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Abstract: The Human Papillomavirus (HPV) is associated with several human cancers, including
head and neck squamous cell carcinomas (HNSCCs). HPV expresses the viral oncogene E7 that
binds to the retinoblastoma protein (RB1) in order to activate the E2F pathway. RB1 can mediate
contradictory pathways—cell growth and cell death via E2F family members. Here, we assessed
the extent to which E2F1 mediates lethality of HPV oncogenes. Ubiquitous expression of the
HPV oncogenes E6 and E7 caused lethality in mice that was associated with focal necrosis in
hepatocytes and pancreatic tissues. Furthermore, all organs expressing HPV oncogenes displayed
up-regulation of several E2F1 target genes. The E2F1 pathway mediated lethality in HPV-positive
mice because deletion of E2F1 increased survival of mice ubiquitously expressing HPV oncogenes.
E2F1 similarly functioned as a tumor suppressor in HPV-positive oral tumors as tumors grew faster
with homozygous loss of E2F1 compared to tumors with heterozygous loss of E2F1. Re-expression
of E2F1 caused decreased clonogenicity in HPV-positive cancer cells. Our results indicate that HPV
oncogenes activated the E2F1 pathway to cause lethality in normal mice and to suppress oral tumor
growth. These results suggest that selective modulation of the E2F1 pathway, which is activated in
HPV tumors, may facilitate tumor regression.

Keywords: human papillomavirus 16; E2F1 transcription factor; genes; tumor suppressor; mice;
transgenic; lethal

1. Introduction

The Human Papillomavirus is associated with many epithelial cancers, including those afflicting
the oropharynx and anogenital regions [1–3]. HPV enters the skin through microabrasions in order
to infect stem cells in the basal epithelial layer [4]. The viral oncogenes of HPV, namely E7, promote
DNA synthesis in the maturing epithelial layer in order to facilitate viral replication [4,5]. To facilitate
proliferation in differentiated cells, E6 and E7 target canonical tumor suppressor pathways including
the proteins TP53 and the retinoblastoma protein (RB1), respectively. The loss of RB1 and other
pocket protein family members, including RBL1 (p107) and RBL2 (p130), enable cells to progress
through the cell cycle and to initiate DNA synthesis. Typically, abnormal activation of the cell cycle
also initiates cell death pathways that safeguard against malignant transformation. E6, by targeting
p53 and other anti-apoptotic pathways, inhibits these cell death pathways, thereby predisposing
abnormally-proliferating cells to malignant transformation. Consequently, the genes used to promote
viral replication inadvertently predispose a fraction of HPV-infected individuals to develop dysplastic
and, subsequently, malignant epithelial lesions. However, virally-infected cells also express the
HPV gene E2 that regulates E6 and E7 expression and viral replication in order to promote viral
maturation [6]. The malignant transition of HPV-infected cells to cancer coincides with the integration
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of the HPV viral genome that disrupts E2 expression resulting in E6 and E7 overexpression and the
activation and/or inhibition of downstream oncogenic and tumor suppressor pathways, respectively.

Paradoxically, the RB-E2F1 pathway has been implicated both in control on proliferation and cell
death. Heterozygous loss of RB1 makes mice prone to develop thyroid and pituitary tumors [7–9].
By contrast, homozygous loss of RB1 results in embryonic lethality due to abnormal proliferation,
apoptosis, and cellular differentiation [9–11]. Embryonic lethality is associated with abnormal erythroid
and neuronal differentiation [11]. This dichotomous effect of RB1 loss is mediated, in part, by E2F
family members that regulate the transcription of genes involved in the cell proliferation and cell
death [12]. In particular, E2F1 promotes both cellular proliferation, as well as p53-dependent and
p53-independent cell death [13–17]. E2F1 promotes cellular proliferation pathways as loss of E2F1
inhibits tumor development in tumor prone mice heterozygous for RB1 [18]. By contrast, E2F1 also
promotes cell death pathways as loss of E2F1 diminishes apoptosis and delays embryonic lethality in
mice with homozygous RB1 loss [19]. Therefore, RB1 mediates paradoxical cell proliferation and cell
death signals, in part, via E2F1.

Previous reports have not described the lethality of HPV oncogenes in transgenic mice consistent
with the innocuous HPV infections in humans. The majority of these HPV transgenic mouse models
used constitutively active tissue-specific promoters including cytokeratin 14 and cytokeratin 10 that
limited E6 and/or E7 expression to the skin which may better tolerate oncogene expression [20–22].
However, few, if any, reports have addressed the extent to which the expression of HPV E6 and E7
oncogenes in other tissues negatively impacts cell survival. Given that RB1 loss caused embryonic
lethality, we hypothesized that HPV oncogenes may also cause lethality and inhibit tumor growth via
an E7-RB1-E2F pathway [23].

Here, we used a tamoxifen (TAM)-inducible HPV transgenic mouse model [24] to ubiquitously
express the HPV oncogenes E6 and E7 in developing embryos and in adult mice. TAM treatment
induced HPV oncogene expression in several tissues and caused lethality in adult mice within 60
days. Tissues from mice ubiquitously expressing E6 and E7 demonstrated necrosis and increased
transcription of E2F1 target genes. Genetic ablation of E2F1 rescued HPV-induced lethality in adult
mice. Furthermore, loss of E2F1 increased HPV-positive oral tumor growth that was associated with
increased tumor cell proliferation. Together, our results indicated that the E2F1 pathway, which is
controlled by the HPV E7 oncogene, inhibits cell proliferation causing lethality in HPV-positive mice
and suppressing HPV-positive oral tumor growth.

2. Results and Discussion

2.1. Results

2.1.1. Tissue Specific HPV Oncogene Expression Causes Embryonic Lethality

Homozygous loss of RB1 causes embryonic lethality [9–11]. Since the HPV oncogene E7
targets the RB1, we tested if ubiquitous expression of HPV oncogenes also results in embryonic
lethality. We used a recently generated transgenic mouse, iHPV mice, that contains a Cre-regulated
LoxP-Stop-LoxP-iE6E7-IRES-Luciferase (LSL-E6E7) transgene [24]. Activation of Cre recombinase
excises the inhibitory LSL sequence in order to express E6 and E7 under a ubiquitous CMV
enhancer/chicken β-actin promoter/rabbit b-globin slice acceptor (CAG) synthetic promoter. To test
the extent to which HPV oncogenes cause embryonic lethality, we bred female iHPV mice homozygous
for the LSL-E6E7 transgene to male mice heterozygous for a CMV-Cre transgene that ubiquitously
expresses Cre in all tissues. While all offspring contained the iE6E7 transgene, only four of 42 mice
(9.5%) contained the CMV-Cre transgene. By contrast, breeding CMV-Cre mice to control FVB mice
resulted in 55 of 100 mice having the CMV-Cre transgene (55.0%; p < 0.001; Table 1), consistent with the
expected frequency of the heterozygous allele. Since the presence of both CMV-Cre ˆ iHPV transgenes
lead to ubiquitous E6 and E7 oncogene expression and resulted in fewer offspring than predicted,
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our data suggested that HPV oncogene expression resulted in embryonic lethality when expressed in
all organs.

Table 1. Tissue-specific expression of HPV oncogenes causes embryonic lethality.

Parents Total Mice Number
of Litters

Age of
Analysis (Days) iHPV Cre p Value Cre

CMV-Cre ˆ iHPV 1 42 8 12.6 ˘ 3.7 42 (100.0%) 4 (9.5%) <0.0001
CMV-Cre ˆ FVB 100 10 14.0 ˘ 1.7 0 (0.0%) 55 (55.0%)

Nestin-Cre ˆ iHPV 2 42 8 12.6 ˘ 1.7 42 (100.0%) 0 (0.0%) <0.0001
Nestin-Cre ˆ FVB 28 3 14.5 ˘ 2.2 0 (0.0%) 18 (64.3%)

Albumin-Cre ˆ iHPV 3 55 6 13.3 ˘ 1.3 55 (100.0%) 26 (47.3%) N.D.
GFAP-Cre ˆ iHPV 3 34 4 9.3 ˘ 1.3 34 (100.0%) 18 (52.9%) N.D.
K14-Cre ˆ iHPV 4 49 5 11.4 ˘ 3.7 49 (100.0%) 49 (100.0%) N.D.

PDX1-Cre ˆ iHPV 3 34 6 13.0 ˘ 2.5 34 (100.0%) 19 (55.9%) N.D.
1 CMV-Cre transgenic mice and iHPV mice were hemizygous and homozygous for the respective transgene
and, therefore, 50% of offspring should contain Cre recombinase and 100% of offspring should contain
iHPV oncogene; 2 Nestin-Cre transgenic mice were hemizygous the Cre transgene and, therefore, 50% of
offspring should contain Cre recombinase and 100% of offspring should contain iHPV oncogene; 3 Albumin-Cre,
GFAP-Cre and PDX1-Cre transgenic mice were hemizygous for the respective transgene and, therefore, 50% of
offspring should contain Cre recombinase and 100% of offspring should contain iHPV oncogene; 4 K14-Cre
transgenic mice were homozygous the Cre transgene and, therefore, 100% of offspring should contain Cre
recombinase and 100% of offspring should contain iHPV oncogene.

Given that HPV infections are not associated overt skin toxicity [4,5], the embryonic lethality
of CMV-Cre ˆ iHPV mice suggested that different tissues may have distinct tolerances to HPV
oncogene expression. Therefore, we used transgenic mice expressing Cre recombinase under different
tissue-specific promoters to assess tolerance of different tissues to E6 and E7 oncogene expression.
To induce tissue specific expression of E6 and E7, we bred iHPV mice to: (1) Nestin-Cre mice to
express E6 and E7 predominantly in the central and peripheral nervous system; (2) Albumin-Cre
mice to express E6 and E7 predominantly in the liver; (3) GFAP-Cre mice to express E6 and E7
predominantly in astrocytes; (4) K14-Cre mice to express E6 and E7 predominantly in the skin; and
(5) PDX1-Cre mice to express E6 and E7 predominantly in the pancreas. Breeding Nestin-Cre mice to
iHPV mice resulted in no double-transgenic mice in 42 offspring tested while breeding Nestin-Cre
mice to control FVB mice to resulted in 18 of 28 offspring having Cre transgene (64.3%; p < 0.001;
Table 1). Therefore, HPV oncogene expression in Nestin` tissues caused embryonic lethality. By
contrast, breeding iHPV mice to Albumin-Cre mice, GFAP-Cre mice, K14-Cre mice, or PDX1-Cre mice
resulted in double-transgenic mice at expected Mendelian ratios. Therefore, different tissues have
distinct sensitivity to HPV oncogenes resulting embryonic lethality when expressed ubiquitously or in
Nestin` tissues.

2.1.2. Ubiquitous Expression of HPV Oncogenes Caused Tissue Necrosis and Lethality in Adult Mice

Since ubiquitous expression of HPV caused embryonic lethality, we assessed the extent to which
expression of HPV oncogenes caused death in adult mice. To overcome embryonic lethality with
constitutive HPV oncogene expression, we bred iHPV mice to Rosa-CreERtam mice (RosaHPV) that
expressed a TAM-regulated Cre recombinase driven by a ubiquitous Rosa promoter. Tamoxifen
treatment of RosaHPV mice caused recombination of the LSL-E6E7 transgenes in the skin, spleen, liver,
brain and pancreas (Figure 1A). Recombination of the LSL-E6E7 recombination was associated with the
induced expression of the E6E7 transgene as well as an internal ribosomal entry site-linked luciferase
transgene (Figure 1B). Within 60 days after TAM treatment, only 33.3% of RosaHPV mice survived
(five of 15 mice) while no deaths were observed in vehicle treated Rosa-HPV mice or TAM-treated
K14-CreERtam-iHPV mice in which HPV oncogenes were induced in the skin (p < 0.0001; Figure 1C).
Of note, five of 20 TAM-treated RosaHPV mice experienced paralysis in their hind limbs that was
associated with significant weight loss (Figure 1D,E). TAM-treated Rosa-HPV mice demonstrated
necrosis in the pancreas and liver (Figure 1F). However, no obvious malignant lesions were observed
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on necropsy. Therefore, ubiquitous expression of HPV oncogenes caused lethality in adult mice
associated with tissue necrosis but not overt tumor development.
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Figure 1. Ubiquitous induction of HPV oncogenes caused lethality in adult mice. (A) TAM-induced 
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PCR identification of LSL-E6E7 transgene recombination (upper panel) or the control Cre transgene; 

(B) TAM-induced expression of E6E7 and luciferase transgenes in RosaHPV mice treated with TAM 

or vehicle for 5d. qRT-PCR for E6E7 and luciferase transgenes in RosaHPV mice treated with or 

without TAM. Data represent from organs isolated from five individual mice per group. Error bars 

represent standard deviation (st. dev.) P values determined by Student’s t-test; (C) TAM treatment 

caused lethality in RosaHPV mice but not in control mice. RosaHPV mice or KH mice were treated 

with TAM or vehicle. Mice were monitored for survival and depicted in a Kaplan-Meier survival plot. 

P value determined by Log-rank test; (D) TAM treatment caused death associated with or without 

paralysis. Of 17 RosaHPV mice that died, five displayed evidence of paralysis while 12 had normal 

limb movement. Paralysis was scored as positive if mice had impaired gait or loss of lower limb 

function. P value determined by Likelihood Ratio; (E) paralyzed RosaHPV mice that died had 

significant weight loss. Weights of RosaHPV mice treated with vehicle or TAM were measured at the 

start of the experiment and twice weekly. Change in body weight was calculated using body weight 

at the time of death or end of the experiment compared to body weight at the start of the experiment. 

Data displayed in quantile box-and-whisker plots where upper and lower whiskers represent the first 

and fourth quartiles, respectively, and the upper and lower boxes represent the second and third 

quartiles, respectively. p value determined by t-test with appropriate Bonferroni corrections; and (F) 
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Figure 1. Ubiquitous induction of HPV oncogenes caused lethality in adult mice. (A) TAM-induced
recombination of the iHPV transgene in the skin, spleen, liver, brain and pancreas of RosaHPV mice.
PCR identification of LSL-E6E7 transgene recombination (upper panel) or the control Cre transgene;
(B) TAM-induced expression of E6E7 and luciferase transgenes in RosaHPV mice treated with TAM or
vehicle for 5d. qRT-PCR for E6E7 and luciferase transgenes in RosaHPV mice treated with or without
TAM. Data represent from organs isolated from five individual mice per group. Error bars represent
standard deviation (st. dev.) p values determined by Student’s t-test; (C) TAM treatment caused
lethality in RosaHPV mice but not in control mice. RosaHPV mice or KH mice were treated with TAM
or vehicle. Mice were monitored for survival and depicted in a Kaplan-Meier survival plot. p value
determined by Log-rank test; (D) TAM treatment caused death associated with or without paralysis. Of
17 RosaHPV mice that died, five displayed evidence of paralysis while 12 had normal limb movement.
Paralysis was scored as positive if mice had impaired gait or loss of lower limb function. p value
determined by Likelihood Ratio; (E) paralyzed RosaHPV mice that died had significant weight loss.
Weights of RosaHPV mice treated with vehicle or TAM were measured at the start of the experiment
and twice weekly. Change in body weight was calculated using body weight at the time of death or
end of the experiment compared to body weight at the start of the experiment. Data displayed in
quantile box-and-whisker plots where upper and lower whiskers represent the first and fourth quartiles,
respectively, and the upper and lower boxes represent the second and third quartiles, respectively.
p value determined by t-test with appropriate Bonferroni corrections; and (F) liver and pancreas
demonstrated necrosis. Histology of indicated organs Rosa-HPV mice treated with TAM. Upper panels
scale bar = 500 µM; Lower panels scale bar = 100 µM. Box in lower magnification field area depicted in
the higher magnification field. * denotes p < 0.01.
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Since Rosa-HPV mice induced expression of the HPV oncogenes E6 and E7, as well as a luciferase
reporter, we excluded the possibility that these induced proteins served as neoantigens stimulating
lethal autoimmune responses. We bred Rosa-HPV mice to Rag1´{´ mice in order to generate T
cell- and B cell-deficient mice (RosaHPV-Rag1´{´). In addition, we bred Rosa-HPV mice to a 2C
TCR transgenic mice [25] where greater than 90% of T cells are specific against an α-Ketoglutarate
dehydrogenase self-antigen (RosaHPV-2C) resulting in a functionally immunodeficient state [26].
TAM treatment caused similar decreases in survival for RosaHPV-Rag1`{`, RosaHPV-Rag1`{´ and
RosaHPV-Rag1´{´ mice (Figure 2A). Similarly, TAM treatment caused similar decreases in survival
for RosaHPV and RosaHPV-2C mice (Figure 2B). Therefore, the decreased survival caused by HPV
oncogene expression was not explained by immune responses generated against induced antigens.
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Figure 2. TAM treatment of RosaHPV mice did not cause lethality due to immune responses against
induced HPV oncogenes. (A) TAM treatment caused lethality in immunodeficient Rosa-HPV-Rag1´{´

mice. RosaHPV mice also containing the Rag1´{´, Rag1`{´ or Rag1`{` genotypes were treated with
TAM. In addition, control RosaHPV-Rag1`{` mice were treated with vehicle (-TAM); (B) TAM caused
lethality in immunosuppressed RosaHPV mice also transgenic for the 2C T cell receptor. RosaHPV mice
containing the 2C TCR transgene contain >95% of T cells specific for the 2C T cell receptor making mice
immunosuppressed and unable to reject immunogenic tissues. p value determined by log-rank test.

2.1.3. HPV Oncogenes Induce Expression of E2F1 Target Genes in the Skin, Spleen, Liver and Brain

Previous groups demonstrated that loss of RB1 resulted in embryonic lethality that was partially
mediated by E2F1 [19]. HPV oncogenes may also cause embryonic lethality by targeting RB1 to induce
E2F1 activity. Therefore, we assessed the extent to which HPV oncogene expression induced E2F target
genes in several normal tissues. Using the skin, spleen, liver, and brain isolated from RosaHPV mice
treated with TAM or vehicle, we assayed the expression E2F1 target genes cyclin E1 and E2 (CCNE1
and CCNE2), minichromosome maintenance complex component 2, 5, and 6 (MCM2, MCM5, and
MCM6), ribonucleotide reductase M1 (RRM1) and ttk protein kinase (TTK). TAM treatment caused
induction of E2F1 target genes in the skin, spleen, liver, and brain (Figure 3). Notably, RRM1 was
induced predominantly in the skin while TTK was induced predominantly expressed in the spleen,
liver, and brain. Overall, these data indicated that HPV oncogene expression up-regulated E2F1 target
genes consistent with the activation of the E2F pathway.

2.1.4. Deletion of E2F1 Rescues HPV Oncogene Lethality in Adult Mice

Loss of E2F1 has been previously shown to extend the survival of RB1 deficient embryos from
embryonic day 13 to embryonic day 17.5 [19]. Given that HPV oncogenes induced expression of
E2F1 target genes, we assessed how E2F1 loss impacted the survival of RosaHPV mice after TAM
treatment. Compared to RosaHPV mice with intact or heterozygous loss of E2F1, homozygous loss
of E2F1 increased the median survival of RosaHPV mice after TAM treatment (Figure 4A). (Median
survival: RosaHPV-E2F1´{´: not reached; RosaHPV-E2F1`{´: 49 days; RosaHPV-E2F1`{`: 30 days;
p < 0.0001.) Furthermore, fewer RosaHPV-E2F1´{´ mice displayed gait abnormalities or paralysis
compared to RosaHPV-E2F1`{´ mice or RosaHPV-E2F1`{` mice (p < 0.0001; Figure 4B). To determine

2376



Cancers 2015, 7, 2372–2385

if E2F1 dependent lethality was determined by tissue-specific differences in E2F1 gene expression,
we assessed E2F1 gene expression in the skin, spleen, liver, and brain in RosaHPV mice treated with
vehicle or TAM. We observed induction of E2F1 gene expression after TAM treatment in the skin,
spleen and brain suggesting that tissue-specific lethality of HPV oncogene expression is unlikely to
be due to differences in E2F1 gene induction. Therefore, E2F1 mediates lethality caused by HPV
oncogenes in adult mice.
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Figure 4. Loss of E2F1 rescued HPV oncogene lethality and paralysis in adult mice. (A) E2F1 loss
rescued HPV oncogene lethality in adult RosaHPV mice. RosaHPV-E2F1`{` (long dashed line),
RosaHPV-E2F1`{´ (short dashed line), and RosaHPV-E2F1´{´ (solid line) mice were treated with
TAM and monitored for survival; (B) Rosa-HPV-E2F1`{`, Rosa-HPV-E2F1`{´ and Rosa-HPV-E2F1´{´

mice were treated with TAM and monitored for paralysis. p value determined by Log-rank test; (C) E2F1
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(open bars) or TAM (filled bars) and, 5d later, E2F1 mRNA expression was detected by qRT-PCR.
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2.1.5. E2F1 Inhibits HPV-Positive Tumor Growth and Clonogenicity

Since HPV oncogenes caused lethality in adult mice that was dependent on E2F1, we hypothesized
that E2F1 may also inhibit the growth of HPV-positive tumors. Previously, we developed an HPV
oral tumor model, KHR mice, containing the K14-CreERtam transgene, the LSL-iE6E7 transgene and
a LSL-KrasG12D transgene [24]. TAM treatment activated CreERtam in epithelial cells to induce E6E7
oncogenes as well as the mutant KrasG12D oncogene resulting in oral tumor formation. KHR mice with
homozygous loss of E2F1 developed oral tumors that grew faster than KHR mice with heterozygous
loss of E2F1 (Tumor volume at d18: 453.7 mm3 for KHR-E2F1´{´ vs. 139.7 mm3 for KHR-E2F1`{´;
p = 0.0004; Figure 5A). Although KHR-E2F1´{´ mice had no E2F1 expression as assessed by qRT-PCR
(Figure 5B), E2F target genes were expressed at similar or even higher levels for CCNE1 compared
to KHR-E2F1`{` or KHR-E2F1`{´ mice with intact E2F1 (Figure 5C). Given that the expression of
other E2F family members were not affected by E2F1 deletion, our results suggest that E2F2, E2F3,
and other E2F transcription factors may compensated for E2F1 loss to maintain proliferation stimuli
in HPV-positive cells. While all tumors displayed invasive features, KHR-E2F1´{´ oral tumors had
increased proliferating cells as assessed by PCNA immunohistochemistry (Figure 5D,E). Since E2F1
inhibited human HPV-positive oral tumor growth, we assessed if increased E2F1 expression also
inhibited HPV-positive cancer cell growth. HPV-positive HeLa cells transfected with E2F1 or control
expression vectors demonstrated increased E2F1 expression but not E2F3 (Figure 6A). HeLa cells
expressing E2F1 had decreased clonogenicity compared to HeLa cells expressing the control vector
(Figure 6B). Thus, our data indicates that E2F1 is a target for HPV oncogenes that mediates conflicting
tumor suppressive pathways in HPV-positive oral tumors.

2.2. Discussion

Here, we show that HPV oncogenes activated the E2F1 pathway to cause normal tissue lethality
and to inhibit tumor growth. Ubiquitous expression of HPV oncogenes resulted in embryonic and
adult lethality likely by causing cell death as evidenced by necrosis in the pancreas and liver. The
lethality of HPV oncogenes was unlikely due to immune responses against the induced oncogenes
because immunodeficient HPV-positive mice still died. Furthermore, this lethality was unlikely
due to tumor development due to oncogene expression as we did not observe any evidence for
neoplastic transformation in solid tissues or in the blood. The lethality of HPV oncogenes were
most likely mediated through the E7-RB1-E2F1 pathway as abrogation of the downstream RB1 target,
E2F1, improved survival in adult mice. Analogous to the lethality caused by HPV oncogenes, HPV
oncogenes also activated tumor suppressive pathways in oral tumors as evidence by faster tumor
growth rates with E2F1 loss and by the inhibition of clonogenicity in cells overexpressing E2F1. Since
the suppression of tumorigenesis was apparent only with E2F1 loss, the cumulative effect of HPV
oncogene expression still resulted in accelerated oral tumor growth. Nevertheless, these observations
suggest HPV oncogenes can activate tumor suppressor pathways that may ultimately be manipulated
for therapeutic gain.

To show that E2F1 caused lethality and inhibited tumor growth in cells expressing HPV oncogenes,
we used mice transgenic for E6 and E7 as well as HPV-positive cancer cell lines. Transgenic promoters
may express HPV oncogenes at levels well above the expression of E6 and E7 by endogenous viral
promoters in HPV-infected cells. Consequently, we cannot exclude that our transgenic models induced
E2F1 activation at substantially higher levels that would be seen in normal tissues or tumorigenic
keratinocytes expression viral oncogenes at physiological levels. Furthermore, we also drew a
conclusion using the HPV-positive HeLa cancer cell line that has additional chromosomal abnormalities
and impaired cellular pathways that may not reflect the effects of biologically relevant HPV oncogene
expression on cell proliferation and lethality.
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oncogene E7 led to cell death and apoptosis in diploid fibroblasts via inhibition of RB1 control on 
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and E7. Since the loss of RB1 activates p53-dependent and p53-indepement cell death pathways [17], 

Figure 5. E2F1 suppressed HPV oral tumor growth. (A) HPV oral tumors grew faster with loss of
E2F1. KHR-E2F1`{`(n = 3), KHR-E2F1`{´ (n = 4) and KHR-E2F1´{´ (n = 5) mice were treated with
TAM to induce primary oral tumors and tumor growth was monitored every 3 d. Representative
of three independent experiments; (B) KHR-E2F1´{´ mice expressed low levels of E2F1 transcripts
but similar or higher levels of E2F2 and E2F3 transcripts. qRT-PCR analysis of E2F1, E2F2, and E2F3
was performed on RNA isolated from KHR-E2F1`{`, KHR-E2F1`{´, and KHR-E2F1´{´ oral tumors;
(C) loss of E2F1 caused similar or higher levels of E2F1 target genes. RNA isolated from KHR-E2F1`{`,
KHR-E2F1`{´ and KHR-E2F1´{´ oral tumors was assessed for expression of the indicated genes using
qRT-PCR. Average of three tumors performed in duplicate in Figure 5B,C; (D) loss of E2F1 increased
tumor cell proliferation. KHR-E2F1`{´ and KHR-E2F1´{´ oral tumors were assessed for PCNA by
immunohistochemistry; and (E) quantitation of PCNA in KHR tumors with intact or deficient E2F1.
Eight random fields from four individual KHR-E2F1`{´ and KHR-E2F1´{´ oral tumors were assessed
for PCNA nuclear staining as previously described [27]. * denotes p < 0.01. Error bars represent SD.
p values determined by Student’s t-test.

We observed that ubiquitous expression of HPV oncogenes leads to tissue necrosis and lethality in
adult mice. Previously, Eichten et al. and Jones et al. have shown that expression of the HPV oncogene
E7 led to cell death and apoptosis in diploid fibroblasts via inhibition of RB1 control on activation
of the E2F1 pathway, due to E7-RB1 binding [28,29]. Similarly, loss of the E7 target, RB1, resulted
in embryonic lethality [9–11]. While these previous experiments avoided E7 induced cell death via
expression of E6, we find that HPV lethality may occur even in mice expressing both E6 and E7. Since
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the loss of RB1 activates p53-dependent and p53-indepement cell death pathways [17], our findings
are consistent with the model that E7 controls E2F1 which mediates growth-suppressive signals via
p53-independent pathways in the setting of HPV E6 oncogene expression. Furthermore, distinct tissues
may have different tolerances to HPV oncogenes. To this end, we observed embryonic lethality when
that HPV oncogenes were expressed in Nestin-positive tissues, while mice expressing HPV oncogenes
regulated by other tissue specific promoters were viable. Since E2F1-target genes such as CCNE1 were
differentially expressed in the brain compared to other target tissues, it is interesting to speculate that
tissue-specific differences in E2F1 transcriptional targets may mediate tissue necrosis and may explain
the central nervous system dysfunction associated with HPV oncogene expression. Therefore, our
results indicate that HPV oncogenes, such as E7, caused organ toxicities that were likely associated
with distinct organ tolerances.
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Figure 6. E2F1 overexpression suppressed clonogenicity in HPV-positive cells. (A) Compared to
control transfected cells, HeLa cells transfected with E2F1 vector expressed elevated levels of E2F1
but similar levels of E2F3a. Total RNA was extracted from HeLa cells transfected with E2F1 or control
vectors and subjected to qRT-PCR for the indicated genes; and (B) overexpression of E2F1 causes loss
of clonogenicity in HPV-positive HeLa cells. HeLa cells were transfected with vectors expressing E2F1
or control enhanced green fluorescence protein and assessed for clonogenic survival. * denotes p < 0.01.
Error bars represent SD. p values determined by Student’s t-test.

Our results also find that HPV oncogenes caused lethality in adult mice and suppressed oral tumor
growth via the E2F1 pathway. Field et al. demonstrated that homozygous loss of E2F1 both stimulated
proliferation as well as decreased cell death leading to spontaneous tumor development [30]. Similarly,
we observed increased proliferation in HPV oral tumors with E2F1 loss. By contrast, overexpression of
E2F1 in mouse skin lead to hyperproliferation and apoptosis that required the loss of p53 for tumor
development [31]. Although transgenic expression of other E2F family members, including E2F3α,
also induced apoptosis in the skin [32], E2F1 is likely the central mediator of cell death, as apoptosis
induced by E2F3a required E2F1 [33]. Similarly, E2F1 expression caused apoptosis in the neural tissues
even though E2F1, E2F2, and E2F3 contributed to cell proliferation in the brain [34]. Although we only
observed necrosis in the liver and pancreas, we did not observe increased apoptosis which may be due
to low levels of apoptosis in specific organs that occurred over several weeks. Nevertheless, our data
support the observations that HPV oncogenes caused lethality in normal mice and suppressed tumor
growth via E2F1.

E2F1 may mediate contradictory signals to both promote and to inhibit tumor growth depending
on the level of RB1 inactivation and on distinct post-translational modifications. E2F1 may promote
tumor growth when the E2F1 pathway is partially active and E2F1 may suppress tumor growth
when the E2F1 pathway is overactive. Yamasaki et al. demonstrated that E2F1 promoted tumor
growth as mice with RB1 haploinsufficiency and, consequently, partial E2F pathway activation formed
fewer tumors with homozygous E2F1 deletion [18]. Similarly, HPV oncogenes may, in part, rely
on E2F1 to facilitate cell proliferation as we observed that hemizygous loss of E2F1 caused slower
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HPV tumor growth compared to tumors with intact E2F1. By contrast, complete loss of RB1 caused
increased activation of the E2F1 pathway resulting in embryonic lethality that was partially reversed
by E2F1 deletion [19]. Similarly, we observed that HPV oral tumors grew faster with complete loss of
E2F1 consistent with the growth inhibitory role of E2F1 in tissues with complete loss of RB1. As an
alternative explanation of the contradictory growth signals, Zheng et al. has proposed that distinct
post-translational patterns of arginine methylation in E2F1 governs the cell growth or cell death
signal [35]. While expression of different E2F1 arginine mutations did not further impact clonogenicity
of HPV cells in preliminary experiments, it is possible to post-translational changes govern the role of
E2F1 in HPV-positive tumors. Thus, multiple mechanisms may enable E2F1 both to promote and to
inhibit HPV tumor growth.

Consequently, E2F1 may serve as a potential therapeutic target for human head and neck cancers.
Targeting E2F1 may include altering arginine methylation patterns, inducing E2F1 expression or
targeting E2F1 specific cell death pathways. Since HPV-induced cancers depend on expression of E7
resulting in E2F1 activation [36], specific enhancement of apoptotic pathways mediated by E2F1 may
serve as effective approach against an essential pathway in HPV-positive cancers. In addition, given
the distinct sensitivity of different tissues to HPV oncogenes, further investigation into how tissue
specific pathways increase sensitivity to HPV oncogenes may identify other anti-neoplastic targets
dependent or independent of E2F1 activation. Furthermore, E2F1 may also mediate tumor suppressive
functions in other cancers, including breast cancer [37] and such anti-cancer therapies targeting E2F1
may also be useful in HPV-negative tumors that have homozygous deletion of RB1 or over-activation
of MYC that also mediates apoptosis via E2F1 [38]. Therefore, E2F1 may serve as a therapeutic target
for both HPV-positive and HPV-negative cancers.

3. Experimental Section

3.1. Animals

All mice were maintained under specific pathogen-free conditions and used according
to protocols approved by The University of Chicago (Chicago, IL, USA) Institutional Animal
Care and Use Committee and Institutional Biosafety Committee (Protocol ACUP 72136). iHPV
mice containing the Lox-Stop-Lox-HPV-Luc (LSL-E6E7) transgene [24] and KH mice expressing
the LSL-E6E7 and K14-CreERtam transgene [39] have been described. Rosa-CreERtam mice
(B6;129-Gt(ROSA)26Sortm1pcre{ERTqNat/J) [40], K14-Cre mice (B6N.Cg-Tg(KRT14-cre)1Amc/J) [41],
Albumin-Cre mice (B6N.Cg-Tg(Alb-cre)21Mgn/J) [42], PDX1-Cre mice (B6.FVB-Tg(Pdx1-cre)6Tuv/J) [43],
CMV-Cre mice (B6.C-Tg(CMV-cre)1Cgn/J) [44], Nestin-Cre mice (B6.Cg(SJL)-TgN(NesCre)1Kln) [45]
and GFAP-Cre mice (FVB-Tg(GFAP-cre)25Mes/J) [46] were obtained from Jackson Laboratories (Bar
Harbor, ME, USA). iHPV mice on an FVB background were bred to Albumin-Cre mice, PDX1-Cre mice,
CMV-Cre mice, Nestin-Cre mice on a C57BL/6 congenic background to generate mice with tissue-specific
recombination of the LSL-E6E7 transgene on a (C57BL/6 ˆ FVB)F1 background. iHPV mice and KH mice
were backcrossed onto a C57BL/6 background as previously described and iHPV mice were bred with
Rosa-CreERtam on a C57BL/6 background.

3.2. Reagents and Antibodies

Tamoxifen was purchased from Sigma (St. Louis, MO, USA). DMBA and TPA were dissolved
in acetone. Tamoxifen was dissolved in sunflower seed oil at 20 mg/mL and 0.1 mL was injected
intraperitoneally daily for five days. All oligonucleotides were synthesized by IDT.

3.3. HPV Recombination

All PCR reactions were performed using 2ˆ Go Taq Green Master Mix (Promega,
Madison, WI, USA). For detection of LSL-E6E7 recombination, gDNA was isolated
and the LSL-HPV transgene was amplified by PCR using the primers: forward primer:
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51-CAACGTGGTTATTGTGCTG-31 corresponding to the 31 end of the CAG promoter and the
reverse primer: 51-GGTAACTTTCTGGGTCGCTCCT-31 corresponding to the 51 region of the E6E7
gene. The 1629 bp amplicon represents the unexcised HPV vector and the 388 bp amplicon represents
the excised iE6E7 gene.

3.4. Quantitative RT-PCR

RNA was extracted from the indicated organs of Rosa-HPV mice 5d after treatment with
TAM or vehicle or from KHR, KHR-E2F1`{´ and KHR-E2F1´{´ oral tumors at the end of the
experiment. Total RNA was isolated using TRIzol (Invitrogen, Carlsbad, CA, USA), and treated
with DNase I. The cDNA was generated using ProtoScriptr First Strand cDNA Synthesis Kit (NEB,
Ipswich, MA, USA) and subjected to qPCR using SYBR Green Supermix (Biorad, Hercules, CA,
USA). The endogenous GAPDH (Glyceraldehyde 3-phosphate dehydrogenase) gene was used as
a reference gene. QPCR Primers: E6E7 primers (E6E7-F: 51-ATTTGCAACCAGAGACAACT and
E6E7-R:51-ACAGGTCTTCCAAAGTACGA), Luc primers (Luc-F: 51-ACTGGGACGAAGACGAACAC
and Luc- R: 51-GGCGACGTAATCCACGATCT), and GAPDH mouse primers (GAPDH-F:
51-AATGTGTCCGTCGTGGATCT and GAPDH-R: 51GGTCCTCAGTGTAGCCCAAG). In addition,
validated mouse primer pairs for E2F1, E2F2, E2F3, LIG1, Ttk6, MCM2, MCM5 MCM6, CCNE1,
CCNE2, RRM2, and B2M were obtained from PrimePCRTM Assays (Bio-Rad, Hercules, CA, USA).
QPCR was carried out using iQ™ SYBRr Green Supermix with hot-start iTaq DNA polymerase and
iQ™ 5 Multicolor Real-time QPCR Detection System Machine (Bio-rad). CT values for individual
samples were subtracted from the corresponding CT values for GAPDH or B2m (∆∆CT). Normalized
fold expression was obtained using the –log2∆∆CT formula.

3.5. Colony Formation Assay

The HPV-positive cell line HeLa was obtained from Kenneth Alexander (The University of
Chicago) and was validated by IDEXX laboratories nine-loci STR testing. Cells were maintained
in complete DMEM (cDMEM) with 10% fetal bovine serum plus L-glutamine and Penn/Strep at
37 ˝C. HeLa cells were plated in six-well plates and transfected with a bicistronic expression plasmid
containing human E2F-1 and EGFP (EX-F0047-Lv215, Genecopiea, Rockville, MD, USA) or the empty
plasmid containing EGFP using lipofectamine 2000. After 24 h, a 1000 cells were split into six-well
plates and incubated for 13 days. After 13 days, the media was removed and washed with PBS. The
cells were then fixed with methanol for 5 min and then stained with 1% crystal violet for 30 min.
Colonies were counted and the experiment was performed in triplicate.

4. Conclusions

Here, we find that HPV oncogenes caused lethality in utero and in adult mice that is associated
with necrosis in normal tissues without the development of neoplastic lesions. HPV oncogene lethality
was mediated, in part, by the HPV oncogene E7 targeting E2F1, as loss of E2F1 reversed lethality in
adult mice. Furthermore, loss of E2F1 potentiated HPV-positive oral tumor growth and overexpression
of E2F1 decreased the clonogenicity of HPV-positive cancer cells. Understanding how to manipulate
cell death pathways activated by HPV oncogenes via E2F1 may serve as novel approaches to treat
head and neck cancers and other cancers in general.

Acknowledgments: This work was supported by the Burroughs Wellcome Career Award for Medical Scientists
(1010964) and the Fanconi Anemia Research Fund (M. Spiotto).

Author Contributions: Conception and design: Michael T. Spiotto; Development of methodology: Rong Zhong,
John Bechill, Michael T. Spiotto; Acquisition of data (provided animals, acquired and managed patients, provided
facilities, etc.): Rong Zhong, John Bechill, Michael T. Spiotto; Analysis and interpretation of data (e.g., statistical
analysis, biostatistics, computational analysis): Rong Zhong, John Bechill, Michael T. Spiotto; Writing, review,
and/or revision of the manuscript: Rong Zhong, John Bechill, M.T. Spiotto; Administrative, technical, or material
support (i.e., reporting or organizing data, constructing databases): Rong Zhong, John Bechill, Michael T. Spiotto;
Study supervision: Michael T. Spiotto.

2382



Cancers 2015, 7, 2372–2385

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Gillison, M.L.; Koch, W.M.; Capone, R.B.; Spafford, M.; Westra, W.H.; Wu, L.; Zahurak, M.L.; Daniel, R.W.;
Viglione, M.; Symer, D.E.; et al. Evidence for a causal association between human papillomavirus and a
subset of head and neck cancers. J. Natl. Cancer Inst. 2000, 92, 709–720. [CrossRef] [PubMed]

2. Munoz, N.; Bosch, F.X.; de Sanjose, S.; Herrero, R.; Castellsague, X.; Shah, K.V.; Snijders, P.J.; Meijer, C.J.
Epidemiologic classification of human papillomavirus types associated with cervical cancer. N. Engl. J. Med.
2003, 348, 518–527. [CrossRef] [PubMed]

3. Schwarz, E.; Freese, U.K.; Gissmann, L.; Mayer, W.; Roggenbuck, B.; Stremlau, A.; zur Hausen, H. Structure
and transcription of human papillomavirus sequences in cervical carcinoma cells. Nature 1985, 314, 111–114.
[CrossRef] [PubMed]

4. Zhong, R.; Bao, R.; Faber, P.W.; Bindokas, V.P.; Bechill, J.; Lingen, M.W.; Spiotto, M.T. Notch1 activation or
loss promotes hpv-induced oral tumorigenesis. Cancer Res. 2015, 75, 3958–3969. [CrossRef] [PubMed]

5. Moody, C.A.; Laimins, L.A. Human papillomavirus oncoproteins: Pathways to transformation.
Nat. Rev. Cancer 2010, 10, 550–560. [CrossRef] [PubMed]

6. Herrero, R.A.M.N. Human papillomavirus and cancer. In Infections & Human Cancer, Cancer Surveys;
Newton, R., Beral, V., Weiss, R.A., Eds.; Cold Spring Harbor Laboratory Press: Cold Spring Harbor, NY, USA,
1999; Volume 33, pp. 75–98.

7. Xue, Y.; Bellanger, S.; Zhang, W.; Lim, D.; Low, J.; Lunny, D.; Thierry, F. HPV16 E2 is an immediate early
marker of viral infection, preceding E7 expression in precursor structures of cervical carcinoma. Cancer Res.
2010, 70, 5316–5325. [CrossRef] [PubMed]

8. Harrison, D.J.; Hooper, M.L.; Armstrong, J.F.; Clarke, A.R. Effects of heterozygosity for the Rb-1t19neo allele
in the mouse. Oncogene 1995, 10, 1615–1620. [PubMed]

9. Hu, N.; Gutsmann, A.; Herbert, D.C.; Bradley, A.; Lee, W.H.; Lee, E.Y. Heterozygous Rb-1 delta 20/+mice are
predisposed to tumors of the pituitary gland with a nearly complete penetrance. Oncogene 1994, 9, 1021–1027.
[PubMed]

10. Jacks, T.; Fazeli, A.; Schmitt, E.M.; Bronson, R.T.; Goodell, M.A.; Weinberg, R.A. Effects of an Rb mutation in
the mouse. Nature 1992, 359, 295–300. [CrossRef] [PubMed]

11. Clarke, A.R.; Maandag, E.R.; van Roon, M.; van der Lugt, N.M.; van der Valk, M.; Hooper, M.L.; Berns, A.;
te Riele, H. Requirement for a functional Rb-1 gene in murine development. Nature 1992, 359, 328–330.
[CrossRef] [PubMed]

12. Lee, E.Y.; Chang, C.Y.; Hu, N.; Wang, Y.C.; Lai, C.C.; Herrup, K.; Lee, W.H.; Bradley, A. Mice deficient for Rb
are nonviable and show defects in neurogenesis and haematopoiesis. Nature 1992, 359, 288–294. [CrossRef]
[PubMed]

13. Mulligan, G.; Jacks, T. The retinoblastoma gene family: Cousins with overlapping interests. Trends Genet.
1998, 14, 223–229. [CrossRef]

14. Giovanni, A.; Keramaris, E.; Morris, E.J.; Hou, S.T.; O'Hare, M.; Dyson, N.; Robertson, G.S.; Slack, R.S.;
Park, D.S. E2F1 mediates death of B-amyloid-treated cortical neurons in a manner independent of p53 and
dependent on bax and caspase 3. J. Biol. Chem. 2000, 275, 11553–11560. [CrossRef] [PubMed]

15. Palacios, G.; Talos, F.; Nemajerova, A.; Moll, U.M.; Petrenko, O. E2F1 plays a direct role in rb stabilization
and p53-independent tumor suppression. Cell Cycle 2008, 7, 1776–1781. [CrossRef] [PubMed]

16. Polager, S.; Ginsberg, D. P53 and E2F: Partners in life and death. Nat. Rev. Cancer 2009, 9, 738–748. [CrossRef]
[PubMed]

17. Wu, X.; Levine, A.J. P53 and E2F-1 cooperate to mediate apoptosis. Proc. Natl. Acad. Sci. USA 1994, 91,
3602–3606. [CrossRef] [PubMed]

18. Macleod, K.F.; Hu, Y.; Jacks, T. Loss of Rb activates both p53-dependent and independent cell death pathways
in the developing mouse nervous system. EMBO J. 1996, 15, 6178–6188. [PubMed]

19. Yamasaki, L.; Bronson, R.; Williams, B.O.; Dyson, N.J.; Harlow, E.; Jacks, T. Loss of E2F-1 reduces
tumorigenesis and extends the lifespan of Rb1`{´ mice. Nat. Genet. 1998, 18, 360–364. [CrossRef] [PubMed]

2383

http://dx.doi.org/10.1093/jnci/92.9.709
http://www.ncbi.nlm.nih.gov/pubmed/10793107
http://dx.doi.org/10.1056/NEJMoa021641
http://www.ncbi.nlm.nih.gov/pubmed/12571259
http://dx.doi.org/10.1038/314111a0
http://www.ncbi.nlm.nih.gov/pubmed/2983228
http://dx.doi.org/10.1158/0008-5472.CAN-15-0199
http://www.ncbi.nlm.nih.gov/pubmed/26294213
http://dx.doi.org/10.1038/nrc2886
http://www.ncbi.nlm.nih.gov/pubmed/20592731
http://dx.doi.org/10.1158/0008-5472.CAN-09-3789
http://www.ncbi.nlm.nih.gov/pubmed/20530671
http://www.ncbi.nlm.nih.gov/pubmed/7731716
http://www.ncbi.nlm.nih.gov/pubmed/8134105
http://dx.doi.org/10.1038/359295a0
http://www.ncbi.nlm.nih.gov/pubmed/1406933
http://dx.doi.org/10.1038/359328a0
http://www.ncbi.nlm.nih.gov/pubmed/1406937
http://dx.doi.org/10.1038/359288a0
http://www.ncbi.nlm.nih.gov/pubmed/1406932
http://dx.doi.org/10.1016/S0168-9525(98)01470-X
http://dx.doi.org/10.1074/jbc.275.16.11553
http://www.ncbi.nlm.nih.gov/pubmed/10766769
http://dx.doi.org/10.4161/cc.7.12.6030
http://www.ncbi.nlm.nih.gov/pubmed/18583939
http://dx.doi.org/10.1038/nrc2718
http://www.ncbi.nlm.nih.gov/pubmed/19776743
http://dx.doi.org/10.1073/pnas.91.9.3602
http://www.ncbi.nlm.nih.gov/pubmed/8170954
http://www.ncbi.nlm.nih.gov/pubmed/8947040
http://dx.doi.org/10.1038/ng0498-360
http://www.ncbi.nlm.nih.gov/pubmed/9537419


Cancers 2015, 7, 2372–2385

20. Tsai, K.Y.; Hu, Y.; Macleod, K.F.; Crowley, D.; Yamasaki, L.; Jacks, T. Mutation of E2F-1 suppresses apoptosis
and inappropriate S phase entry and extends survival of Rb-deficient mouse embryos. Mol. Cell 1998, 2,
293–304. [CrossRef]

21. Arbeit, J.M.; Munger, K.; Howley, P.M.; Hanahan, D. Progressive squamous epithelial neoplasia in k14-human
papillomavirus type 16 transgenic mice. J. Virol. 1994, 68, 4358–4368. [PubMed]

22. Auewarakul, P.; Gissmann, L.; Cid-Arregui, A. Targeted expression of the E6 and E7 oncogenes of human
papillomavirus type 16 in the epidermis of transgenic mice elicits generalized epidermal hyperplasia
involving autocrine factors. Mol. Cell. Biol. 1994, 14, 8250–8258. [CrossRef] [PubMed]

23. Kim, S.H.; Kim, K.S.; Lee, E.J.; Kim, M.O.; Park, J.H.; Cho, K.I.; Imakawa, K.; Hyun, B.H.; Chang, K.T.;
Lee, H.T.; et al. Human keratin 14 driven HPV 16 E6/E7 transgenic mice exhibit hyperkeratinosis. Life Sci.
2004, 75, 3035–3042. [CrossRef] [PubMed]

24. Brooks, L.A.; Sullivan, A.; O’Nions, J.; Bell, A.; Dunne, B.; Tidy, J.A.; Evans, D.J.; Osin, P.; Vousden, K.H.;
Gusterson, B.; et al. E7 proteins from oncogenic human papillomavirus types transactivate p73: Role in
cervical intraepithelial neoplasia. Br. J. Cancer 2002, 86, 263–268. [CrossRef] [PubMed]

25. Zhong, R.; Pytynia, M.; Pelizzari, C.; Spiotto, M. Bioluminescent imaging of hpv-positive oral tumor growth
and its response to image-guided radiotherapy. Cancer Res. 2014, 74, 2073–2081. [CrossRef] [PubMed]

26. Sha, W.C.; Nelson, C.A.; Newberry, R.D.; Kranz, D.M.; Russell, J.H.; Loh, D.Y. Selective expression of an
antigen receptor on cd8-bearing t lymphocytes in transgenic mice. Nature 1988, 335, 271–274. [CrossRef]
[PubMed]

27. Spiotto, M.T.; Rowley, D.A.; Schreiber, H. Bystander elimination of antigen loss variants in established
tumors. Nat. Med. 2004, 10, 294–298. [CrossRef] [PubMed]

28. Eichten, A.; Rud, D.S.; Grace, M.; Piboonniyom, S.O.; Zacny, V.; Munger, K. Molecular pathways executing
the “trophic sentinel” response in HPV-16 E7-expressing normal human diploid fibroblasts upon growth
factor deprivation. Virology 2004, 319, 81–93. [CrossRef] [PubMed]

29. Jones, D.L.; Alani, R.M.; Munger, K. The human papillomavirus E7 oncoprotein can uncouple cellular
differentiation and proliferation in human keratinocytes by abrogating p21cip1-mediated inhibition of CDK2.
Genes Dev. 1997, 11, 2101–2111. [CrossRef] [PubMed]

30. Field, S.J.; Tsai, F.Y.; Kuo, F.; Zubiaga, A.M.; Kaelin, W.G., Jr.; Livingston, D.M.; Orkin, S.H.; Greenberg, M.E.
E2F-1 functions in mice to promote apoptosis and suppress proliferation. Cell 1996, 85, 549–561. [CrossRef]

31. Russell, J.L.; Weaks, R.L.; Berton, T.R.; Johnson, D.G. E2F1 suppresses skin carcinogenesis via the Arf-p53
pathway. Oncogene 2006, 25, 867–876. [CrossRef] [PubMed]

32. Paulson, Q.X.; Pusapati, R.V.; Hong, S.; Weaks, R.L.; Conti, C.J.; Johnson, D.G. Transgenic expression of
E2F3a causes DNA damage leading to atm-dependent apoptosis. Oncogene 2008, 27, 4954–4961. [CrossRef]
[PubMed]

33. Lazzerini Denchi, E.; Helin, K. E2F1 is crucial for E2F-dependent apoptosis. EMBO Rep. 2005, 6, 661–668.
[CrossRef] [PubMed]

34. Saavedra, H.I.; Wu, L.; de Bruin, A.; Timmers, C.; Rosol, T.J.; Weinstein, M.; Robinson, M.L.; Leone, G.
Specificity of E2F1, E2F2, and E2F3 in mediating phenotypes induced by loss of Rb. Cell Growth Differ. 2002,
13, 215–225. [PubMed]

35. Zheng, S.; Moehlenbrink, J.; Lu, Y.C.; Zalmas, L.P.; Sagum, C.A.; Carr, S.; McGouran, J.F.; Alexander, L.;
Fedorov, O.; Munro, S.; et al. Arginine methylation-dependent reader-writer interplay governs growth
control by E2F-1. Mol. Cell 2013, 52, 37–51. [CrossRef] [PubMed]

36. Sima, N.; Wang, W.; Kong, D.; Deng, D.; Xu, Q.; Zhou, J.; Xu, G.; Meng, L.; Lu, Y.; Wang, S.; et al. RNA
interference against HPV16 E7 oncogene leads to viral E6 and E7 suppression in cervical cancer cells and
apoptosis via upregulation of Rb and p53. Apoptosis 2008, 13, 273–281. [CrossRef] [PubMed]

37. Bargou, R.C.; Wagener, C.; Bommert, K.; Arnold, W.; Daniel, P.T.; Mapara, M.Y.; Grinstein, E.; Royer, H.D.;
Dorken, B. Blocking the transcription factor E2F/dp by dominant-negative mutants in a normal breast
epithelial cell line efficiently inhibits apoptosis and induces tumor growth in scid mice. J. Exp. Med. 1996,
183, 1205–1213. [CrossRef] [PubMed]

38. Leone, G.; Sears, R.; Huang, E.; Rempel, R.; Nuckolls, F.; Park, C.H.; Giangrande, P.; Wu, L.; Saavedra, H.I.;
Field, S.J.; et al. Myc requires distinct E2F activities to induce S phase and apoptosis. Mol. Cell 2001, 8,
105–113. [CrossRef]

2384

http://dx.doi.org/10.1016/S1097-2765(00)80274-9
http://www.ncbi.nlm.nih.gov/pubmed/7515971
http://dx.doi.org/10.1128/MCB.14.12.8250
http://www.ncbi.nlm.nih.gov/pubmed/7969162
http://dx.doi.org/10.1016/j.lfs.2004.04.049
http://www.ncbi.nlm.nih.gov/pubmed/15474555
http://dx.doi.org/10.1038/sj.bjc.6600033
http://www.ncbi.nlm.nih.gov/pubmed/11870517
http://dx.doi.org/10.1158/0008-5472.CAN-13-2993
http://www.ncbi.nlm.nih.gov/pubmed/24525739
http://dx.doi.org/10.1038/335271a0
http://www.ncbi.nlm.nih.gov/pubmed/3261843
http://dx.doi.org/10.1038/nm999
http://www.ncbi.nlm.nih.gov/pubmed/14981514
http://dx.doi.org/10.1016/j.virol.2003.11.008
http://www.ncbi.nlm.nih.gov/pubmed/14967490
http://dx.doi.org/10.1101/gad.11.16.2101
http://www.ncbi.nlm.nih.gov/pubmed/9284049
http://dx.doi.org/10.1016/S0092-8674(00)81255-6
http://dx.doi.org/10.1038/sj.onc.1209120
http://www.ncbi.nlm.nih.gov/pubmed/16205640
http://dx.doi.org/10.1038/onc.2008.138
http://www.ncbi.nlm.nih.gov/pubmed/18469863
http://dx.doi.org/10.1038/sj.embor.7400452
http://www.ncbi.nlm.nih.gov/pubmed/15976820
http://www.ncbi.nlm.nih.gov/pubmed/12065245
http://dx.doi.org/10.1016/j.molcel.2013.08.039
http://www.ncbi.nlm.nih.gov/pubmed/24076217
http://dx.doi.org/10.1007/s10495-007-0163-8
http://www.ncbi.nlm.nih.gov/pubmed/18060502
http://dx.doi.org/10.1084/jem.183.3.1205
http://www.ncbi.nlm.nih.gov/pubmed/8642262
http://dx.doi.org/10.1016/S1097-2765(01)00275-1


Cancers 2015, 7, 2372–2385

39. Vasioukhin, V.; Degenstein, L.; Wise, B.; Fuchs, E. The magical touch: Genome targeting in epidermal stem
cells induced by tamoxifen application to mouse skin. Proc. Natl. Acad. Sci. USA 1999, 96, 8551–8556.
[CrossRef] [PubMed]

40. Badea, T.C.; Wang, Y.; Nathans, J. A noninvasive genetic/pharmacologic strategy for visualizing cell
morphology and clonal relationships in the mouse. J. Neurosci. 2003, 23, 2314–2322. [PubMed]

41. Dassule, H.R.; Lewis, P.; Bei, M.; Maas, R.; McMahon, A.P. Sonic hedgehog regulates growth and
morphogenesis of the tooth. Development 2000, 127, 4775–4785. [PubMed]

42. Postic, C.; Shiota, M.; Niswender, K.D.; Jetton, T.L.; Chen, Y.; Moates, J.M.; Shelton, K.D.; Lindner, J.;
Cherrington, A.D.; Magnuson, M.A. Dual roles for glucokinase in glucose homeostasis as determined by
liver and pancreatic beta cell-specific gene knock-outs using cre recombinase. J. Biol. Chem. 1999, 274,
305–315. [CrossRef] [PubMed]

43. Hingorani, S.R.; Petricoin, E.F.; Maitra, A.; Rajapakse, V.; King, C.; Jacobetz, M.A.; Ross, S.; Conrads, T.P.;
Veenstra, T.D.; Hitt, B.A.; et al. Preinvasive and invasive ductal pancreatic cancer and its early detection in
the mouse. Cancer Cell 2003, 4, 437–450. [CrossRef]

44. Schwenk, F.; Baron, U.; Rajewsky, K. A cre-transgenic mouse strain for the ubiquitous deletion of loxp-flanked
gene segments including deletion in germ cells. Nucleic Acids Res. 1995, 23, 5080–5081. [CrossRef] [PubMed]

45. Tronche, F.; Kellendonk, C.; Kretz, O.; Gass, P.; Anlag, K.; Orban, P.C.; Bock, R.; Klein, R.; Schutz, G.
Disruption of the glucocorticoid receptor gene in the nervous system results in reduced anxiety. Nat. Genet.
1999, 23, 99–103. [CrossRef] [PubMed]

46. Zhuo, L.; Theis, M.; Alvarez-Maya, I.; Brenner, M.; Willecke, K.; Messing, A. hGFAP-cre transgenic mice for
manipulation of glial and neuronal function in vivo. Genesis 2001, 31, 85–94. [CrossRef] [PubMed]

© 2015 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons by Attribution
(CC-BY) license (http://creativecommons.org/licenses/by/4.0/).

2385

http://dx.doi.org/10.1073/pnas.96.15.8551
http://www.ncbi.nlm.nih.gov/pubmed/10411913
http://www.ncbi.nlm.nih.gov/pubmed/12657690
http://www.ncbi.nlm.nih.gov/pubmed/11044393
http://dx.doi.org/10.1074/jbc.274.1.305
http://www.ncbi.nlm.nih.gov/pubmed/9867845
http://dx.doi.org/10.1016/S1535-6108(03)00309-X
http://dx.doi.org/10.1093/nar/23.24.5080
http://www.ncbi.nlm.nih.gov/pubmed/8559668
http://dx.doi.org/10.1038/12703
http://www.ncbi.nlm.nih.gov/pubmed/10471508
http://dx.doi.org/10.1002/gene.10008
http://www.ncbi.nlm.nih.gov/pubmed/11668683

	Introduction 
	Results and Discussion 
	Results 
	Tissue Specific HPV Oncogene Expression Causes Embryonic Lethality 
	Ubiquitous Expression of HPV Oncogenes Caused Tissue Necrosis and Lethality in Adult Mice 
	HPV Oncogenes Induce Expression of E2F1 Target Genes in the Skin, Spleen, Liver and Brain 
	Deletion of E2F1 Rescues HPV Oncogene Lethality in Adult Mice 
	E2F1 Inhibits HPV-Positive Tumor Growth and Clonogenicity 

	Discussion 

	Experimental Section 
	Animals 
	Reagents and Antibodies 
	HPV Recombination 
	Quantitative RT-PCR 
	Colony Formation Assay 

	Conclusions 

