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ABSTRACT
Background: Atopic march (AM), a unique characteristic of allergic diseases, refers
to the sequential progression of atopic dermatitis (AD) in infants to allergic asthma
and allergic rhinitis in children and young adults, respectively. Although there are
several studies on AM, the establishment of an AM murine model to expand our
understanding of the underlying mechanism and to identify the potential biomarkers
is yet to be achieved. In this study, an improved murine model was established by
applying a method to minimize skin irritation in inducing AD, and it was used to
perform integrated analyses to discover candidate biomarkers.
Methods: To induce atopic dermatitis, 2,4-dinitrochlorobenzene (DNCB) was
applied to the ear skin once a week, and this was continued for 5 weeks. From the
second application of DNCB, Dermatophagoides pteronyssinus (Dp) extract was
applied topically 2 days after each DNCB application; this was continued for 4 weeks.
Dp sensitization and intranasal challenges were then performed for 4 weeks to
develop conditions mimicking AM.
Results: Exacerbated airway inflammation and allergic responses observed in the
AM-induced group suggested successful AM development in our model.
Two-dimensional gel electrophoresis (2-DE) and mass spectrometry analysis
identified 753 candidate proteins from 124 2-DE spots differentially expressed
among the experimental groups. Functional analyses, such as Gene Ontology (GO)
annotation and protein–protein interaction (PPI) analysis were conducted to
investigate the relationship among the candidate proteins. Seventy-two GO terms
were significant between the two groups; heat shock protein 8 (Hspa8) was found to
be included in six of the top 10 GO terms. Hspa8 scored high on the PPI parameters
as well.
Conclusion: We established an improved murine model for AM and proposed
Hspa8 as a candidate biomarker for AM.
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INTRODUCTION
Over the years, the prevalence and burden of allergic diseases, such as asthma, allergic
rhinitis, and atopic dermatitis (AD), have been increasing worldwide (Eder, Ege & von
Mutius, 2006; Odhiambo et al., 2009; Platts-Mills, 2015). Atopic march (AM), a distinctive
feature underlying allergic disease, is characterized by sequential progression of allergic
diseases, such as AD in infants, followed by allergic asthma and allergic rhinitis in children
and young adults, respectively (Aw et al., 2020; Cohn, Elias & Chupp, 2004; del Giudice,
Rocco & Capristo, 2006). The concept of AM primarily revolves around the fact that the
presence of one allergic disease leads to an increased risk for others, suggesting the
presence of a causal relationship among allergic diseases (Bantz, Zhu & Zheng, 2014;Hill &
Spergel, 2018). Recently, our understanding of AM has been expanded by several cohort
studies and evidence obtained from experimental murine models. Previous studies have
revealed the presence of asthma, allergic rhinitis, and one or more atopic comorbidities in
infants with greater AD severity (Gustafsson, Sjöberg & Foucard, 2000; Schneider et al.,
2016). A prospective birth cohort study revealed that children with a combination of AM
and allergic sensitization in early life are likely to have an increased risk of asthma and food
allergies at the age of 3 years (Tran et al., 2018). In terms of AM pathogenesis, multiple
data from animal models support the hypothesis that exposure to allergens through
inflamed skin is the primary route for systemic type 2 inflammation that leads to AM (Hill
& Spergel, 2018; Hogan, Peele & Wilson, 2012).

The concept of AM is considered important and helpful in the early recognition of
subsequent diseases and identification of infants at high risk of allergic progression (Busse,
2018). Despite a variety of studies on the mechanism or interventions for AM, diverse
approaches are warranted to expand the understanding of the relationships between
allergic diseases and to develop strategies for preventive interventions. In this regard, a
murine model for AM is required to provide insight into the mechanism of AM and find
the potential biomarkers that could be utilized in the strategies for AM.

In this study, we aimed to establish a murine experimental model for AM by
sequentially provoking asthma after the induction of AD by minimizing skin irritation
caused by hair removal. We then applied two-dimensional gel electrophoresis (2-DE)
analysis and mass spectrometry (MS) to identify the differentially expressed proteins in the
bronchoalveolar lavage fluid (BALF) between control and AM-induced mice. Functional
and network analysis were conducted to find candidate biomarkers in AM by investigating
the significance of the identified proteins and their interactions.

MATERIALS AND METHODS
Animals
Female BALB/c mice (5 weeks old) were purchased from Orient Bio (Seongnam, Korea).
The mice were housed in the animal research center of Korea Disease Control and
Prevention Agency at a controlled ambient temperature of 22 �C with 50 ± 20% relative
humidity under a 12 h light-dark cycle (lights on at 7:00 AM). A total of 60 mice, 20 in
three independent sets, were used for this study. We randomly divided the mice into each
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experimental group. Animal care and experimental protocols were approved by the
Institutional Animal Care and Use Committee of the Korea Centers for Disease Control
and Prevention (KCDC-031-16-2A, KCDC-033-17-2A, KCDC-121-17-2A, KCDC-019-
19-2A, KCDC-034-20-2A).

Murine model for AM
The extract of Dermatophagoides pteronyssinus (Dp), a major species of house dust mite,
purchased from Prolagen (PEA-DERP010; Yonsei University College of Medicine, Seoul,
Korea), was re-suspended in phosphate-buffered saline (PBS). To induce AD, a previously
published protocol (Choi & Kim, 2014; Kim et al., 2013) with minor modifications was
used. Once a week, 1% 2,4-dinitrochlorobenzene (DNCB) (20 mL of a 4:1 mixture of
acetone/olive oil) was applied to the ear skin, and this was continued for 5 weeks (days −7,
−2, 5, 12, 19). From the second application of DNCB, 75 mg of Dp (in 20 mL of PBS) or PBS
was topically applied 2 days after each DNCB application; this was continued for 4 weeks
(days 0, 7, 14, 21). Barrier disruption was achieved by applying 20 mL of 4% sodium
dodecyl sulfate to the ear skin 4 h before the application of Dp or PBS. The condition of the
skin lesion was measured using digital photographs taken after anesthesia once a week, and
plasma was obtained to measure the level of immunoglobulin E (IgE) on days 8 and 22.
For the subsequent development of asthma, 4 mg of Dp (in 200 mL of PBS) or PBS was
administered intraperitoneally on days 25 and 39, followed by intranasal challenges with
8 mg of Dp (in 40 mL PBS) or PBS for four consecutive days from day 46 to 49 (Fig. 1).
Twenty-four hours after the last challenge, the mice were anesthetized and measured
airway hyperresponsiveness (AHR) as described below. Immediately following the
measurement of AHR, mice were euthanized with an overdose of sodium pentobarbital
and samples of plasma, BALF, and lung tissues were obtained for further analysis.
PBS-treated mice both in the step of AD induction and asthma development served as the
normal control (NC) group. For the AD-induced group, the mice were treated with Dp
in the step of AD induction and PBS in the step of asthma development. Mice treated
with PBS in the AD step and Dp during asthma development served as the asthma
(AS)-induced group. Dp-treated mice in both steps served as the AM-induced group.
We established the humane endpoints that the mice would be euthanized under deep
anesthesia if any signs, such as weight loss, lethargy, or dyspnea, were observed during all
the experiments; however, these were not needed in this study.

Measurement of AHR
AHR was measured using the flexi-Vent system (flexiVent Fx1; SCIREQ, Montreal,
Quebec, Canada) according to the manufacturer’s protocol. Briefly, the mice were
anesthetized with 50 mg/kg sodium pentobarbital, and tracheostomy was performed.
The mice were then intubated using a blunt needle and connected to a small-animal
ventilator with a computer-controlled piston. A cycle that included regular ventilation,
deep inflation, and exposure to one concentration of methacholine, was performed four
times per mouse for about 5 min according to increasing doses of methacholine (0, 12.5,
25, and 50 mg/mL; Sigma-Aldrich, St. Louis, MO, USA) to collect AHR data. This
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measurement was conducted by randomly selecting each mouse one by one in the order of
NC, AD-induced, AS-induced, and AM-induced groups.

Enzyme-linked immunosorbent assay
Blood samples, collected and stored for 2 h at ambient temperature of 22 �C, were
subjected to centrifugation (4,000 rpm for 10 min), and the supernatants obtained were
harvested and stored at −70 �C. Total IgE was measured using a sandwich enzyme-linked
immunosorbent assay (ELISA) kit (Biolegend, San Diego, CA, USA) according to the
manufacturer’s protocol. BALF from each group was collected and centrifuged
immediately (13,000 rpm, 5 min). The supernatants obtained were harvested and stored at
−70 �C. The levels of interleukin (IL)-4, IL-5, IL-13, and interferon (IFN)-γ in the BALF
samples were measured using sandwich ELISA kit (R&D Systems, Inc., Minneapolis, MN,
USA), according to the manufacturer’s protocol.

Quantification of Dp-specific IgE
To detect Dp-specific IgE, the antigen-capture ELISA method was used with minor
modifications. Briefly, 96-well plates were coated with 10 mg of Dp in 100 mL of coating
buffer. After overnight incubation at 4 �C, the plates were blocked with 200 mL/well of
assay diluent. Thereafter, 100-mL aliquots of undiluted plasma were added to each well and
incubated at room temperature for 1 h. Afterwards, 100 mL of biotin-anti-mouse IgE
(BioLegend, San Diego, CA, USA) was added to each well and incubated for 2 h. After
incubation with avidin horse radish peroxidase (BioLegend, San Diego, CA, USA) for
30 min, 3,3′,5,5′-tetramethylbenzidine substrate solution (100 mL; Invitrogen, Waltham,

Figure 1 Experimental protocol for the allergic march model in mice. The induction of atopic der-
matitis (AD) was achieved by the topical application of 1% 2,4-dinitrochlorobenzene (20 mL), followed by
75 mg of Dermatophagoides pteronyssinus (Dp) on the ear skin. To develop a barrier disruption, 20 mL of
4% sodium dodecyl sulfate was applied 4 h before Dp application. Allergic asthma (AS) was subsequently
induced by two intraperitoneal Dp sensitization and intranasal challenges for four consecutive days. After
the last intranasal administration, airway hyperresponsiveness was measured, and then, bronchoalveolar
lavage fluid and lung tissue were obtained for further analysis. PBS-treated mice in both the AD induction
and asthma development steps served as the normal control (NC) group. The group treated with PBS
instead of Dp for each step of AS or AD was designated as AD-only or AS-only induced group, alter-
natively. Mice were randomly divided into four groups (n = 5 per group).

Full-size DOI: 10.7717/peerj.13247/fig-1
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MA, USA) was added to each well and incubated in the dark for 20 min. The reaction was
stopped with 2 N sulfuric acid. Optical densities were read at 450 nm with a reference
wavelength of 570 nm using the SpectraMax i3x microplate reader (Molecular Devices, San
Jose, CA, USA).

Analysis of immune cells in the BALF
Red blood cells (RBCs) in the precipitated cells obtained from the BALF samples as
described above were removed using RBC Lysis buffer (Sigma-Aldrich, St. Louis, MO,
USA). The total cells were counted using Nucleo Counter (ChemoMetec, Allerød,
Denmark), and 10,000 cells from each sample were spun onto glass slides by
cytocentrifugation (Cellspin, Hanil, Kimpo, South Korea) and stained with Diff-Quick
solution (Sysmex Corporation, Hyogo, Japan). The number of eosinophils, macrophages,
monocytes, lymphocytes, and neutrophils was determined by counting at least 200 cells in
each of four different locations of each slide using a microscope (AXIO Imager 2; Carl
Zeiss, Oberkochen, Germany).

Histological analysis of lung tissue
Lobes of the left lung were removed, washed in PBS, and fixed in 4% buffered formalin
solution for 3 days. The fixed lung tissues were dehydrated, clarified, and embedded in
paraffin. Lung sectioning, subsequent staining with hematoxylin and eosin (H&E; Sigma-
Aldrich, St. Louis, MO, USA) and slide scanning were conducted to evaluate general
morphology under light microscopy (AXIO Imager 2; Carl Zeiss, Oberkochen, Germany).
Lung inflammation was graded using a semiquantitative scoring system as previously
described (Park et al., 2020). Briefly, peribronchial cell counts were performed blindly
based on a five-point scoring system: 0, no cell; 1, a few cells; 2, a ring of cells 1 cell layer
deep; 3, a ring of cells 2–4 cells deep; and 4, a ring of cells >4 cells deep. Scoring of
inflammatory cells was performed in each lung section for the individual groups, and the
mean scores were obtained from three mice that were randomly selected from each group
(Supplemental Figure).

Identification of proteins in the BALF using 2-DE
Proteins in the BALF were precipitated using acetone. Briefly, each BALF sample was
added to cold acetone (−20 �C) and incubated for 1 h. After centrifugation (4,000 rpm,
15 min), the pellets were obtained and washed with cold acetone. The pellets were slightly
dried and rehydrated with rehydration/sample buffer (8 M urea, 2% CHAPS, 50 mM
dithiothreitol (DTT), 0.2% (w/v) Bio-Lyte 3/10 ampholytes, and Bromophenol Blue). After
quantification with Bradford assay, the precipitated proteins were separated by 2-DE.
The gel was scanned using the ChemiDoc gel imaging system (Bio-Rad Laboratories, Inc.,
Hercules, CA, USA) to detect the density and distribution of the protein spots. Proteins in
excised gel spots were identified with technical support from Proteinworks (Daejeon,
Korea) using liquid chromatography-MS/MS (LC-MS/MS) analysis and MASCOT search.
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Functional annotation
The National Center for Biotechnology Information Reference Sequence or Genebank IDs
of 2-DE spot proteins were converted to a UniProt Knowledgebase (UniProt KB) IDs
using the Database for Annotation, Visualization and Integrated Discovery (DAVID) gene
ID conversion tool (Huang et al., 2008). The proteins contained actin or albumin and
duplicated proteins were eliminated. Next, the functions of candidate proteins were
analyzed using DAVID version 6.8 (https://david.ncifcrf.gov/) (Huang, Sherman &
Lempicki, 2009), which is a web-based functional annotation tool for investigators to
analyze the biological roles of genes and is applied to perform Gene Ontology (GO)
analysis. For significant GO terms, p < 0.05 was considered as the cut-off criterion.

Protein–protein interaction (PPI) network
A PPI network of proteins was constructed using the STRING database version 11
(http://string-db.org/) (Szklarczyk et al., 2019), and the protein interaction relationship
network was visualized using Cytoscape software (Shannon et al., 2003). The default
parameter for selecting a significant interaction pair from the STRING database was 0.4.
Furthermore, according to the interaction scores of the PPI network, the Cytoscape plug-in
NetworkAnalyzer was used for further analysis. The topological properties of the PPI
network and node degree were calculated to search for hub genes from the PPI network.
Several different centralities, such as degree, betweenness, closeness, eigenvector, and stress
distributions were provided for more screening, but the main connected component of
the PPI network was layout by degree values. Degree centrality counts the number of edges
at each node and betweenness centrality determines which nodes are important in the flow
of the network.

Statistical analysis
The values are presented as means ± standard error of the mean. Statistical comparisons
between groups were conducted using one-way ANOVA and Tukey’s test with p < 0.05 as
the cut-off criterion for statistical significance.

RESULTS
Induction of AD-like skin lesions by repeated topical application of Dp
As the first step for the establishment of the AM model, AD was induced by topical
application of Dp and DNCB. Afterwards, DNCB was applied once a week for five
consecutive weeks, and Dp was applied every 2 days after each DNCB treatment, starting
with the second DNCB; this was continued for 4 weeks. We applied them on the ears of the
mice to minimize the skin irritation caused by hair removal. AD-like lesions consisting of
erythema and excoriation and damage to the epidermal layer had developed in the
AD-induced group (Fig. 2A). The total IgE level in plasma was significantly higher in the
AD-induced group than in the NC group (Fig. 2B), indicating the induction of the allergic
response. These results suggested that AD was well-developed by the repeated topical
application of Dp with DNCB only on the ears.
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Exacerbation of AHR and airway inflammation in the AM-induced
group
After the successful induction of AD, asthma was sequentially provoked by Dp sensitization
and intranasal challenges to develop conditions that mimic AM. We performed Dp
challenges daily for the last 4 days, followed by measuring the main parameters that indicate
the development of asthma. The values of airway resistance, as a parameter for AHR, were
significantly increased in the AM-induced group and asthma-only induced group during
inhalation of increasing concentrations of methacholine. The values of airway compliance
were significantly decreased in the AM-induced group and asthma-only induced group
during inhalation of 25 and 50 mg/mL of methacholine. Interestingly, airway resistance
value in the AM-induced group were significantly higher at 50 mg/mL concentration of
methacholine than that in the asthma-only induced group (Fig. 3A and 3B). The number of
eosinophils in BALF was higher in the AM-induced group than in the other three groups,
whereas macrophages/monocytes showed lower level in the AM-induced and asthma-only
induced group than in the NC group (Figs. 3C–3G). Cell infiltration observed by H&E
staining in lung tissue was also worse in the AM-induced group than in the other groups
(Fig. 3H and Supplemental Figure). These results demonstrate that airway inflammation was
exacerbated in the AM-induced group that AD and asthma were sequentially induced.

Highly elevated IgEs and cytokines in the AM-induced group
To investigate whether allergic responses were aggravated under the AM-mimicking
conditions, we measured the level of plasma IgEs and various BALF cytokines related to T
helper type 2 (Th2) response and inflammation. The levels of total and Dp-specific IgE
were significantly higher in the AM-induced group than in the AD or asthma-only induced

Figure 2 Induction of atopic dermatitis (AD). (A) Typical photographs of mouse ears from each group. AD-like lesions were observed at various
stages as indicated after starting AD induction by repeatedly applying 2,4-dinitrochlorobenzene and Dermatophagoides pteronyssinus (Dp) extract
for 4 weeks. Mice in the normal control group were applied PBS instead of Dp. (B) Total immunoglobulin E (IgE) levels in plasma. Blood samples
were collected from Dp-applied and normal control mice at day 8 and 22 during the AD induction. The levels of total IgE in plasma was significantly
higher in the Dp-applied group than in the normal control group. All data are representative of three independent experiments with similar results.
Data are presented as the mean ± standard error of the mean (SEM) (n = 5 per group). �p < 0.05 and ���p < 0.001.

Full-size DOI: 10.7717/peerj.13247/fig-2
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Figure 3 Analysis of airway hyperresponsiveness (AHR) and airway inflammation in the mouse model of Dermatophagoides pteronyssinus
(Dp) extract-induced atopic march (AM). (A and B) Aggravated AHR in response to methacholine. After 24 h of the final intranasal chal-
lenge, mice were stimulated with increasing doses of aerosolized methacholine (12.5, 25, and 50 mg/mL). Airway resistance and dynamic compliance
were significantly aggravated owing to the development of AM. (C–G) Total cells, eosinophils, macrophages/monocytes, lymphocytes, and neu-
trophils counts were measured in the bronchoalveolar lavage fluid (BALF) from each group. The number of eosinophils was higher in the
AM-induced group than in the other three groups. (H) Representative hematoxylin and eosin-stained sections for lung histology in each experi-
mental group (magnification, 200×; scale bar = 50 µm). Cell infiltration in the lung was worse in the AM-induced group than in the other groups.
All data are representative of three independent experiments with similar results. Data are presented as the mean ± standard error of the mean (SEM)
(n = 5 per group). Values represent mean ± SEM. �p < 0.05, ��p < 0.01, and ���p < 0.001 vs the NC group; †p < 0.05, ††p < 0.01, and †††p < 0.001 vs the
AD group; ##p < 0.01 vs the AS group. Full-size DOI: 10.7717/peerj.13247/fig-3
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groups (Fig. 4A and 4B). Likewise, the Th2 cytokine levels, including those of IL-4, IL-5,
and IL-13, were also higher in the BALF obtained from the AM-induced group than that
from the other groups (Fig. 4C–4E). However, the level of IFN-γ, a key cytokine for the
Th1 response, was significantly lower in the AM-induced group than in the NC and
AD-only induced group (Fig. 4F). Another Th1 cytokines, IL-12, was also found to be
slightly lower in the AM-induced group compared to the AS-only induced group; however,
there was no statistical significance. Thus, the aggravation of the allergic reactions was
mediated by Th2 responses under our AM-mimicking conditions. These findings and the
exacerbated airway inflammation described above indicate the successful establishment of
the murine model for AM.

Identification of hub proteins and pathways by functional analyses
To identify candidate biomarkers for AM, we investigated the proteins that were
differentially expressed among the groups in our model. Through the 2-DE analysis of
28 sets of 92 gels that were loaded with BALF samples from each experimental group,
124 differentially expressed spots (>1.5 fold) were detected. LC-MS/MS analysis and
MASCOT search were performed to identify the candidate proteins that each spot
represented. A total of 753 candidate proteins, including 406 proteins that were
differentially expressed in the AM-induced group compared to the NC, were identified.
We then analyzed functional annotation and PPI to determine the biological relationship
among the identified proteins. Of the 232 GO terms significantly enriched by GO
annotation (p < 0.05), 72 GO terms showed a significant enrichment between the
AM-induced and the NC groups. As shown in Table 1, six of the Top 10 GO enriched
terms were classified into the cellular component group, and we found that Hspa8 was
included in all six terms. This was followed by PPI analysis using the STRING database
and Cytoscape tool in between the AM-induced and the NC groups. As a result, it also
showed Hspa8 as one of the highest-scoring proteins based on the PPI parameters, such as
degree, betweenness centrality, and closeness centrality (Table 2); furthermore, Hspa8 was
represented as a hub node in the network of the differentially expressed protein (Fig. 5).

DISCUSSION
In this study, we established a murine experimental model for AM by applying a method
for the minimization of skin irritation during AD development. AD-like lesions, such
as erythema and excoriation, with elevated total IgE in plasma were observed by the
repeated topical application of Dp and DNCB. After the subsequent development of
asthma, airway inflammation and allergic responses were aggravated in the AM-induced
group, indicating that AM-mimicking conditions were well triggered in our model.
Under the concept of AM, the AD development and allergen sensitization in infants
predispose them to subsequent development of other allergic diseases, including asthma
(Han, Roan & Ziegler, 2017). Murine experimental models facilitate the understanding of
the underlying mechanisms of AM development and aid in the design of various
therapeutic approaches for the prevention and treatment of allergic diseases, in spite of
debates citing the inappropriateness of the approach owing to poor reproducibility and
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Figure 4 Elevated level of immunoglobulin E (IgE) and cytokines caused by the development of atopic march (AM). The plasma levels of total
IgE (A) and Dermatophagoides pteronyssinus-specific IgE (B) and the levels of interleukin (IL)-4 (C), IL-5 (D), IL-13 (E), and interferon (IFN)-γ (F)
in bronchoalveolar lavage fluid were measured using enzyme-linked immunosorbent assay. These data showed a significant increase in allergic
responses with the development of AM compared to the other groups. All data are representative of three independent experiments with similar
results. Data are presented as the mean ± standard error of the mean (SEM) (n = 5 per group). Values represent mean ± SEM. �p < 0.05, ��p < 0.01,
and ���p < 0.001. Full-size DOI: 10.7717/peerj.13247/fig-4
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limited translation in humans (Justice & Dhillon, 2016). Lee et al. (2014) suggested that the
repeated application of topical acidic cream in a murine model of AM with oxazolone-
induced AD inhibits respiratory allergic inflammation and AD-like skin lesions, suggesting
acidification of the stratum corneum (SC) to be a novel intervention method for AM.
In another study involving an Nc/Nga mouse-based AM model, they reported the
importance of preventing a neutral environment on the SC to alleviate AM-related

Table 1 Top 10 GO enrichment terms for differentially expressed proteins between the AM-induced group and the normal control.

Category* Description Count P value Top 3 proteins (total number of proteins)

CC GO:0005615
~extracellular space

36 9.58E−09 Heat shock protein 8
Lactotransferrin
Collagen, type III, a1
(140)

BP GO:0034097
~response to cytokine

9 3.23E−07 Collagen, type III, a1
Serpina1b protein
Serpina3f protein
(34)

CC GO:0072562
~blood microparticle

10 1.36E−06 Heat shock protein 8
Serotransferrin
a-fetoprotein
(62)

CC GO:0070062
~extracellular exosome

45 2.11E−06 Heat shock protein 8
Lactotransferrin
Kalirin
(160)

BP GO:0043434
~response to peptide hormone

8 2.21E−06 Serpina1b protein
Serpina3f protein
serine peptidase inhibitor
(34)

CC GO:0031012
~extracellular matrix

12 2.82E−05 Heat shock protein 8
Collagen, type III, a1
Peroxidasin homolog
(55)

MF GO:0004867
~serine-type endopeptidase inhibitor activity

8 8.21E−05 Serpina1b protein
Serpina3f protein
serine peptidase inhibitor
(17)

CC GO:0005829
~cytosol

30 2.12E−04 Heat shock protein 8
Kinesin 2, isoform
Peroxiredoxin-6
(139)

CC GO:0005737
~cytoplasm

76 2.92E−04 Heat shock protein 8
Kinesin 2, isoform
Lactotransferrin
(265)

BP GO:0010466
~negative regulation of peptidase activity

7 4.03E−04 Serpina1b protein
Serpina3f protein
serine peptidase inhibitor
(16)

Note:
* BP, biological process; CC, cell component; MF, molecular function.
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symptoms (Lee et al., 2015). Probiotic treatment in a murine model for AM increased the
level of regulatory T cells, which could suppress the cytokine-mediated responses
associated with the progression of AM (Kim et al., 2014). Although these murine

Table 2 Top 10 proteins according to degree, betweenness centrality, and closeness centrality as
scored via PPI analysis.

Proteins Degree Proteins Betweenness centrality Proteins Closeness centrality

Hspa8 16 Rps27a 0.260756 Hspa8 0.470899

Hspa1b 14 Hspa8 0.208497 Hspa1b 0.451777

Rps27a 14 Hspa1b 0.13845 Hspb1 0.438424

Apoa1 11 Hspb1 0.079339 Rps27a 0.410138

Hspb1 11 Klc1 0.07388 Trf 0.402715

Tpi1 11 Vav1 0.069638 Tpi1 0.400901

Trf 10 Xrcc6 0.068084 Htt 0.39207

Serpina3n 10 Eif3c 0.067765 Atp5b 0.37395

Serpina3f 10 Htt 0.061455 Anxa5 0.369295

Serpina1d 10 Col1a1 0.055232 Apoa1 0.366255

Figure 5 Protein–protein interaction (PPI) network and identification of heat shock protein 8 as a
hub protein. PPI analysis of differentially expressed proteins in the Atopic march-induced and normal
control groups. The yellow node represents hub proteins (degree >10 as cut-off criterion), and the edge
represents the interaction relationship among the proteins. Full-size DOI: 10.7717/peerj.13247/fig-5
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experimental models were used in various studies on AM, they had several limitations
associated with the induction of AD, such as non-specific stimuli owing to hair removal,
need for excessive dose of materials (e.g., allergens and chemicals) for sufficient skin
application, and unavoidable use of certain mouse strains. To develop an experimental
model to addresses the existing limitations, we noted some studies that induced AD using a
relatively simple method, such as the application of an allergen on the ears of normal mice
(Choi et al., 2011; Choi & Kim, 2014). Taking a cue from those studies, we attempted to
construct a murine experimental model for AM by combining their methods for AD
development with the conventional approach for asthma induction without the
co-administration of any adjuvant at the sensitization stage, as our preliminary study and
other research findings (Raemdonck et al., 2016) allowed us to anticipate that asthma was
sufficiently induced without an adjuvant. As a result, our findings from the combination
model indicated successful establishment of a practical model representing
AM-mimicking conditions. Moreover, the end point of AM development in this study
indicated that our model showed Th2 asthma endotype, including elevation of IgE,
eosinophilic condition, and increased Th2 cytokines (Lambrecht, Hammad & Fahy, 2019).
These implied that our model was driven by Th2 responses and could be available as a
preclinical model to understand common allergic diseases based on type 2 immunity.
Taken together, this study demonstrates that our murine experimental model for AM
might contribute to improving previous AM models in terms of AD induction by
minimizing skin irritation and simplifying allergen application.

Stepwise integrated analyses, including 2-DE, MS, functional annotation, and PPI,
revealed that Hspa8 has potential as candidate biomarkers for AM. A number of
biomarkers for allergic diseases have been studied using various analyses, such as omics
technologies (Eguiluz-Gracia et al., 2018; Zissler et al., 2016). Although diverse cells and
mediators in blood or sputum have been proposed as biomarkers for allergic diseases, AM
biomarkers have been poorly investigated, except for several genetic factors. Filaggrin, a
well-known predisposing factor for AM, when mutated remains significantly associated
with AD and allergen sensitization and increased severity of asthma (Palmer et al., 2007;
Thomsen, 2015). The importance of filaggrin for AM was demonstrated in
filaggrin-deficient mice that developed spontaneous dermatitis and pulmonary
inflammation (Saunders et al., 2016). Several studies have suggested that polymorphisms
in the genes encoding thymic stromal lymphopoietin and IL-33 are associated with the risk
of AD and asthma (Harada et al., 2011;Margolis et al., 2014; Savenije et al., 2014; Shimizu
et al., 2005). However, our exploration for candidate biomarkers in this study mainly
focused on proteins measurable in biological fluids, which can be obtained more easily.
By combining our results from the stepwise functional analyses, starting with exploring
proteins differentially expressed in the BALF, we could have determined Hspa8 as a
candidate biomarker. Hspa8, also termed heat shock cognate protein 70, belongs to the
heat shock protein (HSP) 70 family and plays an important role in protein quality control,
such as protein folding and antigen presentation by major histocompatibility complex
class II molecules to T cells (Bonam, Ruff & Muller, 2019). Hspa8 is also referred to as a
major chaperone of the chaperone-mediated autophagy process, which is an intracellular
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degradation mechanism, and it acts as a key component that binds to client substrates and
delivers them to the lysosome membrane (Wang &Muller, 2015). Although several studies
have shown that exogenous Hspa8 could suppress lipopolysaccharide-induced
inflammation in macrophages and attenuate dysfunction with anti-inflammatory
responses in experimental septic shock (Hsu et al., 2014; Sulistyowati et al., 2018), its
function in allergic conditions is still unknown. Hspa8 was constitutively expressed and
relatively less expressed during cellular stress, unlike Hsp70, which is otherwise known as a
typical stress-inducible protein (Bonam, Ruff & Muller, 2019). However, our findings
indicated that the expression of Hspa8 might be increased in situations where chronic
inflammation persists. Furthermore, the anti-inflammatory response mediated by
exogenous Hspa8 is thought to be a key function that contributes to unveiling its role in the
immune network and clarifying its association with allergic diseases.

There are several limitations in this study. First, it is controversial that several
observations in the asthma-only induced group were less strong; this could be due to the
low allergen dose in this study compared to that used in a conventional murine model for
asthma. The allergen was administered at a low dose in our model because we assumed
that if asthma was strongly induced, it may mask the change of symptoms triggered by
AM; further studies are warranted to alleviate this concern. Second, significant associations
for Hspa8 were obtained only by statistical analysis, which requires validation by
functional or pathophysiological studies. In other respects, it might also be important not
to overlook the candidate proteins that are functionally close or more approachable
experimentally, even though they showed relatively less significant associations. In this
regards, further studies are underway to ascertain if the ferritin light chain, which showed
only limited significance in our integrated analyses, might play a certain role in allergic
response.

CONCLUSIONS
In conclusion, we established a murine model for AM that could minimize skin irritation
and simplify the application of allergen during AD induction. Based on this improved AM
model, we found that Hspa8 had a significant association with AM through stepwise
functional analyses. Taken together, our findings provide novel evidence that Hspa8 has
potential as a candidate biomarker for AM. Although several studies have refuted the
concept of AM and asserted that the prevalence of AM has been overemphasized, it should
be recognized that research on AM can provide a new perspective for early prevention,
diagnosis, and treatment of allergic diseases (Yang, Fu & Zhou, 2020). We expect that our
findings will provide better knowledge of experimental models for AM and novel targets
for new treatment strategies for allergic diseases.

ADDITIONAL INFORMATION AND DECLARATIONS

Funding
This work was supported by research grants (2016-NI67002-00, 2017-NG67001-00, 2017-
NG67001-01, 2017-NG67001-02, 2020-NG-009-00, 2020-NG-009-01) from the Korea

Jeong et al. (2022), PeerJ, DOI 10.7717/peerj.13247 14/18

http://dx.doi.org/10.7717/peerj.13247
https://peerj.com/


Disease Control and Prevention Agency. The funders had no role in study design, data
collection and analysis, decision to publish, or preparation of the manuscript.

Grant Disclosures
The following grant information was disclosed by the authors:
Korea Disease Control and Prevention Agency: 2016-NI67002-00, 2017-NG67001-00,
2017-NG67001-01, 2017-NG67001-02, 2020-NG-009-00 and 2020-NG-009-01.

Competing Interests
The authors declare that they have no competing interests.

Author Contributions
� Kyu-Tae Jeong performed the experiments, analyzed the data, prepared figures and/or
tables, authored or reviewed drafts of the paper, and approved the final draft.

� Ji-Hye Do performed the experiments, analyzed the data, prepared figures and/or tables,
and approved the final draft.

� Sung-Hee Lee performed the experiments, prepared figures and/or tables, and approved
the final draft.

� Jeom-Kyu Lee conceived and designed the experiments, authored or reviewed drafts of
the paper, and approved the final draft.

� Woo-Sung Chang conceived and designed the experiments, prepared figures and/or
tables, authored or reviewed drafts of the paper, and approved the final draft.

Animal Ethics
The following information was supplied relating to ethical approvals (i.e., approving body
and any reference numbers):

The Institutional Animal Care and Use Committee of the Korea Centers for Disease
Control and Prevention approved the study (KCDC-031-16-2A, KCDC-033-17-2A,
KCDC-121-17-2A, KCDC-019-19-2A, KCDC-034-20-2A).

Data Availability
The following information was supplied regarding data availability:

The raw data for Figs. 2–4 is available in the Supplemental Files.

Supplemental Information
Supplemental information for this article can be found online at http://dx.doi.org/10.7717/
peerj.13247#supplemental-information.

REFERENCES
Aw M, Penn J, Gauvreau GM, Lima H, Sehmi R. 2020. Atopic march: collegium internationale

allergologicum update 2020. International Archives of Allergy and Immunology 181(1):1–10
DOI 10.1159/000502958.

Bantz SK, Zhu Z, Zheng T. 2014. The atopic march: progression from atopic dermatitis to allergic
rhinitis and asthma. Journal of Clinical and Cellular Immunology 5(2):202
DOI 10.4172/2155-9899.1000202.

Jeong et al. (2022), PeerJ, DOI 10.7717/peerj.13247 15/18

http://dx.doi.org/10.7717/peerj.13247#supplemental-information
http://dx.doi.org/10.7717/peerj.13247#supplemental-information
http://dx.doi.org/10.7717/peerj.13247#supplemental-information
http://dx.doi.org/10.1159/000502958
http://dx.doi.org/10.4172/2155-9899.1000202
http://dx.doi.org/10.7717/peerj.13247
https://peerj.com/


Bonam SR, Ruff M, Muller S. 2019. HSPA8/HSC70 in immune disorders: a molecular rheostat
that adjusts chaperone-mediated autophagy substrates. Cells 8(8):849
DOI 10.3390/cells8080849.

Busse WW. 2018. The atopic march: fact or folklore? Annals of Allergy, Asthma & Immunology
120(2):116–118 DOI 10.1016/j.anai.2017.10.029.

Choi EJ, Lee S, Kim HH, Singh TS, Choi JK, Choi HG, Suh WM, Lee SH, Kim SH. 2011.
Suppression of dust mite extract and 2,4-dinitrochlorobenzene-induced atopic dermatitis by the
water extract of Lindera obtusiloba. Journal of Ethnopharmacology 137(1):802–807
DOI 10.1016/j.jep.2011.06.043.

Choi JK, Kim SH. 2014. Inhibitory effect of galangin on atopic dermatitis-like skin lesions. Food
and Chemical Toxicology 68(Suppl. 1):135–141 DOI 10.1016/j.fct.2014.03.021.

Cohn L, Elias JA, Chupp GL. 2004. Asthma: mechanisms of disease persistence and progression.
Annual Review of Immunology 22(1):789–815
DOI 10.1146/annurev.immunol.22.012703.104716.

del Giudice MM, Rocco A, Capristo C. 2006. Probiotics in the atopic march: highlights and new
insights. Digestive and Liver Disease 38:288–290 DOI 10.1016/s1590-8658(07)60012-7.

Eder W, Ege MJ, von Mutius E. 2006. The asthma epidemic. New England Journal of Medicine
355(21):2226–2235 DOI 10.1056/NEJMra054308.

Eguiluz-Gracia I, Tay TR, Hew M, Escribese MM, Barber D, O’Hehir RE, Torres MJ. 2018.
Recent developments and highlights in biomarkers in allergic diseases and asthma. Allergy
73(12):2290–2305 DOI 10.1111/all.13628.

Gustafsson D, Sjöberg O, Foucard T. 2000. Development of allergies and asthma in infants and
young children with atopic dermatitis—a prospective follow-up to 7 years of age. Allergy
55(3):240–245 DOI 10.1034/j.1398-9995.2000.00391.x.

Han H, Roan F, Ziegler SF. 2017. The atopic march: current insights into skin barrier dysfunction
and epithelial cell-derived cytokines. Immunological Reviews 278(1):116–130
DOI 10.1111/imr.12546.

Harada M, Hirota T, Jodo AI, Hitomi Y, Sakashita M, Tsunoda T, Miyagawa T, Doi S,
Kameda M, Fujita K, Miyatake A, Enomoto T, Noguchi E, Masuko H, Sakamoto T,
Hizawa N, Suzuki Y, Yoshihara S, Adachi M, Ebisawa M, Saito H, Matsumoto K,
Nakajima T, Mathias RA, Rafaels N, Barnes KC, Himes BE, Duan QL, Tantisira KG,
Weiss ST, Nakamura Y, Ziegler SF, Tamari M. 2011. Thymic stromal lymphopoietin gene
promoter polymorphisms are associated with susceptibility to bronchial asthma. American
Journal of Respiratory Cell and Molecular Biology 44:787–793 DOI 10.1165/rcmb.2009-0418OC.

Hill DA, Spergel JM. 2018. The atopic march: critical evidence and clinical relevance. Annals of
Allergy, Asthma & Immunology 120(2):131–137 DOI 10.1016/j.anai.2017.10.037.

Hogan MB, Peele K, Wilson NW. 2012. Skin barrier function and its importance at the start of the
atopic march. Journal of Allergy 2012(1):901940 DOI 10.1155/2012/901940.

Hsu JH, Yang RC, Lin SJ, Liou SF, Dai ZK, Yeh JL, Wu JR. 2014. Exogenous heat shock cognate
protein 70 pretreatment attenuates cardiac and hepatic dysfunction with associated
anti-inflammatory responses in experimental septic shock. Shock 42(6):540–547
DOI 10.1097/SHK.0000000000000254.

Huang DW, Sherman BT, Lempicki RA. 2009. Systematic and integrative analysis of large gene
lists using DAVID bioinformatics resources. Nature Protocols 4(1):44–57
DOI 10.1038/nprot.2008.211.

Huang DW, Sherman BT, Stephens R, Baseler MW, Lane HC, Lempicki RA. 2008. DAVID gene
ID conversion tool. Bioinformation 2(10):428–430 DOI 10.6026/97320630002428.

Jeong et al. (2022), PeerJ, DOI 10.7717/peerj.13247 16/18

http://dx.doi.org/10.3390/cells8080849
http://dx.doi.org/10.1016/j.anai.2017.10.029
http://dx.doi.org/10.1016/j.jep.2011.06.043
http://dx.doi.org/10.1016/j.fct.2014.03.021
http://dx.doi.org/10.1146/annurev.immunol.22.012703.104716
http://dx.doi.org/10.1016/s1590-8658(07)60012-7
http://dx.doi.org/10.1056/NEJMra054308
http://dx.doi.org/10.1111/all.13628
http://dx.doi.org/10.1034/j.1398-9995.2000.00391.x
http://dx.doi.org/10.1111/imr.12546
http://dx.doi.org/10.1165/rcmb.2009-0418OC
http://dx.doi.org/10.1016/j.anai.2017.10.037
http://dx.doi.org/10.1155/2012/901940
http://dx.doi.org/10.1097/SHK.0000000000000254
http://dx.doi.org/10.1038/nprot.2008.211
http://dx.doi.org/10.6026/97320630002428
http://dx.doi.org/10.7717/peerj.13247
https://peerj.com/


Justice MJ, Dhillon P. 2016. Using the mouse to model human disease: increasing validity and
reproducibility. Disease Models & Mechanisms 9(2):101–103 DOI 10.1242/dmm.024547.

Kim HJ, Kim YJ, Lee SH, Yu J, Jeong SK, Hong SJ. 2014. Effects of Lactobacillus rhamnosus on
allergic march model by suppressing Th2, Th17, and TSLP responses via CD4(+)CD25(+)Foxp3
(+) Tregs. Clinical Immunology 153(1):178–186 DOI 10.1016/j.clim.2014.04.008.

KimMH, Choi YY, Yang G, Cho IH, Nam D, YangWM. 2013. Indirubin, a purple 3,2- bisindole,
inhibited allergic contact dermatitis via regulating T helper (Th)-mediated immune system in
DNCB-induced model. Journal of Ethnopharmacology 145(1):214–219
DOI 10.1016/j.jep.2012.10.055.

Lambrecht BN, Hammad H, Fahy JV. 2019. The cytokines of asthma. Immunity 50(4):975–991
DOI 10.1016/j.immuni.2019.03.018.

Lee HJ, Lee NR, Jung M, Kim DH, Choi EH. 2015. Atopic march from atopic dermatitis to
asthma-like lesions in NC/Nga mice is accelerated or aggravated by neutralization of stratum
corneum but partially inhibited by acidification. Journal of Investigative Dermatology
135(12):3025–3033 DOI 10.1038/jid.2015.333.

Lee HJ, Yoon NY, Lee NR, Jung M, Kim DH, Choi EH. 2014. Topical acidic cream prevents the
development of atopic dermatitis- and asthma-like lesions in murine model. Experimental
Dermatology 23(10):736–741 DOI 10.1111/exd.12525.

Margolis DJ, Kim B, Apter AJ, Gupta J, Hoffstad O, Papadopoulos M, Mitra N. 2014. Thymic
stromal lymphopoietin variation, filaggrin loss of function, and the persistence of atopic
dermatitis. JAMA Dermatology 150(3):254–259 DOI 10.1001/jamadermatol.2013.7954.

Odhiambo JA, Williams HC, Clayton TO, Robertson CF, Asher MI. 2009. Global variations in
prevalence of eczema symptoms in children from ISAAC phase three. The Journal of Allergy and
Clinical Immunology 124(6):1251–1258.e1223 DOI 10.1016/j.jaci.2009.10.009.

Palmer CN, Ismail T, Lee SP, Terron-Kwiatkowski A, Zhao Y, Liao H, Smith FJ, McLean WH,
Mukhopadhyay S. 2007. Filaggrin null mutations are associated with increased asthma severity
in children and young adults. The Journal of Allergy and Clinical Immunology 120(1):64–68
DOI 10.1016/j.jaci.2007.04.001.

Park SC, Kim H, Bak Y, Shim D, Kwon KW, Kim CH, Yoon JH, Shin SJ. 2020. An alternative
dendritic cell-induced murine model of asthma exhibiting a robust Th2/Th17-skewed response.
Allergy, Asthma & Immunology Research 12(3):537–555 DOI 10.4168/aair.2020.12.3.537.

Platts-Mills TA. 2015. The allergy epidemics: 1870–2010. The Journal of Allergy and Clinical
Immunology 136(1):3–13 DOI 10.1016/j.jaci.2015.03.048.

Raemdonck K, Baker K, Dale N, Dubuis E, Shala F, Belvisi MG, Birrell MA. 2016. CD4+ and
CD8+ T cells play a central role in a HDM driven model of allergic asthma. Respiratory Research
17(1):45 DOI 10.1186/s12931-016-0359-y.

Saunders SP, Moran T, Floudas A, Wurlod F, Kaszlikowska A, Salimi M, Quinn EM,
Oliphant CJ, Núñez G, McManus R, Hams E, Irvine AD, McKenzie AN, Ogg GS, Fallon PG.
2016. Spontaneous atopic dermatitis is mediated by innate immunity, with the secondary lung
inflammation of the atopic march requiring adaptive immunity. The Journal of Allergy and
Clinical Immunology 137(2):482–491 DOI 10.1016/j.jaci.2015.06.045.

Savenije OE, Mahachie John JM, Granell R, Kerkhof M, Dijk FN, de Jongste JC, Smit HA,
Brunekreef B, Postma DS, Van Steen K, Henderson J, Koppelman GH. 2014. Association of
IL33-IL-1 receptor-like 1 (IL1RL1) pathway polymorphisms with wheezing phenotypes and
asthma in childhood. The Journal of Allergy and Clinical Immunology 134(1):170–177
DOI 10.1016/j.jaci.2013.12.1080.

Jeong et al. (2022), PeerJ, DOI 10.7717/peerj.13247 17/18

http://dx.doi.org/10.1242/dmm.024547
http://dx.doi.org/10.1016/j.clim.2014.04.008
http://dx.doi.org/10.1016/j.jep.2012.10.055
http://dx.doi.org/10.1016/j.immuni.2019.03.018
http://dx.doi.org/10.1038/jid.2015.333
http://dx.doi.org/10.1111/exd.12525
http://dx.doi.org/10.1001/jamadermatol.2013.7954
http://dx.doi.org/10.1016/j.jaci.2009.10.009
http://dx.doi.org/10.1016/j.jaci.2007.04.001
http://dx.doi.org/10.4168/aair.2020.12.3.537
http://dx.doi.org/10.1016/j.jaci.2015.03.048
http://dx.doi.org/10.1186/s12931-016-0359-y
http://dx.doi.org/10.1016/j.jaci.2015.06.045
http://dx.doi.org/10.1016/j.jaci.2013.12.1080
http://dx.doi.org/10.7717/peerj.13247
https://peerj.com/


Schneider L, Hanifin J, Boguniewicz M, Eichenfield LF, Spergel JM, Dakovic R, Paller AS. 2016.
Study of the atopic march: development of atopic comorbidities. Pediatric Dermatology
33(4):388–398 DOI 10.1111/pde.12867.

Shannon P, Markiel A, Ozier O, Baliga NS, Wang JT, Ramage D, Amin N, Schwikowski B,
Ideker T. 2003. Cytoscape: a software environment for integrated models of biomolecular
interaction networks. Genome Research 13(11):2498–2504 DOI 10.1101/gr.1239303.

Shimizu M, Matsuda A, Yanagisawa K, Hirota T, Akahoshi M, Inomata N, Ebe K, Tanaka K,
Sugiura H, Nakashima K, Tamari M, Takahashi N, Obara K, Enomoto T, Okayama Y,
Gao PS, Huang SK, Tominaga S, Ikezawa Z, Shirakawa T. 2005. Functional SNPs in the distal
promoter of the ST2 gene are associated with atopic dermatitis. Human Molecular Genetics
14(19):2919–2927 DOI 10.1093/hmg/ddi323.

Sulistyowati E, Lee MY, Wu LC, Hsu JH, Dai ZK, Wu BN, Lin MC, Yeh JL. 2018. Exogenous
heat shock cognate protein 70 suppresses LPS-induced inflammation by down-regulating NF-κB
through MAPK and MMP-2/-9 pathways in macrophages. Molecules 23(9):2124
DOI 10.3390/molecules23092124.

Szklarczyk D, Gable AL, Lyon D, Junge A, Wyder S, Huerta-Cepas J, Simonovic M,
Doncheva NT, Morris JH, Bork P, Jensen LJ, Mering CV. 2019. STRING v11: protein–protein
association networks with increased coverage, supporting functional discovery in genome-wide
experimental datasets. Nucleic Acids Research 47(D1):D607–D613 DOI 10.1093/nar/gky1131.

Thomsen SF. 2015. Epidemiology and natural history of atopic diseases. European Clinical
Respiratory Journal 2(1):24642 DOI 10.3402/ecrj.v2.24642.

Tran MM, Lefebvre DL, Dharma C, Dai D, Lou WYW, Subbarao P, Becker AB, Mandhane PJ,
Turvey SE, Sears MR. 2018. Predicting the atopic march: results from the Canadian healthy
infant longitudinal development study. The Journal of Allergy and Clinical Immunology
141(2):601–607 DOI 10.1016/j.jaci.2017.08.024.

Wang F, Muller S. 2015. Manipulating autophagic processes in autoimmune diseases: a special
focus on modulating chaperone-mediated autophagy, an emerging therapeutic target. Frontiers
in Immunology 6(22):252 DOI 10.3389/fimmu.2015.00252.

Yang L, Fu J, Zhou Y. 2020. Research progress in atopic march. Frontiers in Immunology 11:1907
DOI 10.3389/fimmu.2020.01907.

Zissler UM, Esser-von Bieren J, Jakwerth CA, Chaker AM, Schmidt-Weber CB. 2016. Current
and future biomarkers in allergic asthma. Allergy 71(4):475–494 DOI 10.1111/all.12828.

Jeong et al. (2022), PeerJ, DOI 10.7717/peerj.13247 18/18

http://dx.doi.org/10.1111/pde.12867
http://dx.doi.org/10.1101/gr.1239303
http://dx.doi.org/10.1093/hmg/ddi323
http://dx.doi.org/10.3390/molecules23092124
http://dx.doi.org/10.1093/nar/gky1131
http://dx.doi.org/10.3402/ecrj.v2.24642
http://dx.doi.org/10.1016/j.jaci.2017.08.024
http://dx.doi.org/10.3389/fimmu.2015.00252
http://dx.doi.org/10.3389/fimmu.2020.01907
http://dx.doi.org/10.1111/all.12828
http://dx.doi.org/10.7717/peerj.13247
https://peerj.com/

	Association of heat shock protein 8 with atopic march in a murine experimental model
	Introduction
	Materials and Methods
	Results
	Discussion
	Conclusions
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile (None)
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Average
  /ColorImageResolution 300
  /ColorImageDepth 8
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Average
  /GrayImageResolution 300
  /GrayImageDepth 8
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Average
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


