples (Fig. 1A). Vesicle aggregation was only induced at 1 M CaCl2 which was manifest in particle growth, dis-
tribution broadening and the appearance of very large (~5 μm) aggregates. The DOPC/DOPS vesicles were found 
to aggregate already at 5 to 30 mM CaCl2 (Fig. 1B). Samples became polydisperse with largest detectable particles 
being >5 μm. Interestingly at 50 to 1000 mM CaCl2, the samples were monodisperse again. Also the addition of 
CaCl2 to already aggregated samples reversed the aggregation. There were no indications of any persistent growth 
of the liposomes, which would be expected in the case of liposome fusion. This means that calcium ions are able to 
bridge the lipid bilayers of neighboring vesicles and that this process is reversible. This agrees with previous report 
on calcium-induced vescicle fusion (e.g. refs 12 and 24).

Figure 1.  Liposome size distribution and zeta potential. (A,B) Hydrodynamic diameter of extruded large 
unilamellar vesicles composed of DOPC (A) and DOPC/DOPS (4:1, mol:mol) (B). Error bars represent SD, 
n ≥ 4. (C) Zeta potential of POPC and POPC/POPS (4:1, mol:mol) large unilamellar vesicles measured as a 
function of CaCl2 concentration. Error bars represent SD, n ≥ 3. Data fitted with Langmuir-Freundlich model.
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To further investigate vesicle clustering, the zeta potential of POPC and POPC/POPS vesicles was measured 
(Fig. 1C). The zeta potential of POPC vesicles, which in the absence of CaCl2 was close to zero, increased in the 
presence of calcium ions and stabilized at ~15 mV. This indicates the adsorption of ions. For POPC/POPS vesicles, 
the initial zeta potential of about −45 mV became positive above 25 mM CaCl2 and at 200 mM reached the same 
value as the POPC vesicles. This is direct evidence of overcharging of the originally negatively charged POPC/
POPS vesicles by adsorbed calcium ions. These results rationalize the loss of DOPC/DOPS vesicle monodispersity 
at intermediate CaCl2 concentrations, while higher concentrations led to overcharging and, as a consequence, 
electrostatic repulsion of the subsequently positively charged vesicles. This implies that the driving force for the 
adsorption of calcium ions to PC/PS membranes goes beyond simple Coulomb interactions between permanent 
charges or dipoles. Overcharging has been previously observed in many colloidal systems including lipid mem-
branes, peptides, proteins, and DNA (e.g. refs 38 and 39).

Time-dependent fluorescence shift (TDFS) in PC and PC/PS bilayers.  The above macroscopic 
experiments provided motivation for further molecular investigations of the calcium binding sites. Laurdan and 
Dtmac probes were used to investigate the consequences of calcium adsorption at the level of carbonyls and phos-
phates, respectively, of PC and PC/PS membranes (Fig. 2A). The fluorophore of Laurdan, located at ~10 Å from 
the DOPC bilayer center40,41, was shown to probe predominantly polarity and mobility of hydrated sn-1 carbonyls 
of phospholipids42. The fluorophore of Dtmac is located close to the phosphate moieties of lipid headgroups, i.e., 
~15 Å from the DOPC bilayer center (A. Olżyńska, personal communication). TDFS parameters measured for 
dioleoylic lipid vesicles at 1 to 1000 mM CaCl2 are shown in Fig. 2. Comparison of DOPC/DOPS with POPC/POPS  
is given in the Supplementary Information. The influence of Cl− ions on the membrane properties is minor, as 
was evidenced by TDFS and rationalized by MD in our previous studies43,44.

The Laurdan relaxation time (τ) shows that calcium restricts mobility of the carbonyls (Fig. 2B, red curves) 
of both neutral and negatively charged lipids. This effect is much stronger in the case of the negatively charged 
DOPC/DOPS vesicles, for which three different regions can be distinguished in the curve of τ as a function of 
CaCl2 concentration. First, the steep increase in the range of 1 to 5 mM CaCl2 demonstrates that even such a small 
amount of calcium can considerably reduce the mobility of lipid carbonyls (i.e. the influence of 1 mM CaCl2 is 
comparable with the one for 150 mM NaCl)45. Second, between 5 and 50 mM CaCl2, a plateau is observed where 
the initial effect of calcium seems saturated. In the third region, 50–1000 mM CaCl2, a second slowdown of the 
relaxation is present. In this region, the increase of τ is much less steep than in the first one (note that Fig. 2B 
presents a semi-logarithmic plot). The slopes in the first and the third regions are ~55 and ~0.5 ns/M, respectively. 
Overall, such a complex calcium concentration dependence suggests the existence of various interaction modes 
or diverse binding sites in the PC/PS bilayer. In the case of DOPC, no differences in Laurdan τ values were noted 
up to 10 mM CaCl2 (Fig. 2B, black curve). For 50 mM and more, CaCl2 gradually increased the relaxation time; its 
slope between 10 and 200 mM is ~1 ns/M.

The total spectral shift of Laurdan representing local polarity at the level of lipid carbonyls was not affected by 
calcium binding (Fig. 2C). A minor dehydration is visible only for 1 M CaCl2 in the DOPC/DOPS system. It was 

Figure 2.  Laurdan and Dtmac Time Dependent Fluorescence Shift (TDFS). (A) Location of the probes with 
respect to DOPC and DOPS molecules in membranes. (B) Integrated relaxation time, τ, and (C) total spectral 
shift, Δν, measured for 1 mol% of the probes embedded in large unilamellar vesicles of various composition 
dispersed in water or in CaCl2 solutions of various concentrations (1–1000 mM). Measured at 283 K; error bars 
represent SD, n ≥ 2.
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shown that the presence of an ion itself in the vicinity of the fluorescent probe can contribute to the relaxation 
process and increase Δν46, which could compensate for the effect of possible dehydration of the lipid carbonyls.

Dtmac responds to the increasing calcium concentration much less dramatically than Laurdan does. Due to 
the presence of bulk water in the vicinity of Dtmac, the relaxation is very fast with a considerable part being faster 
than the time resolution of our measurements. Herein, only the Dtmac data for negatively charged DOPC/DOPS  
vesicles are presented (Fig. 2, blue curves). It is very likely that the hydrated carboxylate moieties of DOPS mole-
cules also contribute to the relaxation probed by Dtmac in a manner dependent on the PS headgroup orientation. 
The kinetics of the relaxation measured with Dtmac was only weakly affected at 0.2 and 1 M CaCl2. The total 
spectral shift was almost unaffected by the presence of calcium. A slight dehydration, observed in the range of 
1–100 mM CaCl2, was reversed at 0.2 and 1 M CaCl2. The latter can again be interpreted as an indication of the 
close proximity of calcium ions to the Dtmac fluorophore. Overall, the above results indicate that calcium affects 
the headgroup region mobility at considerably higher concentrations than for the carbonyl region.

Although the plateau of τ observed for Laurdan in DOPC/DOPS at 5 to 50 mM CaCl2 coincides with aggre-
gation of vesicles at 5 to 30 mM CaCl2 reported by DLS, we showed that the plateau was not caused by the aggre-
gation (see Supplementary Information for the results of additional experiments with suppressed aggregation).

Sum frequency generation spectroscopy of Langmuir Monolayers.  Vibrational sum frequency 
spectroscopy (VSFS) was used to investigate binding to carboxylate, phosphate, and carbonyl groups in DLPS 
monolayers. The resulting VSFS spectra of Langmuir monolayers of DLPS at the air/water interface are shown in 
Fig. 3. This saturated lipid was chosen for monolayer studies to avoid oxidation of double bonds over the course of 
the spectroscopic measurements. The measurements were made at a surface pressure of 30 mN/m with an area per 
lipid headgroup of 0.72 nm2 per lipid. The DLPS monolayers were investigated at 21 °C and were in the fluid phase 
under the experimental conditions which were employed. Three different spectral regions are provided, which 
probed (a) the phosphate symmetric stretch around 1100 cm−1, (b) the carboxylate stretch around 1420 cm−1, 
which also has a contribution from C-H scissoring modes, and (c) the carbonyl stretch around 1732 cm−1, respec-
tively. The data provide clear evidence that calcium ions perturb the headgroup region of the monolayer. The most 
complex changes occur in the region of the phosphate symmetric stretch. In this case, the shoulders at 1056 cm−1 
and 1074 cm−1 are from the phosphate ester stretch C-OP and from the CO-O-C, respectively47, while the phos-
phate symmetric stretch is located near 1099 cm−1 in the absence of Ca2+. The phosphate symmetric stretch peak 
is blue shifted by 16 cm−1 in the presence of Ca2+. Such a blue shift is evidence for dehydration and direct cation 
binding48. Significantly, the extent of this shift was essentially the same at 10 and 200 mM CaCl2.

The COO− symmetric stretch at 1420 cm−1 increased in intensity in the presence of Ca2+. The intensity of this 
peak remained unchanged upon increasing the CaCl2 concentration to 200 mM. It should be noted that there is a 
shoulder on this peak near 1453 cm−1, which increases in intensity in the presence of Ca2+. These changes indicate 
the binding of Ca2+ to the carboxylate. Also, a small increase in intensity was noted in the carbonyl stretch around 
1732 cm−1 upon introduction of 10 mM CaCl2 and no further significant change was noted at 200 mM CaCl2. This 
suggests that the binding of calcium ions is rather complex and that different sites are differentially occupied as 
the CaCl2 concentration increases as discussed below in the MD simulations.

Molecular Dynamics (MD) simulations of lipid bilayers.  Finally, molecular dynamics simulation of 
POPC and POPC/POPS bilayers at varying aqueous CaCl2 concentrations were used to characterize the binding 
at the atomic level and to explore the consequences of calcium interactions with membranes.

Lipid bilayers strongly adsorb calcium ions.  In the course of a few tens of nanoseconds of MD simulations, all 
calcium ions from nominal 100 mM CaCl2 solution partitioned to POPC bilayer. This resulted in effectively 0 mM 
calcium concentration in the bulk solution, with no subsequent calcium ion desorption during 200 ns. Note that 
the same issue occurred in previous MD studies18,26,31,33. Here, to maintain a finite calcium concentration in 
the water phase, the nominal CaCl2 concentration was raised stepwise to 400, 600 and 700 mM. Only at the last 
step, was an equilibrium non-zero concentration of calcium ions in the water phase observed, with the effective 

Figure 3.  VSFS spectra of DLPS monolayers at the air/water interface at pH 7.4: Black, red and blue 
traces correspond to monolayers in the absence of Ca2+, in the presence of 10 mM Ca2+ and 200 mM Ca2+, 
respectively. VSFS spectrum of phosphate stretch (A), carboxylate stretch (B) and ester stretch (C). Solid lines 
are fits to the experimental spectra.
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180 mM calcium concentration in water, i.e. within the concentration range explored by our experimental meas-
urements (see Supplementary Information for more details).

Similarly, in the case of POPC/POPS bilayers, at a nominal concentration of 100 mM CaCl2, all calcium ions 
were adsorbed, whereas at a nominal concentration of 700 mM CaCl2 equilibrium with an effective concentration 
of 180 mM of calcium ions was achieved (no stepwise addition of ions was employed here). Note that since in the 
POPC/POPS system an additional 200 mM of calcium ions was added to neutralize PS charge, the binding capac-
ity of this bilayer is higher than that of POPC. Under equilibrium conditions, there was 1 calcium ion adsorbed 
per 2 lipids in POPC/POPS and 1 ion per 3 lipids in the POPC bilayer. This is within the range of 1–4 lipids per 
cation as reported in earlier MD studies18,26,33,49, and 1–2 lipids per cation resulting from NMR measurements50. 
Cation exchange between membrane and water observed under these conditions demonstrates system equilibra-
tion. Time scale of this exchange strongly depends on the location of bound cation. Based on contact analysis, 
desorption of the ions from the lipid headgroups was observed at ~10 ns, while from lipid carbonyls only after 
230–280 ns.

The strong binding of calcium ions resulted in lateral compression of the bilayer. The area per lipid (APL) 
gradually decreased after subsequent additions of CaCl2 (Fig. 4A). Only at nominal concentration of 700 mM 
CaCl2 was no further APL reduction observed. This corresponds to the aforementioned equilibrium between the 
bound and solvated calcium ions.

In the following sections, we discuss the results obtained only for two nominal CaCl2 concentrations: 100 mM 
– a low-concentration regime with 0 mM calcium ions in aqueous phase, and 700 mM – a high-concentration 
regime with 180 mM calcium ions in aqueous phase.

Calcium adsorption compresses lipid bilayers.  In Fig. 4B and C, average APL and membrane thickness are 
reported for both POPC and POPC/POPS membranes at two CaCl2 concentrations and compared with effects 
of sodium and potassium. As mentioned above, adsorption of calcium compresses the lipid bilayer laterally, in 
accord with earlier MD studies18,26,31,33. In low and high CaCl2 concentration regimes, APL was reduced by 5 and 
14% for POPC, and by 12 and 19% for POPC/POPS, respectively (Fig. 4B). Reduction of APL is accompanied by 
an increase of bilayer thickness (Fig. 4C). There is no direct correspondence between the two parameters, since 
the thickness is determined by both lateral packing of lipids and headgroup orientation. The bilayer compaction 
by calcium is much stronger than for monovalent cations. At 0.15 M concentration, Na+ and K+ cause almost no 
effect, whereas already at 0.1 M CaCl2 APL is altered. Membrane compression is likely caused by calcium-lipid 
clustering and the subsequent rearrangement of lipid molecules, just as it was observed for sodium44 and  
calcium18,26,31,33. To verify this hypothesis, we further scrutinize the changes calcium induces in the lipid bilayer 
at the atomic level.

Calcium penetrates deep affecting atomic structure of lipid bilayers.  Density profiles calculated for selected sys-
tem components along the bilayer normal are depicted in Fig. 5. In the low concentration regime, calcium ions 

Figure 4.  Simulated area per lipid and bilayer thickness. (A) Area per lipid of POPC bilayer during five MD 
simulations with increasing CaCl2 concentration. At each concentration, 200 ns-long trajectory was calculated. 
Final (B) average area per lipid and (C) bilayer thickness for POPC and mixed POPC/POPS bilayers in pure 
water and in the presence of CaCl2. Data for 0.15 M NaCl and KCl, taken from an additional 200 ns-long MD 
simulation with scaled ion charges, are given for comparison. Error bars for APL are based on block analysis. 
The bilayer thickness is calculated as the phosphate–phosphate distance in the density profiles with the error 
bars representing inaccuracy in the estimation of peak positions.
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are adsorbed deeply into the POPC bilayer (Fig. 5A). Their density profile overlaps closely with that of carbonyl 
groups and only partially with that of the phosphate groups. To our best knowledge, significant binding to car-
bonyls was reported only in one earlier MD study33 while not observed in most other MD simulations18,26,31. 
No penetration of calcium into the purely hydrophobic membrane core was observed. Chloride ions are weakly 
enhanced at the water-membrane interface, likely due to their tendency to neutralize the membrane’s positive 
charge caused by calcium adsorption, similarly to what was previously observed in NaCl and KCl solutions34. 
A few chloride ions were able to penetrate into the headgroup region forming transient pairs with calcium ions.

In the high concentration regime, calcium ions are shifted towards the water phase. Their density peak is 
located half-way between those of the carbonyl and phosphate groups (Fig. 5B). Calcium ion density in the aque-
ous phase is clearly non-zero. The thickening of the membrane is evident from the shift of the phosphate density 
toward the water phase. Moreover, as a result of increased lateral packing, the carbonyl and phosphate density 
profiles become narrower. Separation of phosphate and choline nitrogen profiles suggests reorientation of PC 
headgroups. Penetration of chloride anions into the membrane headgroup region is elevated with Cl− forming 
transient pairs with calcium ions.

In the mixed POPC/POPS bilayers, the adsorbed calcium locates between carbonyls and phosphates at both 
concentrations (Fig. 5C and D). With increasing CaCl2 concentration, the mean distance of calcium ions to the 
bilayer center increases only due to membrane thickening. Contrary to the POPC system, the mean distance of 
calcium ion to the water phase is preserved but its distribution becomes bimodal (Fig. 5D). A fraction of calcium 
ions locates above the mean position of the phosphate groups due to binding to COO− groups of POPS. Note that 
the POPC/POPS membrane structure is also more complex, with POPS mostly buried below the choline groups 
of POPC. Contrary to previous report23, no lateral demixing of PC and PS was observed.

Orientation of lipid headgroups was quantified by distributions of the angle between the lipid P-N dipoles and 
the membrane normal (Fig. 6). As suggested above, calcium ion adsorption causes a gradual rise in the POPC 
headgroups both in pure POPC (Fig. 6A) and in POPC/POPS bilayers, while no significant change of the mean 
orientation of POPS headgroups is found. Closer examination of POPS ΦP-N distributions (Fig. 6C) and simulated 
trajectories reveals that while in the presence of calcium ions, PS headgroups lie on average flat with the bilayer 
surface, there is a fraction of PS headgroups that points both outward and inward. Hence, calcium alters the POPS 
headgroup orientation.

Calcium also affected hydration of the lipid bilayer. The mean number of water molecules in the vicinity of 
the phosphate and carbonyl groups of the lipids decreased with increasing CaCl2 concentration, which also cor-
responds to the number of adsorbed calcium ions per lipid (Table 1). Both increased lateral membrane packing 
and the presence of calcium ions sterically limit the number of water molecules in the headgroup and carbonyl 
regions of the bilayer. This result qualitatively agrees with the slight dehydration suggested in TDFS and VSFS 
experiments. Bilayer dehydration was also reported in earlier MD and experimental studies (e.g. refs 17, 23–26).

Calcium-binding sites in lipid bilayers.  The binding of calcium by individual atomic groups of lipids was quan-
tified by calculating first coordination numbers (n1) from radial distribution functions – average numbers of 
calcium ions in the first coordination shell of a given group (Table S2). To better visualize the interactions, these 
numbers are schematically represented by the thickness of the red lines in Fig. 7. Ions and lipid components in 
Fig. 7 are placed according to their average locations calculated from Figs 5 and 6.

At low CaCl2 concentrations, the coordination numbers of phosphate and the sn-2 carbonyl groups are similar 
(with a slight preference for PO4

−), even though calcium ions are located deep in the POPC membrane (Fig. 7A). 
The coordination numbers are limited by the small number of calcium ions – 1 adsorbed calcium ion per 17 

Figure 5.  Density profiles calculated along the bilayer normal for nitrogen, phosphorous, and sn-2 
carbonyl oxygen atoms of POPC and POPS, calcium and chloride ions, water, and carboxylate groups  
of POPS. Profiles of both bilayer leaflets are averaged.
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POPC molecules. When the concentration increases, calcium ions shift towards the water phase (Fig. 7B). The 
coordination numbers increase, but their proportion preserves: 20% more calcium ions bind to PO4

− than to car-
bonyls. In the POPC/POPS bilayer, in the low concentration regime (Fig. 7C) calcium ions bind predominantly to 
the carboxylate groups of POPS (n1 = 0.58) followed by the phosphates (0.38) and carbonyls (0.34). In a number 
of configurations observed in simulated trajectories, a single calcium ion binds several groups of the same lipid. In 
POPS, calcium ions typically bind to COO− and simultaneously to PO4

− and/or C=O of the same molecule. We 
observed that such binding caused reorientation of the POPS headgroup towards the membrane interior. High 
CaCl2 concentration modifies the equilibrium between coordination numbers, which increase to 0.68, 0.98, and 
0.60 for COO−, PO4

− and C=O, respectively. This substantial increase in PO4
− binding is more pronounced for 

POPC (180% increase) than for POPS (80% increase). However, considering all contacts between calcium ions 
and lipids (with 0.42 nm cutoff), binding to POPS prevails. It accounts for 80 and 75% of all calcium-lipid inter-
actions in the low and high concentration regimes, respectively.

Calcium was also concurrently bound to more than one lipid molecule at a time. Coordination numbers of the 
adsorbed calcium ions – mean number of the considered groups in their first coordination shell (Table 1) – reveal 
that at low CaCl2 concentration calcium clusters at least 3 lipid molecules: in POPC via PO4

− and in POPC/POPS 
via COO−. At high concentration, the clustering is somehow reduced: single calcium ion binds to 2.6 and 2.2 
PO4

− in POPC POPC/POPS, respectively.

Figure 6.  Normalized distributions of ΦP–N headgroup angles of POPC (A,B) and POPS (C) in pure POPC 
(A) and POPC/POPS (B,C) bilayers for different nominal CaCl2 concentrations. Definitions of ΦP–N angles and 
their mean values calculated based on the presented distributions, 〈ΦP–N〉, are given. The data for 0 mM CaCl2 
are taken from ref. 44 where it was calculated for POPC in pure water, and for POPC/POPS in 1 M KCl (see text 
for justification). The distributions were calculated based on the final 100 ns of MD trajectories (50 ns for those 
from ref. 44).

Lipid bilayer [CaCl2] Lipids per Ca2+
abs.

(a)

Ca2+ coordination numbers(b) Hydration(c)

PO4 C=O COO− PO4 C=O

POPC
0.1 M 17 ± 1 3.0 ± 0.5 2.5 ± 0.5 — 3.5 ± 0.1 2.0 ± 0.1

0.7 M 3 ± 1 2.6 ± 0.5 2.1 ± 0.5 — 2.4 ± 0.1 1.3 ± 0.1

POPC/POPS 
(4:1, mol:mol)

0.1 M 5 ± 1 2.0 ± 0.5 1.8 ± 0.5 3.0 ± 0.5 3.0 ± 0.1 1.7 ± 0.1

0.7 M 2 ± 1 2.2 ± 0.5 1.3 ± 0.5 1.5 ± 0.5 2.2 ± 0.1 1.4 ± 0.1

Table 1.   Adsorption of Ca2+ (extent and coordination numbers) and lipid hydration. (a)Ratio of the total 
number of lipids in the system per number of adsorbed calcium cations. (b)Average number of the considered 
groups in the first coordination shell of an adsorbed Ca2+. (c)Number of water molecules per lipid in the first 
solvation shell of selected atom groups (cutoff determined from radial distribution functions as 2.4 Å for 
carbonyl oxygens and 3.35 Å for phosphate phosphors); the given uncertainties represent SD.
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Discussion
The principal aim of the present study was to identify calcium binding sites in zwitterionic PC and mixed PC/PS 
lipid bilayers and to investigate calcium-induced changes in membrane properties at the atomic level.

DLS experiments demonstrated that calcium ion adsorption at lipid membranes is guided not only by sim-
ple Coulomb interactions. Potentially, the observed clustering of lipid vesicles may be controlled by varying 
calcium ion concentration. TDFS measurements revealed that calcium ions restrict local mobility of various 
membrane regions in a concentration-dependent fashion. For example, deeply-buried carbonyl groups as well as 
water-exposed phosphates are subject to such restriction. These moieties can be viewed as calcium binding sites, 
which was further supported by VSFS experiments employing lipid monolayers where calcium ions were shown 
to interact with the carbonyl, phosphate, and carboxylate groups of PS lipids.

MD simulations of lipid bilayer patches were employed to get atomic level insights into calcium-membrane 
binding. A novel force field with scaled charges was used to account in a mean-field fashion for polarization 
effects and thus reduce the known ion overbinding problem of standardly used empirical force fields35,51. MD 
identified three calcium binding sites: carboxylate groups (POPS), phosphates, and carbonyl groups of sn-2 lipid 
chains. Their relative affinities towards calcium ions vary with calcium concentration and lipid composition, but 
phosphates somewhat prevail over carbonyls. In PC/PS membranes, binding to carboxylate groups dominates 
at low calcium concentration, but is overtaken by phosphate moieties at higher concentration. Calcium binding 
leads to lipid clustering, lateral shrinkage and thickening of the bilayer, which is more pronounced for negatively 
charged PC/PS membranes. This is in full agreement with the restricted carbonyl mobility probed by TDFS. As 
has been shown, these parameters are often strongly correlated52. MD shows that lateral compression leads to 
membrane dehydration, which was also suggested in VSFS and TDFS experiments. Our findings are in overall 
agreement with previous experimental and computational studies of calcium-lipid bilayer systems reporting on 
strong propensity of calcium toward negatively charged bilayers accompanied by significant membrane remode-
ling, as discussed in the Introduction. By combining several experimental techniques with MD simulations that 
employ the novel force field, we demonstrate and evaluate how propensity of calcium binding sites changes with 
ion concentration. Of note, in contrary to most of previous MD studies, we show by both simulations and experi-
ments that carbonyl groups of lipids are important calcium binders, in particular at low concentrations.

Our results demonstrate that calcium-bilayer interactions are complex and specific. We postulate that in a 
biological context, some of the phenomena accompanying calcium ion binding by lipid membranes may play 
a considerable role. First, a high affinity of calcium toward membranes is important from the point of view of 
calcium signaling. It allows the negatively charged inner leaflet of cellular membrane to act as a calcium buffer 
and modulate calcium diffusivity in calcium signaling microdomains. Second, the variety of calcium binding 
sites and their energetic heterogeneity can play a role in synaptic plasticity related to so-called residual calcium53. 
Third, calcium ion-induced changes in lipid dynamics and structure can play an important biological role, i.e. 
reduced lipid mobility can influence membrane receptors and headgroup rearrangement can change the affinity 
of phospholipid-binding proteins. Fourth, lipids on the millisecond timescale, characteristic for calcium signal-
ing, are laterally mobile and can serve as mobile calcium buffers by transporting the cations out of the proximity 
of a calcium channel. Last but not least, the ability of calcium ions to overcharge PC/PS bilayers may potentially 

Figure 7.  Scheme of calcium ions binding to POPC (A,B) and POPC/POPS (C,D) bilayers at low (A,C) and 
high (B,D) CaCl2 concentrations (accordingly, 0 and 180 mM in the water phase, corresponding to nominal 
100 mM and 700 mM in the whole system). The thickness of the red lines is proportional to the average numbers 
of Ca2+ in the first coordination shell of a given group (the numbers are listed in Table S1). Positions of the 
functional groups, ions, and water-lipid interface (50% of bulk water density) are taken as mean positions from 
their density profiles (Fig. 5). Effective Ca2+ concentration in the water phase are given in blue. The numbers of 
adsorbed Ca2+ per total numbers of lipids are also provided.
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play a significant role for vesicle trafficking, membrane fusion, and membrane-protein binding by modulation of 
the effective charge of the inner leaflet of cellular membrane.

Conclusions
Calcium ion binding sites are heterogeneous both from the point of view of binding affinity and their positioning 
in the membrane. The character of the calcium binding varies with calcium concentration; this issue is of par-
ticular importance as significant concentration spikes of calcium ions occur along calcium signaling pathways. 
The present results support the conjecture that lipid membranes, in particular the negatively charged inner leaflet 
of the plasma membrane, can act as effective calcium buffers upon calcium ions entering the cytosol. Of equal 
importance is the fact that the strong binding of this ion significantly alters the membranes by means of reduction 
of their hydration, lipid mobility, and lateral inter-lipid distance. Such local conformational membrane remod-
eling may play a significant role in modulation of lipid-protein interactions as well as membrane-membrane 
interactions. Overall, the phenomena related to calcium ions-membrane interactions demonstrated here point to 
their diverse roles in biological systems.

Experimental
Materials.  1,2-dioleoyl-sn-glycero-3-phosphocholine (DOPC), 1,2-dioleoyl-sn-glycero-3-phospho-L-serine 
(DOPS), 1,2-dilauroyl-sn-glycero-3-phospho-L-serine (DLPS), and 1,2-dioleoyl-sn-glycero-3-phosphoethan-
olamine-N-[methoxy(polyethylene glycol)-2000] (DOPE-PEG2000) were supplied by Avanti Polar Lipids, Inc. 
(Alabaster, USA). 6-lauroyl-2-dimethylaminonaphthalene (Laurdan) was obtained from Molecular Probes (Eugene, 
USA). 4-[(n-dodecylthio)methyl]-7-(N,N-dimethylamino)-coumarin (Dtmac) was a gift of prof. Kraayenhof, Vrije 
Universiteit Amsterdam. CaCl2 with purity ≥99% was used. All chemicals were used without further purification.

Liposome preparation.  Appropriate volumes of lipids and fluorescent probe stock solutions were mixed 
in glass tubes, dried under a nitrogen stream and left for at least 2 hours in vacuum. Lipid films were rehydrated 
in 1.5 mL MiliQ water (Milipore, USA) containing either 0.1 mM ethylenediaminetetraacetic acid or appropriate 
concentration of CaCl2. Liposomes in the form of large unilamellar vesicles were formed by extrusion through a 
100 nm pore diameter membrane filters (Avestin, Ottawa, Canada). The final lipid concentration was 1 mM with 
1:100 (mol/mol) fluorescent probe to lipid ratio.

DLS and zeta potential.  The size and zeta potential of the liposomes were measured by DLS. The sam-
ples were transferred to UV grade poly(methyl methacrylate) cuvettes, or to the so-called “dip” cell (Malvern 
Instruments Ltd., Worcestershire, UK) for zeta-potential measurements, and equilibrated at 298 K for 3 minutes 
before each measurement. The light scattering setup of Zetasizer Nano ZS (Malvern Instruments Ltd.) consisted 
of a He–Ne laser (532 nm) and an avalanche photodiode detector (APD). The scattering intensity was collected 
at an angle of 173°. The nano-ZS automatically adapts to the sample by adjusting the intensity of the laser and the 
attenuator of the photomultiplier. Intensity-weighted size distributions were obtained using regularized fitting 
implemented in Zetasizer Software 6.2 (Malvern Instruments Ltd.).

TDFS method.  Samples in 1.5 mL quartz cuvettes were equilibrated for 15 minutes and measured at 283 K. 
The temperature was stabilized using a water circulating bath. Steady-state emission spectra were recorded on a 
Fluorolog-3 spectrofluorometer (model FL3–11; JobinYvon Inc., Edison, NJ, USA) equipped with a xenon-arc 
lamp. Time-resolved measurements were performed on a 5000U Single Photon Counting setup using a cooled 
Hamamatsu R3809U-50 microchannel plate photomultiplier (IBH, UK). An emission cutoff filter (>399 nm) 
was used to eliminate the scattered light. Fluorescent probes were excited at 373 nm with the IBH NanoLed 11 
laser diode and fluorescent decays were collected at 400 to 550 nm with 10 nm steps. Each decay was fitted with a 
multi-exponential function using the iterative reconvolution procedure (IBH DAS6 software). The decays and the 
steady-state emission spectrum were used to reconstruct time-resolved emission spectra, which were then fitted 
with log-normal function in order to determine position of their maxima, ν(t), and their width54.

The TDFS method is based on monitoring the Stokes shift kinetics of polarity sensitive probes. The dipolar 
relaxation of the microenvironment of the probe is mapped in the recorded time-resolved emission spectra, 
which carry information about the microenvironment polarity and mobility. These two properties can be quanti-
fied by total spectral shift (Δν), and solvent relaxation time (τ), respectively. It has been shown in lipid bilayers 
that these two parameters are related to the hydration and local mobility of the hydrated lipid moieties55,56. Δν is 
calculated as Δν = ν(0) − ν(∞), where ν(0) is spectrum position immediately after electronic excitation, and 
ν(∞) is spectrum position after dipolar relaxation of solvent is completed. ν(0) was estimated according to ref. 57 
to be 23800 cm−1 and 22750 cm−1, respectively for Laurdan and Dtmac. The spectral shift is proportional to the 
loss of energy due to dipole reorientation, therefore, corresponds to the polarity of the probe environment. The 
second parameter, the so-called integrated relaxation time, ∫τ =

∞ ν − ν ∞
∆ν

dt
0

(t) ( ) , is used to characterize the kinet-
ics of the relaxation. It was shown to reflect mobility of the hydrated lipid moieties in the vicinity of the probe. 
Intrinsic uncertainty for Δν was 50 cm−1 and 0.05 ns for τ.

VSFS spectroscopy.  In vibrational sum frequency generation, a fixed wavelength visible beam (532 nm) and 
a tunable IR beam were spatially and temporally overlapped at a phospholipid/water interface to generate the sum 
frequency beam. The intensity of the sum frequency radiation is proportional to the square of second order non-
linear susceptibility and the intensity of the visible and IR beams: α χI I IVSFS VIS IR

(2) 2
, where χ(2) is the second 

order nonlinear susceptibility, IVIS, IIR and IVSFS are the intensities of the visible, infrared and sum frequency beams 
respectively58. The VSFS experimental setup (purchased from EKSPLA, Lithuania) consisted of a 1064 nm 
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Nd:YAG laser (pulse duration: 30 ps; pulse energy: 40 mJ; maximum repetition rate 50 Hz), which was directed to 
the harmonic unit (H500). The second harmonic (532 nm) and fundamental beams from the harmonic unit 
pumped the optical parametric generator/difference frequency generator (PG501/DFG) unit. The infrared beam 
was tuned between 1000 and 4000 cm−1 and the spectral resolution was <6 cm−1. VSFS experiments were per-
formed in a Langmuir trough (NIMA technology, England) made from Teflon and equipped with a pressure 
sensor and Teflon barriers. The trough had a total area of 65 cm2 and a subphase volume of 35 mL. Langmuir 
monolayers of lipid molecules were first formed at the air/water interface and the VSFS spectra were then col-
lected in the absence and presence of metal ions in the subphase. The IR and visible beams had incident angles of 
55° and 60°, respectively. These were spatially and temporally overlapped at air/water interface and the sum fre-
quency signal was collected at an angle of approximately 59°.

Vibrational sum frequency spectra of Langmuir monolayers of DLPS were monitored in the presence of cal-
cium ions using the ssp polarization combination (referring to the sum frequency, visible, and infrared polariza-
tions, respectively). The surface pressure and temperature were maintained at 30 mN/m and 21 °C, respectively, 
throughout all the spectroscopic experiments. The subphase was buffered using 10 mM Tris at pH of 7.4. The 
VSFS signal was collected at 3 cm−1 intervals and each point on the spectrum represented an average of 600 laser 
pulses. The intensity of the collected VSFS signal was normalized to the corresponding IR and visible intensities. 
Each spectrum represents an average of five measurements.

MD simulations.  MD simulations were performed for pure 1-palmitoyl-2-oleoyl-sn-glycero-3
-phosphocholine (POPC) and its mixture with 1-palmitoyl-2-oleoyl-sn-glycero-3-phospho-L-serine (POPS): 
POPC/POPS 4:1, mol:mol. Several nominal calcium concentrations with respect to the number of water mole-
cules in the simulation box, were considered. Table S3 in the Supplementary Information summarizes the com-
position of all simulated systems. Each lipid bilayer consisted of 128 lipid molecules (64 in each leaflet) hydrated 
with over 4300 water molecules. The mixed POPC/POPS system was prepared by replacing 12 randomly chosen 
PC headgroups in each leaflet of pre-equilibrated POPC bilayer with PS. To neutralize the system, 16 calcium ions 
were added to the water phase (each with scaled charge of +1.5, see the charge scaling details below). Additional 
calcium and chloride ions were added to obtain the required salt concentration (not counting the neutralizing 
cations). The presence of the additional neutralizing cations resulted in nominal 306 mM and 919 mM calcium 
concentrations in POPC/POPS system. 10 ns-long pre-equilibration MD runs were performed, followed by 200 ns 
and 300 ns-long trajectories for POPC and POPC/POPS systems, respectively. Only the last 100 ns of each trajec-
tory were used for time independent analysis.

A standard united-atom non-polarizable Berger’s force field was employed for the description of the lipids59. 
The simple point charge (SPC) water model used is compatible with the Berger’s force field60. A recently developed 
set of parameters was used for calcium and chloride ions; the parameters derived by employing charge scaling 
were shown to improve ionic interactions in aqueous environments35. The basic idea of this approach is to include 
electronic polarization in a mean-field manner via rescaling the ionic charges by the inverse of the square root of 
the electronic part of the water dielectric constant, i.e by a factor of 0.7561,62. Hence, the resulting charges of cal-
cium and chloride ions in simulation are +1.5e and −0.75e, respectively. As a mean-field ansatz, such an approach 
is applicable to homogeneous media in terms of the electronic polarization. Note that none of currently available 
combinations of ion and lipid force fields are able to fully quantitatively account for calcium-phospholipids bind-
ing. Nevertheless, the scaled charges employed here seem to, at least, semi-quantitatively describe these interac-
tion. Further details of the MD methodology, force fields tests and issues, and discussion of the ion charge scaling 
is given in the Supplementary Information.

References
1.	 Xu, N., Francis, M., Cioffi, D. L. & Stevens, T. Studies on the resolution of subcellular free calcium concentrations: a technological 

advance. Focus on “Detection of differentially regulated subsarcolemmal calcium signals activated by vasoactive agonists in rat 
pulmonary artery smooth muscle cells”. American Journal of Physiology-Cell Physiology 306, C636–C638 (2014).

2.	 Subedi, K. P., Paudel, O. & Sham, J. S. Detection of differentially regulated subsarcolemmal calcium signals activated by vasoactive 
agonists in rat pulmonary artery smooth muscle cells. American Journal of Physiology-Cell Physiology 306, C659–C669 (2014).

3.	 Berridge, M. J. Calcium microdomains: organization and function. Cell calcium 40, 405–412 (2006).
4.	 Prins, D. & Michalak, M. Organellar calcium buffers. Cold Spring Harbor perspectives in biology 3, a004069 (2011).
5.	 Berridge, M. J., Bootman, M. D. & Roderick, H. L. Calcium signalling: dynamics, homeostasis and remodelling. Nature reviews 

Molecular cell biology 4, 517–529 (2003).
6.	 Tadross, M. R., Tsien, R. W. & Yue, D. T. Ca2+ channel nanodomains boost local Ca2+ amplitude. Proceedings of the National 

Academy of Sciences 110, 15794–15799 (2013).
7.	 Shi, X. et al. Ca2+ regulates T-cell receptor activation by modulating the charge property of lipids. Nature 493, 111–115 (2013).
8.	 Lemmon, M. A. Membrane recognition by phospholipid-binding domains. Nature reviews Molecular cell biology 9, 99–111 (2008).
9.	 Nielsen, R. D., Che, K., Gelb, M. H. & Robinson, B. H. A ruler for determining the position of proteins in membranes. Journal of the 

American Chemical Society 127, 6430–6442 (2005).
10.	 Martens, S. & McMahon, H. T. Mechanisms of membrane fusion: disparate players and common principles. Nature Reviews 

Molecular Cell Biology 9, 543–556 (2008).
11.	 Ito, T. & Ohnishi, S.-I. Ca 2+-induced lateral phase separations in phosphatidic acid-phosphatidylcholine membranes. Biochimica 

et Biophysica Acta (BBA)-Biomembranes 352, 29–37 (1974).
12.	 Papahadjopoulos, D., Vail, W., Jacobson, K. & Poste, G. Cochleate lipid cylinders: formation by fusion of unilamellar lipid vesicles. 

Biochimica et Biophysica Acta (BBA)-Biomembranes 394, 483–491 (1975).
13.	 Dluhy, R., Cameron, D. G., Mantsch, H. H. & Mendelsohn, R. Fourier transform infrared spectroscopic studies of the effect of 

calcium ions on phosphatidylserine. Biochemistry 22, 6318–6325 (1983).
14.	 Naga, K., Rich, N. & Keough, K. Interaction between dipalmitoylphosphatidylglycerol and phosphatidylcholine and calcium. Thin 

Solid Films 244, 841–844 (1994).
15.	 Garidel, P. & Blume, A. Interaction of alkaline earth cations with the negatively charged phospholipid 1, 2-dimyristoyl-sn-glycero-

3-phosphoglycerol: a differential scanning and isothermal titration calorimetric study. Langmuir 15, 5526–5534 (1999).



www.nature.com/scientificreports/

1 1Scientific Reports | 6:38035 | DOI: 10.1038/srep38035

16.	 Garidel, P. & Blume, A. 1, 2-Dimyristoyl-sn-glycero-3-phosphoglycerol (DMPG) monolayers: influence of temperature, pH, ionic 
strength and binding of alkaline earth cations. Chemistry and physics of lipids 138, 50–59 (2005).

17.	 Binder, H. & Zschörnig, O. The effect of metal cations on the phase behavior and hydration characteristics of phospholipid 
membranes. Chemistry and physics of lipids 115, 39–61 (2002).

18.	 Pedersen, U. R., Leidy, C., Westh, P. & Peters, G. H. The effect of calcium on the properties of charged phospholipid bilayers. 
Biochimica Et Biophysica Acta-Biomembranes 1758, 573–582, doi: 10.1016/j.bbamem.2006.03.035 (2006).

19.	 Sinn, C. G., Antonietti, M. & Dimova, R. Binding of calcium to phosphatidylcholine-phosphatidylserine membranes. Colloids and 
Surfaces a-Physicochemical and Engineering Aspects 282, 410–419, doi: 10.1016/j.colsurfa.2005.10.014 (2006).

20.	 Boettcher, J. M. et al. Atomic view of calcium-induced clustering of phosphatidylserine in mixed lipid bilayers. Biochemistry 50, 
2264–2273 (2011).

21.	 Garidel, P., Blume, A. & Hübner, W. A Fourier transform infrared spectroscopic study of the interaction of alkaline earth cations 
with the negatively charged phospholipid 1, 2-dimyristoyl-sn-glycero-3-phosphoglycerol. Biochimica et Biophysica Acta (BBA)-
Biomembranes 1466, 245–259 (2000).

22.	 Akutsu, H. & Seelig, J. Interaction of metal ions with phosphatidylcholine bilayer membranes. Biochemistry 20, 7366–7373 (1981).
23.	 Mirza, M., Guo, Y., Arnold, K., van Oss, C. J. & Ohki, S. Hydrophobizing effect of cations on acidic phospholipid membranes. 

Journal of Dispersion Science and Technology 19, 951–962, doi: 10.1080/01932699808913225 (1998).
24.	 Ohki, S. & Zschornig, O. Ion-Induced Fusion of Phosphatidic-Acid Vesicles and Correlation between Surface Hydrophobicity and 

Membrane-Fusion. Chemistry and Physics of Lipids 65, 193–204, doi: 10.1016/0009-3084(93)90017-W (1993).
25.	 Porasso, R. D. & Cascales, J. J. L. Study of the effect of Na+ and Ca2+ ion concentration on the structure of an asymmetric DPPC/

DPPC plus DPPS lipid bilayer by molecular dynamics simulation. Colloids and Surfaces B-Biointerfaces 73, 42–50, doi: 10.1016/j.
colsurfb.2009.04.028 (2009).

26.	 Tsai, H. H. G. et al. Molecular dynamics simulation of cation-phospholipid clustering in phospholipid bilayers: Possible role in stalk 
formation during membrane fusion. Biochim. Biophys. Acta-Biomembr. 1818, 2742–2755 (2012).

27.	 Roux, M. & Bloom, M. Ca2+, Mg2+, Li+, Na+, and K+ distributions in the headgroup region of binary membranes of 
phosphatidylcholine and phosphatidylserine as seen by deuterium NMR. Biochemistry 29, 7077–7089 (1990).

28.	 Huster, D., Arnold, K. & Gawrisch, K. Strength of Ca(2+) binding to retinal lipid membranes: consequences for lipid organization. 
Biophys J 78, 3011–3018, doi: 10.1016/S0006-3495(00)76839-1 (2000).

29.	 Herbette, L., Napolitano, C. & McDaniel, R. Direct determination of the calcium profile structure for dipalmitoyllecithin multilayers 
using neutron diffraction. Biophysical journal 46, 677 (1984).

30.	 Uhrikova, D., Kucerka, N., Teixeira, J., Gordeliy, V. & Balgavy, P. Structural changes in dipalmitoylphosphatidylcholine bilayer 
promoted by Ca(2+) ions: a small-angle neutron scattering study. Chemistry and Physics of Lipids 155, 80–89, doi: 10.1016/j.
chemphyslip.2008.07.010 (2008).

31.	 Martín-Molina, A., Rodríguez-Beas, C. & Faraudo, J. Effect of Calcium and Magnesium on Phosphatidylserine Membranes: 
Experiments and All-Atomic Simulations. Biophysical Journal 102, 2095–2103 (2012).

32.	 Rodríguez, Y., Mezei, M. & Osman, R. Association free energy of dipalmitoylphosphatidylserines in a mixed 
dipalmitoylphosphatidylcholine membrane. Biophysical journal 92, 3071–3080 (2007).

33.	 Bockmann, R. A. & Grubmuller, H. Multistep binding of divalent cations to phospholipid bilayers: a molecular dynamics study. 
Angew Chem Int Ed Engl 43, 1021–1024, doi: 10.1002/anie.200352784 (2004).

34.	 Jurkiewicz, P., Cwiklik, L., Vojtíšková, A., Jungwirth, P. & Hof, M. Structure, dynamics, and hydration of POPC/POPS bilayers 
suspended in NaCl, KCl, and CsCl solutions. Biochimica et Biophysica Acta (BBA)-Biomembranes 1818, 609–616 (2012).

35.	 Kohagen, M., Mason, P. E. & Jungwirth, P. Accurate description of calcium solvation in concentrated aqueous solutions. The Journal 
of Physical Chemistry B 118, 7902–7909 (2014).

36.	 Wilschut, J., Duzgunes, N. & Papahadjopoulos, D. Calcium-Magnesium Specificity in Membrane-Fusion - Kinetics of Aggregation 
and Fusion of Phosphatidylserine Vesicles and the Role of Bilayer Curvature. Biochemistry 20, 3126–3133, doi: 10.1021/bi00514a022 
(1981).

37.	 Nir, S., Bentz, J., Wilschut, J. & Duzgunes, N. Aggregation and Fusion of Phospholipid-Vesicles. Progress in Surface Science 13, 
1–124, doi: 10.1016/0079-6816(83)90010-2 (1983).

38.	 Kubíčková, A. et al. Overcharging in biological systems: reversal of electrophoretic mobility of aqueous polyaspartate by multivalent 
cations. Physical review letters 108, 186101 (2012).

39.	 Quesada-Perez, M., Gonzalez-Tovar, E., Martin-Molina, A., Lozada-Cassou, M. & Hidalgo-Alvarez, R. Overcharging in colloids: 
Beyond the Poisson-Boltzmann approach. Chemphyschem 4, 234–248, doi: 10.1002/cphc.200390040 (2003).

40.	 Jurkiewicz, P., Olzynska, A., Langner, M. & Hof, M. Headgroup hydration and mobility of DOTAP/DOPC bilayers: A fluorescence 
solvent relaxation study. Langmuir 22, 8741–8749, doi: 10.1021/la061597k (2006).

41.	 Barucha-Kraszewska, J., Kraszewski, S., Jurkiewicz, P., Ramseyer, C. & Hof, M. Numerical studies of the membrane fluorescent dyes 
dynamics in ground and excited states. Biochimica Et Biophysica Acta-Biomembranes 1798, 1724–1734, doi: 10.1016/j.
bbamem.2010.05.020 (2010).

42.	 Olzynska, A. et al. Molecular interpretation of fluorescence solvent relaxation of Patman and H-2 NMR experiments in 
phosphatidylcholine bilayers. Chemistry and Physics of Lipids 147, 69–77, doi: 10.1016/j.chemphyslip.2007.03.004 (2007).

43.	 Gurtovenko, A. A. & Vattulainen, I. Effect of NaCl and KCl on phosphatidylcholine and phosphatidylethanolamine lipid 
membranes: Insight from atomic-scale simulations for understanding salt-induced effects in the plasma membrane. Journal of 
Physical Chemistry B 112, 1953–1962, doi: 10.1021/Jp0750708 (2008).

44.	 Beranova, L. et al. Effect of heavy water on phospholipid membranes: experimental confirmation of molecular dynamics 
simulations. Physical Chemistry Chemical Physics 14, 14516–14522, doi: 10.1039/c2cp41275f (2012).

45.	 Vacha, R. et al. Effects of Alkali Cations and Halide Anions on the DOPC Lipid Membrane. Journal of Physical Chemistry A 113, 
7235–7243, doi: 10.1021/jp809974e (2009).

46.	 Pokorna, S., Jurkiewicz, P., Cwiklik, L., Vazdar, M. & Hof, M. Interactions of monovalent salts with cationic lipid bilayers. Faraday 
Discussions 160, 341–358, doi: 10.1039/c2fd20098h (2013).

47.	 Liljeblad, J. F. D., Bulone, V., Rutland, M. W. & Johnson, C. M. Supported Phospholipid Monolayers. The Molecular Structure 
Investigated by Vibrational Sum Frequency Spectroscopy. The Journal of Physical Chemistry C 115, 10617–10629, doi: 10.1021/
jp111587e (2011).

48.	 Casal, H. L., Mantsch, H. H. & Hauser, H. Infrared studies of fully hydrated saturated phosphatidylserine bilayers. Effect of lithium 
and calcium. Biochemistry 26, 4408–4416, doi: 10.1021/bi00388a033 (1987).

49.	 Martin-Molina, A., Rodriguez-Beas, C. & Faraudo, J. Effect of Calcium and Magnesium on Phosphatidylserine Membranes: 
Experiments and All-Atomic Simulations. Biophysical Journal 102, 2095–2103, doi: 10.1016/j.bpj.2012.03.009 (2012).

50.	 Macdonald, P. M. & Seelig, J. Calcium binding to mixed phosphatidylglycerol-phosphatidylcholine bilayers as studied by deuterium 
nuclear magnetic resonance. Biochemistry 26, 1231–1240 (1987).

51.	 Catte, A. et al. NMRLipids project, Molecular electrometer and binding of cations to phospholipid bilayers, http://nmrlipids.
blogspot.fi/ (accessed Oct 21, 2016).

52.	 Jurkiewicz, P., Cwiklik, L., Jungwirth, P. & Hof, M. Lipid hydration and mobility: An interplay between fluorescence solvent 
relaxation experiments and molecular dynamics simulations. Biochimie 94, 26–32, doi: 10.1016/j.biochi.2011.06.027 (2012).

http://nmrlipids.blogspot.fi/
http://nmrlipids.blogspot.fi/


www.nature.com/scientificreports/

1 2Scientific Reports | 6:38035 | DOI: 10.1038/srep38035

53.	 Neher, E. Usefulness and limitations of linear approximations to the understanding of Ca++ signals. Cell calcium 24, 345–357 
(1998).

54.	 Horng, M. L., Gardecki, J. A., Papazyan, A. & Maroncelli, M. Subpicosecond Measurements of Polar Solvation Dynamics: Coumarin 
153 Revisited. Journal of Physical Chemistry 99, 17311–17337 (1995).

55.	 Jurkiewicz, P., Sýkora, J., Ol żyńska, A., Humpolíčková, J. & Hof, M. Solvent Relaxation in Phospholipid Bilayers: Principles and 
Recent Applications. Journal of Fluorescence 15, 883–894, doi: 10.1007/s10895-005-0013-4 (2005).

56.	 Pokorna, S., Olżyńska, A., Jurkiewicz, P. & Hof, M. In Fluorescent Methods to Study Biological Membranes Vol. 13 Springer Series on 
Fluorescence (eds Yves, Mély & Guy, Duportail) Ch. 46, 141–159 (Springer Berlin Heidelberg, 2013).

57.	 Fee, R. S. & Maroncelli, M. Estimating the time-zero spectrum in time-resolved emmsion measurements of solvation dynamics. 
Chemical Physics 183, 235–247 (1994).

58.	 Shen, Y. R. Surface properties probed by second-harmonic and sum-frequency generation. Nature 337, 519–525 (1989).
59.	 Berger, O., Edholm, O. & Jahnig, F. Molecular dynamics simulations of a fluid bilayer of dipalmitoylphosphatidylcholine at full 

hydration, constant pressure, and constant temperature. Biophysical Journal 72, 2002–2013 (1997).
60.	 Chen, F. & Smith, P. E. Simulated surface tensions of common water models. J. Chem. Phys. 126, doi: Artn 22110110.1063/1.2745718 

(2007).
61.	 Leontyev, I. & Stuchebrukhov, A. Electronic continuum model for molecular dynamics simulations of biological molecules. Journal 

of chemical theory and computation 6, 1498–1508 (2010).
62.	 Leontyev, I. & Stuchebrukhov, A. Accounting for electronic polarization in non-polarizable force fields. Physical Chemistry Chemical 

Physics 13, 2613–2626 (2011).

Acknowledgements
P.Jur. and M.H. acknowledge the Czech Science Foundation (P208/12/G016). P.Jun. acknowledges grant 16–
01074 S from the Czech Science Foundation and the support of the Academy of Finland (Finland Distinguished 
Professor FiDiPro program). M.H and P.Jur. thank Czech Academy of Sciences for the Praemium Academiae 
award. P.S.C. acknowledges support from the National Science Foundation (CHE-1413307).

Author Contributions
A.M., S.Po. and S.Pu. performed experiments and data analysis. A.M., L.C. performed MD simulations and data 
analysis. M.K. prepared and benchmarked the force field. P.Jur. supervised fluorescence and DLS experiments 
and wrote the manuscript. L.C. supervised the MD simulations and wrote the manuscript. M.H., P.Jun. and 
P.C. supervised the project and wrote the manuscript. All authors discussed the results and contributed to the 
manuscript.

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Melcrova, A. et al. The complex nature of calcium cation interactions with 
phospholipid bilayers. Sci. Rep. 6, 38035; doi: 10.1038/srep38035 (2016).
Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016

http://www.nature.com/srep
http://creativecommons.org/licenses/by/4.0/

	The complex nature of calcium cation interactions with phospholipid bilayers

	Results

	Dynamic light scattering (DLS) and zeta potential measurements. 
	Time-dependent fluorescence shift (TDFS) in PC and PC/PS bilayers. 
	Sum frequency generation spectroscopy of Langmuir Monolayers. 
	Molecular Dynamics (MD) simulations of lipid bilayers. 
	Lipid bilayers strongly adsorb calcium ions. 
	Calcium adsorption compresses lipid bilayers. 
	Calcium penetrates deep affecting atomic structure of lipid bilayers. 
	Calcium-binding sites in lipid bilayers. 


	Discussion

	Conclusions

	Experimental

	Materials. 
	Liposome preparation. 
	DLS and zeta potential. 
	TDFS method. 
	VSFS spectroscopy. 
	MD simulations. 

	Acknowledgements
	Author Contributions
	﻿Figure 1﻿﻿.﻿﻿ ﻿ Liposome size distribution and zeta potential.
	﻿Figure 2﻿﻿.﻿﻿ ﻿ Laurdan and Dtmac Time Dependent Fluorescence Shift (TDFS).
	﻿Figure 3﻿﻿.﻿﻿ ﻿ VSFS spectra of DLPS monolayers at the air/water interface at pH 7.
	﻿Figure 4﻿﻿.﻿﻿ ﻿ Simulated area per lipid and bilayer thickness.
	﻿Figure 5﻿﻿.﻿﻿ ﻿ Density profiles calculated along the bilayer normal for nitrogen, phosphorous, and sn-2 carbonyl oxygen atoms of POPC and POPS, calcium and chloride ions, water, and carboxylate groups of POPS.
	﻿Figure 6﻿﻿.﻿﻿ ﻿ Normalized distributions of ΦP–N headgroup angles of POPC (A,B) and POPS (C) in pure POPC (A) and POPC/POPS (B,C) bilayers for different nominal CaCl2 concentrations.
	﻿Figure 7﻿﻿.﻿﻿ ﻿ Scheme of calcium ions binding to POPC (A,B) and POPC/POPS (C,D) bilayers at low (A,C) and high (B,D) CaCl2 concentrations (accordingly, 0 and 180 mM in the water phase, corresponding to nominal 100 mM and 700 mM in the whole system).
	﻿Table 1﻿﻿. ﻿  Adsorption of Ca2+ (extent and coordination numbers) and lipid hydration.



 
    
       
          application/pdf
          
             
                The complex nature of calcium cation interactions with phospholipid bilayers
            
         
          
             
                srep ,  (2016). doi:10.1038/srep38035
            
         
          
             
                Adéla Melcrová
                Sarka Pokorna
                Saranya Pullanchery
                Miriam Kohagen
                Piotr Jurkiewicz
                Martin Hof
                Pavel Jungwirth
                Paul S. Cremer
                Lukasz Cwiklik
            
         
          doi:10.1038/srep38035
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 The Author(s)
          10.1038/srep38035
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep38035
            
         
      
       
          
          
          
             
                doi:10.1038/srep38035
            
         
          
             
                srep ,  (2016). doi:10.1038/srep38035
            
         
          
          
      
       
       
          True
      
   




