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[ Abstract ] Lung cancer is one of the most important malignant tumors of human health and life in the world, and is
the leading cause of death in the world. At present, it is believed that it is caused by many factors. Circular RNA (circRNA), as
a class of non-coding RNA family, has covalently closed loop structure. CircRNA is abundant in different cells. CircRNAs due
to the special structure, with a high degree of specificity, conservation and stability, may have a potential clinical value in the
development of lung cancer. The biological function of circRNA is multi-faceted, including miRNA sponge, transcriptional and
alternative splicing, protein coding , and so on. Currently, the role and mechanism of circRNA in lung cancer is not very clear.

In this paper, the characteristics, function, mechanism and the role of circRNAs in the occurrence and development of lung

cancer are reviewed.
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