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A B S T R A C T

Candida species are significant causes of mucosal and systemic infections in immune compromised populations,
including HIV-infected individuals and cancer patients. Drug resistance and toxicity have limited the use of anti-
fungal drugs. A good comprehension of the nature of the immune responses to the pathogenic fungi will aid in the
developing of new approaches to the treatment of fungal diseases. In recent years, extensive research has been
done to understand the host defending systems to fungal infections. In this review, we described how pattern
recognition receptors senses the cognate fungal ligands and the cellular and molecular mechanisms of anti-fungal
innate immune responses. Furthermore, particular focus is placed on how anti-fungal signal transduction cascades
are being activated for host defense and being modulated to better treat the infections in terms of immunotherapy.
Understanding the role that these pathways have in mediating host anti-fungal immunity will be crucial for future
therapeutic development.
1. Introduction

Candida species are ranked as the fourth-greatest cause of hospital-
acquired bloodstream infections, and are the most common human
fungal pathogens with up to 40% mortality. Candida species grow
asymptomatically in human gastrointestinal tract and skin in immuno-
competent individuals. However, under certain condition, Candida spe-
cies can cause severe mucosal and systemic infections. Risk factors
include central venous catheter implants, major surgeries such as neu-
tropenia, organ transplants, cancer therapy, and HIV infection. Current
anti-fungal drugs include three major classes - polyenes, azoles, and
echinocandins (Bustamante, 2005; Eggimann et al., 2003; Horn et al.,
2009). However, drug resistance and toxicity (Perlin, 2015; Whaley
et al., 2016) have inhibited the efficacy of anti-fungal medicines.

To protect the host from fungal pathogens including Candida species,
the host immune system utilizes innate immune cells such as macro-
phages and neutrophils as the first line of defense to clear pathogens. A
deep understanding of the mechanisms by which host-pathogen interacts
and immune responses to fungal dissemination, will assist in developing
immune-based strategies to combat fungal infections. Here we focus on
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the signal transduction events upon receptor clustering and engagement
by fungal ligands. We also summarize recent discoveries of the mecha-
nisms whereby the modulation of key molecules involved in the cascades
facilitate host anti-fungal outcomes. These studies provide thoughtful
insights for developing new therapeutic anti-fungal approaches.

2. Fungal recognition by PRRs

The C. albicans cell wall is firm while dynamic, and essential for
fungal viability since it functions as a rigid but adaptable layer to sustain
cell shape. It also expresses important fungal virulence proteins such as
Candidalysin (Naglik et al., 2019) and is the first line of defending against
host immune system. The C. albicans cell wall can be viewed as a layered
structure, comprised of an outer layer of glycosylated proteins with 80%–

90% mannose, and an inner layer of polysaccharides β (1,3)-glucan, β (1,
6)-glucan and chitin (Free, 2013). Each type of polysaccharides of the
C. albicans cell wall is important pathogen-associated molecular patterns
(PAMPs) and exhibit immunomodulatory properties. They are recog-
nized by cognate pattern recognition receptors (PRRs) on the immune
cells (Gow et al., 2007), which subsequently induce immune responses
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towards fungal pathogens.
β-1,3-glucan, which constitutes ~40% of cell wall dry weight of

C. albicans, is detected by Dectin-1, a well-studied PRR for promotion of
fungicidal activity for immune cells (Brown, 2006; Brown et al., 2002,
2003; Chen et al., 2019; Goodridge et al., 2011). Dectin-1 belongs to the
C-type lectins (CLRs), and is a type II transmembrane protein highly
expressed on myeloid-derived phagocytes (monocyte/macrophage,
dendritic cells, and neutrophil lineages) and required for proper modu-
lation of immune responses (Taylor et al., 2002). Dectin-1-deficient
leukocytes exhibit significantly impaired responses to fungal infections
even fungi was being treated with opsonins. Impaired leukocyte re-
sponses include reduced inflammatory cell recruitment and enhanced
fungal dissemination (Taylor et al., 2007). Dectin-1 contains an extra-
cellular carbohydrate recognition domain, and an intracellular immu-
noreceptor tyrosine-based activation (ITAM)-like motif. Dectin-1
activation trigger recruitment and activation of nicotinamide adenine
dinucleotide phosphate (NADPH) oxidase, which leads to release of
antimicrobial reactive oxygen species (ROS) into the phagosome
(Underhill et al., 2005). Dectin-1 activation also triggers inflammatory
responses, including production of the proinflammatory cytokines. These
elements recruit other immune cells to the site of infection, leading
Fig. 1. Signal transduction upon C. albicans infections. Dectin-1, Dectin-2 and
marized in this review. The tyrosine (Y) located in the YXXL motif of the intracellula
tyrosine kinase Src. The phosphorylated YXXL motif recruit SHP2, which subsequently
complex through PKCδ. This eventually activates the transcriptional factor NF-κB,
scription and production. Several major CLR molecules are also being modified post
including Cbl-b, c-Cbl, TRIM31, and TRIM62. Deubiquitination also occurs to CARD

2

ultimately to the differentiation of CD4þ T helper 1 and 17 (Th1 and
Th17) for long-term memory of fungal infection (Taylor et al., 2007).

The outer layer of the glycosylated cell wall proteins is also essential
for the immune recognition during fungal infection. The mannan layer
has complicated biochemical polysaccharide makeup, it is conceivable
that several PRRs participates in the immune recognition. For instance,
mannose receptor detects α-(1, 2)→(1, 3) mannose of N-mannan, TLR2
(Toll-like receptor 2) targets phospholipomannan and TLR4 targets O-
mannan, while Dectin-2, -3 and Galectin-3 participate in α-mannan and
β-mannan recognition respectively (Netea et al., 2006). Wang et al.
recently identified the C. albicans small secreted cysteine-rich protein
Sel1 is a novel PAMP for TLR2 and TLR4 (Wang et al., 2019). Several
TLRs including TLR2 and TLR4 coordinate with Dectin-1 for fungal
recognition (Gantner et al., 2003; Viens et al., 2022; Wang et al., 2019;
Willcocks et al., 2013). TLRs link the downstream adaptors MyD88
(myeloid differentiation primary response 88) to activate the signaling
including nuclear factor (NF)-κB and mitogen-activated protein kinases
(MAPKs) such as extracellular signal regulated kinase (ERK), c-Jun
N-terminal kinase (JNK), and p38 for the induction of proinflammatory
cytokines and chemokines (Gantner et al., 2003). Li et al. demonstrated
that TLR2 is also able to form heterodimers with the C-type lectin
Dectin-3 are the main CLRs receptors for recognizing fungal ligands and sum-
r domain of Dectin-1 and FcRγ adaptor chain is primarily phosphorylated by the
recruits Syk via its ITAM motif at the C-terminus. Syk then activates the CARD9
which translocates to the nucleus to induce pro-inflammatory cytokines tran-
-translationally by E3 ligase-mediated K48-linked, or K27-linked ubiquitination,
9 modulated by the deubiquitinase OTUD1.



Table 1
The post-translational modifications (PTMs) of key molecules in CLR signaling.

Molecules Regulators
of PTMs

PTMs Site Functions

Dectin-1 Cbl-b K48-linked
ubiquitination

Lys2,
Lys7,
Lys34

E3 ligase Cbl-b targets
Dectin-1 at Lys2/7/34
for K48-linked
ubiquitination and
degradation (Xiao
et al., 2016).

Src Phosphorylation Y15 Src phosphorylates
the YXXL motif of
Dectin-1 to trigger
signal transduction
(Rogers et al., 2005).

Dectin-2 Cbl-b K48-linked
ubiquitination

Lys10 E3 ligase Cbl-b targets
Dectin-2 at Lys10 for
K48-linked
ubiquitination and
degradation (Xiao
et al., 2016; Zhu
et al., 2016).

Dectin-3 Cbl-b K48-linked
ubiquitination

Lys 9 E3 ligase Cbl-b targets
Dectin-3 at Lys 9 for
K48-linked
ubiquitination and
degradation (Zhu
et al., 2016).

Src Csk Phosphorylation Y530 Csk kinase
phosphorylates Src at
Y530, which binds
intramolecularly to
the SH2 domain to
inhibit Src activation
(Okada & Nakagawa,
1989).

Src Auto-
phosphoryaltion

Y419 Src activation is
mediated through
auto-phosphorylation
at Y419.

Syk Src Phosphorylation Y525 Src phosphorylates
Syk at Y525 to fully
activates Syk activity
(El-Hillal et al., 1997)

Cbl-b K48-linked
ubiquitination

N/A E3 ligase Cbl-b
interacts with Syk at
Y317 for K48-linked
ubiquitination and
degradation
(Wirnsberger et al.,
2016; Xiao et al.,
2016).

TRIM31 K27-linked
ubiquitination

Lys375,
Lys517

E3 ligase TRIM31
targets Syk at Lys375
and Lys517 for K27-
linked ubiquitination
and promotes Syk
phosphorylation
(Wang et al., 2021).

PKCδ N/A Phophorylation Y311 Syk-mediated PKCδ
phosphorylation at
Y311 is essential for
anti-fungal immunity
(Strasser et al., 2012).

CARD9 PKCδ Phosphorylation T231 PKCδ-induced CARD9
phosphorylation at
T231 is essential for
CBM complex
formation (Gross
et al., 2006).

TRIM62 Ubiquitination Lys125 E3 ligase TRIM62
targets CARD9 at
Lys125 for K27-linked
ubiquitination to
promote anti-fungal
immunity (Cao et al.,
2015).

(continued on next page)
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receptor 2d CLEC2D that enhances the β-glucan recognition. The heter-
odimers negatively regulate anti-fungal immunity through E3 ligase
Smurf1-mediated K48-linked ubiquitination and degradation of MyD88,
and eventually suppressing IL-12 production (Li et al., 2023). TLR7 and
TLR9, which are located on intracellular endosomal membranes, have
also been implicated in antifungal immunity (Bourgeois et al., 2011;
Kasperkovitz et al., 2011).

3. Signaling transduction upon fungal infections

Clearance of fungal pathogens including C. albicans starts with im-
mune recognition of the microbes. Receptor engagements initiates
phagocytosis to internalize the invading pathogens for degradation. This
phagocytic event leads to locally concentrated signal cascades that are
gathered with protein kinases, lipid signal transducers including phos-
photidylserine (PS) and phosphoinositides (PIPs). All these events
collectively promote, and coordinate phagosome maturation marked by
fusion with lysosomes to form an increasingly acidified compartment for
elimination of the engulfed microbes (Levin et al., 2016; Levin-Konigs-
berg et al., 2019). So far, tremendous work has been done to illustrate the
signaling transduction cascades that are critical for antifungal immunity.
We summarize the recent discoveries and the physiological significance
on host immune responses to fungal infections (Fig. 1), and included the
post-translational modifications (PTMs) of key molecules in CLR
signaling in Table 1.

3.1. C-type lectin receptors

Dectin-1 mediates phagocytosis and pathogen clearance (Herre et al.,
2004). The extracellular domain of Dectin-1 recognizes β (1,3)-glucan,
and followed by tyrosine (Y) residue within the cytoplasmic ITAM
phosphorylation by Src family kinases (Table 1). The ITAM-based
signaling events lead to the spleen tyrosine kinase (Syk) recruitment
(El-Hillal et al., 1997), followed by caspase-recruitment domain
(CARD)-mediated aggregation of CARD9 (Gross et al., 2006) with the
adaptor protein B cell lymphoma 10 (BCL-10) and the associated
mucosa-associated lymphoid tissue lymphoma translocation protein 1
(MALT1), triggering activation of the NF-κB pathway (Bi et al., 2010),
and the MAP kinases (Slack et al., 2007).

Mentrup et al. refined the degradative pathway of Dectin-1 which
differs dramatically dependent on the presence of the stalk region
(Dectin-1a form) or not (Dectin-1b form). The observation that Dectin-1
internalization results in the ubiquitination-mediated receptor degrada-
tion and immediate signaling shutdown, was mostly validated for the
stalkless Dectin-1b form in the C57BL/6J mouse strain. Mentrup et al.
reported that the Dectin-1a isoform internalization in BALB/c mice and
human results in the formation of a stable receptor fragment without the
extracellular ligand binding domain (Mentrup et al., 2022a). This trun-
cated fragment persists in phagosome and continues the signal trans-
duction through association with Syk. The eventual signaling is
terminated by the intramembrane proteases Signal Peptide
Peptidase-like (SPPL) 2a and 2b to cleave the residual fragment off the
phagosome. Immune cells deficient in SPPL2b demonstrate increased
anti-fungal ROS production, and cytokine responses (Mentrup et al.,
2022b).

Dectin-2, another type of C-type lectin expressed by myeloid cells,
selectively binds to hyphal mannose of C. albicans instead of the yeast
form (Sato et al., 2006). Although the cytoplasmic region of Dectin-2
lacks the ITAM motif which is included in Dectin-1, Fc receptor γ
(FcRγ) chain fills in and transduces the signal down to NF-κb for proin-
flammatory elements production. Saijo et al. studied the role of Dectin-2
during systemic C. albicans infection by using Dectin-2-deficient
(Clec4n�/�) mice. They identified that Dectin-2 is essential for Candida
α-mannan recognition and proinflammatory cytokine expression, and
Dectin-2 particularly boosts differentiation of Th17 cells that is crucial
for clearing systemic candidiasis (Saijo et al., 2010). Zhu et al. further
3



Table 1 (continued )

Molecules Regulators
of PTMs

PTMs Site Functions

OTUD1 De-
ubiquitination

N/A Deubiquitinase
OTUD1 cleaves
polyubiquitin chains
off from CARD9 to
negatively modulate
anti-fungal signaling
(Chen et al., 2021).

NF-κB Raf1 Phosphorylation Ser276
of p65

The kinase Raf1
phosphorylates p65 at
Ser276 to positively
impact T helper cell
differentiation in DC
cells (Gringhuis et al.,
2009).

c-Cbl Ubiquitination RelB E3 ligase c-Cbl targets
noncanonical NF-κB
RelB for degradation
(Duan et al., 2021).
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advanced understanding of α-mannan recognition by showing the role of
Dectin-3, a previously unknown CLR in against C. albicans infection.
Dectin-3, reported to target trehalose 6,60-dimycolate (TDM), the
mycobacteria cell wall component, forms heterodimers with Dectin-2 to
sense α-mannan more effectively (Zhao et al., 2014; Zhu et al., 2013).
Genetically deleted Dectin-3 in host results in highly susceptible to fungal
infections by decreasing inflammatory responses (Zhu et al., 2013).

3.2. Src-Syk module

Src kinase is a proto-oncogene encoding a cytoplasmic protein tyro-
sine kinase. Src is classified as a nonreceptor tyrosine kinase belonging to
the Src family kinases, which include several members with similar
functions and structures. Src family kinases play critical roles in cancer
progression, inflammation-related and antifungal signaling pathway
(Roskoski, 2015). Src activity is regulated by the autophosphorylation of
its own tyrosine residues. There are two critical tyrosine residues (Y419
and Y530 in human) and the SH2 (Src-homology 2) domain that is
essential for activity maintenance. The tyrosine closest to the C-terminus
(Y530) is continuously phosphorylated by Csk, a negative regulator of Src
activity. The phosphorylated Y530 residue binds intramolecularly to the
SH2 domain of Src, occupying the kinase site and maintaining Src cata-
lytically inactive (Okada & Nakagawa, 1989). Upon fungal ligand bind-
ing, Src becomes activated by removing the phosphate from the
C-terminal tyrosine by CD45 and CD148, two structurally related trans-
membrane tyrosine phosphatases (Goodridge et al., 2011). The activated
Src subsequently phosphorylates the YXXL motif with the intracellular
ITAM domain of Dectin-1 to trigger the signal transduction (Rogers et al.,
2005).

Syk is a 72 kDa non-receptor tyrosine kinase that contains two SH2
domains and a kinase domain. Syk localizes mostly in the cytosol and
keeps an autoinhibited structure in resting cells. Upon ligand ligation,
Syk binds to the p-YXXL motif of Dectin-1 cytoplasmic tail through its
SH2 domain, followed by interaction of Src with the receptor-bound Syk
(Rogers et al., 2005). This dual layer of regulation results in full activa-
tion for Syk (El-Hillal et al., 1997). The dual activation mechanism of Syk
has crucial physiological significance: the initial ITAM binding with
Dectin-1 promotes the transition to active conformation by opening up
the catalytic loop and therefore triggers rapid activation of Syk, and the
subsequent phosphorylation by Src results in long-control of the active
state. Syk has also been reported to trigger the autophosphorylation of its
tyrosine residues at the linker region, and this aids the maintenance of
Syk activity. Ten tyrosine residues in Syk that have been reported to be
auto-phosphorylated, and are involved in Syk-mediated downstream
signal transduction (Mocsai et al., 2010). In addition, Syk itself as a
tyrosine kinase, can phosphorylate ITAMs, providing a positive feedback
4

loop during initial binding to ITAM motif of Dectin-1.
Our laboratory identified the positive regulation of the tripartite

motif 31 (TRIM31) protein in modulating Syk-mediated signaling cas-
cades during fungal infection (Wang et al., 2021). The TRIM family has
been found to be involved in multiple biological processes including
combating viral infection and tumor progression by catalyzing K48- or
K63-linked polyubiquitination. We discovered that TRIM31 is an essen-
tial regulator for Syk activation via catalyzing the K27-linked poly-
ubiquitination at Lys375 and Lys517 of Syk. This promotes Syk binding
to the upstream CLRs and upregulates Syk kinase activity. Consequently,
TRIM31 protects hosts from systemic infection with C. albicans in the
mouse model via increasing the production of pro-inflammatory cyto-
kines and chemokines, which promotes the pathogen being cleared off
more efficiently.

Casitas B lymphoma-b (Cbl-b), a member of the RING-finger-type E3
ubiquitin ligases, has been reported to negatively regulate a couple of
signaling cascades, ranging from TCRs, BCRs, TLR4 etc. (Han et al., 2010;
Naramura et al., 2002; Sohn et al., 2003). In the context of anti-fungal
immunity, multiple groups demonstrated that Cbl-b promotes degrada-
tion of several key CLRs molecules and inhibit anti-fungal immune re-
sponses (Wirnsberger et al., 2016; Xiao et al., 2016; Zhu et al., 2016).
Cbl-b targets Syk, along with three major fungal ligand receptors
Dectin-1, Dectin-2, Dectin-3 for K48-linked polyubiquitination. Zhu et al.
refined that the ubiquitinated CLRs are further transported to lysosomes
through an endosomal sorting complex required for transport (ESCRT)
system (Zhu et al., 2016). Cbl-b deficiency protects mice with enhanced
anti-fungal responses, including increased inflammasome activation and
elevated reactive oxygen species production. Silencing the Cbl-b gene
expression by injection of the Cbl-b-specific siRNA intravenously through
the tail vein or injection of a cell-permeable Cbl-b inhibitory peptide
intraperitoneally protects mice from lethal systemic C. albicans infection.
Targeting Cbl-b may hence be a promising therapeutic approach for
enhancing host defense against fungal infections.

Deng et al. identified an essential role for the tyrosine phosphatase
SHP-2 in regulating CLR-involved Syk activation, and it operates as a
scaffold independent of its phosphatase activity in the context of fungal
infections (Deng et al., 2015). SHP-2 is a cytoplasmic tyrosine phos-
phatase important for the signaling induced by growth factors, cytokines
and hormones (Feng et al., 1993), and is composed of two tandem SH2
domains at the N-terminus, a tyrosine-phosphatase domain and a
carboxy-terminal tail. They found that a previously unnoticed ITAM
motif in the C-terminus of SHP-2 kinase domain is phosphorylated upon
ligation of various fungal ligands. This phosphorylated ITAM motif then
functions as a scaffold protein recruiting Syk to the CLR receptor, which
promotes the activation of Syk-mediated signaling events. SHP-2 in
myeloid cells is crucial for the induction of proinflammatory cytokines
and chemokines and anti-fungal responses of the TH17 subset of helper T
cells in controlling C. albicans infection (Deng et al., 2015).

Our laboratory identified the role of STING (stimulator of interferon
genes) in combating C. albicans infection (Chen et al., 2023) (Fig. 2).
STING is essential for host immune defense against bacterial and viral
infections. It senses endogenous cyclic dinucleotides, including cGAS
(cyclic GMP-AMP synthase)-synthesized 2, 3-cyclic GMP-AMP (2,
3-cGAMP) (Ishikawa & Barber, 2008); it recognizes exogenous cyclic
dimeric guanosine and adenosinemonophosphates (c-di-GMP, c-di-AMP)
released from bacteria (Zhang et al., 2020). STING activation subse-
quently provides protection against the invading viral and bacterial
pathogens by triggering autophagy and biosynthesis of interferon (Gui
et al., 2019). We found the negative impact for STING in regulating
activation of CLR-associated signaling cascades towards fungal in-
fections. Upon fungal stimulation, STING transits to the phagosomal
membrane that confines the fungi. This dramatically differs from the
conserved trafficking route where STING moves to the Golgi apparatus
from the ER when activated by cGAMP. In phagosome, STING binds with
Src via its first 18 amino acids directly, and this inhibits the formation of
Syk and Src complex demonstrated by biochemical results. Src catalyzes



Fig. 2. The nucleotide receptor STING negatively modulates antifungal immunity through inhibition of CLRs-associated signaling cascades. C. albicans
infections stimulate STING to translocate to the fungi-containing phagosome. In phagosomes, STING forms complex with Src and inhibits the recruitment and acti-
vation of Syk. Src triggers the tyrosine phosphorylation of STING at Y245 locus, and this further prevents Syk being recruited to the Dectin-1 receptor.
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STING tyrosine phosphorylation at Y245 locus, which further suppresses
Syk activation. It was found that STING negatively controls anti-fungal
immunity in vivo, and administration of the first 18-aa peptide of
STING improves the survival rate of mice in the systemic model of
C. albicans infections (Chen et al., 2023).
3.3. PKCδ-mediated CARD9 activation

Protein kinase C (PKC) family play major roles in human diseases
5

progression (Garg et al., 2014). Strasser et al. established an essential role
for PKCδ which couples CLR proximal events to CARD9 activation
(Strasser et al., 2012). Fungal ligand treatments induce PKCδ phos-
phorylation at the Y311 locus, and this induction is via the CLR signaling,
including the upstream kinases Src and Syk. PKCδ further engages
CARD9 and controls the activation of the canonical NF-κB activation to
selectively modulate the proinflammatory cytokine production but not
phagocytosis nor ROS secretion. Dendritic cells with Pkcδ deficiency, but
not those lacking PKCα, PKCβ, PKCβ and PKCθ exhibit impaired innate
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responses to CLRs stimulation. C. albicans-induced cytokine production is
dampened in immune cells lacking PKCδ, and mice with PKCδ deleted
survive better and have significantly less weight loss upon infections.

Gross et al. discovered that CARD9 is a key transducer downstream of
PKCδ signaling (Gross et al., 2006). Although not involved in TLR- or
BCR-induced signaling, Card9 controls innate anti-fungal immunity and
Dectin-1-mediated myeloid activation (Hara et al., 2007). Activated Syk
engages PKCδ to phosphorylate CARD9 at the threonine 231 locus
(Strasser et al., 2012). Phosphorylated CARD9 interacts with the CARD
domain of BCL10 and forms a CARD9-BCL10-MALT1 (CBM) complex,
and this initiates the conserved NF-kB pathway (Hara et al., 2007). On
the other hand, Jia et al. found upon that stimulation of C. albicans yeasts
or curdlan, a type of β (1,3)-glucan polymer produced from Alcaligenes
faecalis, CARD9 is not involved in Dectin-1-induced NF-κB activation but
instead is indispensable for Dectin-1-induced ERK MAPK activation. In
this scenario, Syk is activated upon β (1,3)-glucan stimulation, and
phosphorylates Ras-GRF1, which activates H-Ras and recruits CARD9 to
form a complex. This eventually leads to ERK activation (Jia et al., 2014).
Mice lacking of CARD9 expression is more susceptible to diverse fungal
infections, including Candida albicans, Cryptococcus neoformans, and
Aspergillus fumigatus and intracellular pathogen Listeria monocytogenes
(Campuzano et al., 2020; Hsu et al., 2007; Rieber et al., 2016; Zhang
et al., 2021).

The N-terminus of CARD9 is composed of a CARD domain followed
by two coiled-coil domains that serves as an oligomerization domain. The
C-terminus of CARD9 is essential for regulating its activity. Truncation of
the exon 11 of CARD9 (Δ11) at C-terminus shows significant impairment
of proinflammatory cytokines expression upon fungal ligand stimulation
(Cao et al., 2015). Inversely, upon fungal infections, the autophagy in-
hibitor protein Rubicon (Beclin-1-interacting cysteine-rich-containing) is
found to switch the binding partner to interact with CARD9 and disas-
semble it from the CBM complex. Rubicon is hence a feedback inhibitor
to terminate CARD9 signaling and coordinate the immune responses to
suppress excessive proinflammatory cytokines production (Yang et al.,
2012).

Ubiquitination of CARD9 is also key to control its activity. TRIM62
binds the C-terminus of CARD9 and catalyzes K27-linked poly-
ubiquitination at the K125 locus of CARD9 (Cao et al., 2015). The K125R
mutation terminates CLR-induced CARD9-mediated cytokine production
upon fungal ligand stimulation. Furthermore, Trim62-deleted mice
exhibit increased susceptibility to fungal infection. Our laboratory
screened the deubiquitinases (DUBs) and found the ovarian tumor (OTU)
DUB family member OTU DUB 1 (OTUD1) as a critical activator of
CARD9 function(Chen et al., 2021). OTUD1 directly interacts with
CARD9 and cleaves polyubiquitin chains off CARD9. OTUD1 deficiency
down-regulates the CARD9-mediated signaling and dampens production
of the proinflammatory elements upon fungal stimulation. Otud1-defi-
cient mice are therefore more sensitive to systemic fungal infection in
vivo. Our results indicated that OTUD1 plays a major role in
CLR-associated CARD9 signaling in antifungal immunity.

3.4. NF-κb

The NF-κB family is composed of five members that form hetero- and
homo-dimers: the transcriptionally active subunits p65, c-Rel and RelB,
and p50 and p52, the latter two lack transactivation domains (Gringhuis
et al., 2009). NF-κB dimers are normally inactive in the cytoplasm in
resting cells andmove into the nucleus after activation by various stimuli.
The conserved NF-κB activation cascade starts with activation of the IκBα
kinase (IKK) complex, which is controlled by phosphorylation of the
catalytic subunits IKKα and IKKβ. The activated IKK complex subse-
quently phosphorylates IκBα proteins, followed by
ubiquitination-dependent degradation of IκBα. This leads to NF-κB
translocation into the nucleus for the activation of cytokine genes.

Gringhuis et al. showed that the serine/threonine kinase Raf1 is
important for inducing Th1- and Th17- polarizing cytokines production in
6

response to both curdlan and C. albicans infection (Gringhuis et al.,
2009). Raf-1 has been reported to be involved in cell proliferation,
oncogenic transformation, and apoptosis (Romano et al., 2014). In the
context of fungal infections, Dectin-1-mediated Syk signaling activates
the canonical p65 and c-Rel, and the noncanonical RelB. The kinase Raf1
is found to be activated downstream of Dectin-1 signaling cascade and
modulate RelB activity in a Syk-independent manner. The mechanism
that Raf1 modulates pro-inflammatory cytokines expression is achieved
through two layers: 1. Raf-1 phosphorylates p65 at the Ser276 locus that
promotes the formation of inactive p65-RelB dimers. Repression of RelB
inversely induces the expression of IL-12p40 and IL-1β by recruiting
more RNA polymerase to the promoter region of the cytokine genes; 2.
p65 phosphorylation at Ser276 is prone to its acetylation by histone
acetyltransferase and therefore increases its DNA affinity and trans-
activation activity. Raf1 is essential to T helper cell differentiation by
influencing cytokine expression such as IL12p70 and IL23, and hence
being crucial in the induction of adaptive immunity to C. albicans
(Gringhuis et al., 2009).

Duan et al. identified that the c-Cbl (Casitas B-lineage lymphoma), a
RING finger E3 ubiquitin ligase is involved fungal induced intestinal
inflammation through ubiquitinating and degrading RelB (Duan et al.,
2021). Mice with DC-specific deletion of c-Cbl are more prone to DSS
(dextran sodium sulfate)-induced colitis, shown by increased bowl
inflammation such as neutrophils infiltration in the colon. c-Cbl performs
the inhibitory effects of bowl inflammation via degrading RelB upon
α-mannan stimulation. Degradation of RelB makes it no longer repress
p65-mediated transcription of IL-10, a type of protective
anti-inflammatory cytokine in inflammatory bowel disease. The
c-Cbl-deficient BMDCs treated with α-mannan therefore has lower
expression of IL-10. Inhibiting fungal growth by antifungal agent flu-
conazole, or inhibition of RelB activation in vivo aids in improving colitis
in mice with c-Cbl-deficient (Duan et al., 2021).

4. Connections between fungal microorganisms and cancer
progression

Currently, the importance of the microbiome for human health and
disease, particularly cancer pathogenesis and prognosis has become
increasingly evident. Our bodymicrobiota is composed of bacteria, fungi,
and viruses (Li et al., 2019). Many studies have demonstrated the role of
bacteria and viruses in tumor progression, whereas the impact of fungal
microorganisms (mycobiota) remains largely unknown. Although it ac-
counts for a low biomass compared to the bacterial load, the mycobiota
has an unquestionable impact on health and disease. Not only are fungi
significant commensals within the human gastrointestinal tracts but they
also demonstrate as opportunistic pathogens especially in individuals
with immunocompromised immune systems, such as HIV-infected pop-
ulation and patients with cancer.

Gut mycobiota is an essential component of the intestinal microbiome
and comprise<1% of commensal microbial species (Li et al., 2019). They
play an indispensable role in modulating intestinal physiology and
well-being. C. albicans is common in humans whereas Candida tropicalis
populates in mice. Severe dysbiosis of commensal gut fungi often results
in host immune-related diseases, including intestinal bowl disease. The
key role of CARD9 in controlling the DSS model of colitis-associated
colorectal cancer (CAC) has been illustrated by multiple groups (Malik
et al., 2018; Wang et al., 2018a). Card9 deficiency results in increased
intestinal tumor mass, and the modes of how CARD9 activation in
myeloid cells affects CAC could be illustrated from two aspects. Malik
et al. (Malik et al., 2018) suggest that fungi-induced Card9 activation
inhibits tumor growth by controlling inflammasome caspase 1 activation
and subsequent IL-18 maturation in the colon during colitis and colon
cancer. Since IL-18 promoted epithelial barrier restitution and IFN-γ
production by inducing intestinal CD8þ T cells activation, exogenous
supplementation of IL-18 during DSS administration improves the host
outcome in Card9-deficient mice, including relieving colitis symptom
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and reducing tumor incidence. Pretreatment with anti-fungal agents
depleted the gut commensal fungal species and exacerbated colitis and
CRC. This proposes that commensal fungi might be responsible for
tumor-suppressive signaling events via promotion of Card9-dependent
inflammasome activation. In contrast, Wang et al. showed that Card9
controls C. tropicalis replication in murine macrophages. C. tropicalis in-
duces differentiation of immunosuppressive myeloid-derived suppressor
cells (MDSCs), which in turn suppress T cell activation. Colonization of
germ-free mice with C. tropicalis enhances tumor mass, demonstrating
the tumor-promoting properties of this fungal species (Wang et al.,
2018b). These studies support an important contribution of commensal
fungi to CRC and Card9-associated signaling cascades in controlling in-
testinal tumor progression.

Liu et al. recently provide insights to uncover the link between the
fungal microbiome and lung cancer (Liu et al., 2023). The researchers
utilized multi-omics techniques to analyze the species and distribution of
fungal microbiome in lung adenocarcinoma (LUAD) patients. They un-
covered an enrichment of the fungus Aspergillus sydowii within tumors of
LUAD patients. By employing a LUAD murine model, they found that
tumors exposed to A. sydowii treatment have an increased fungal burden,
which is in line with findings from patient samples. The A. sydowii cell
wall component β-glucan was further proved to be able to induce the
Dectin-1/CARD9 signaling pathway and result in increased IL-1β secre-
tion. The elevated IL-1β secretion promotes the recruitment and activa-
tion of MDSCs from bone marrow, and MDSCs was found to suppress T
cells killing LUAD cells in vitro, as well as driving the polarization of
primary CD4þ T cells into regulatory T cells (Tregs).

It is unequivocally that the CLRs/CARD9 axis participates in fungal-
developed tumor progression, while CARD9 also gets involved in
several inflammatory diseases such as inflammatory bowl disease (IBD)
and allergic bronchopulmonary aspergillosis (ABPA), a hypersensitive
reaction to fungal Aspergillus species. Most importantly, diverse single-
nucleotide polymorphisms (SNPs) in the human CARD9 gene have
been reported to clinically relate to these diseases. For instance, a
missense mutant of CARD9, SNP rs4077515, which carries an asparagine
mutation at position 12 (CARD9S12N), associates with both IBD and ABPA
diseases (McGovern et al., 2010; Xu et al., 2018). Xu et al. uncovered the
mechanism of SNP rs4077515 in CARD9 causing ABPA by utilizing
knock-in mice with CARD9S12N-encoding alleles. They demonstrated that
CARD9S12N causes abnormal activation of RelB and excessive production
of IL-5 responding to A. fumigatus. This skews T cell responses toward
TH2 differentiation, and the CARD9S12N mice displayed an allergic pul-
monary response to fungal infection.

Programmed death ligand 1 (PD-L1) has been widely considered as a
type I transmembrane protein that interacts with its receptor, pro-
grammed cell death 1 (PD-1). This binding induces T cell de-activation
and the following immune escape. During C. albicans infection, PD-L1
has been found to express on T cells and natural killer cells, and immu-
notherapy with anti-PD-L1 antibodies relieves sepsis-induced immuno-
suppression and improves survival during systemic C. albicans infections
(Kamimura et al., 2019). Yu et al. discovered that during C. albicans
infection, the expression of PD-L1 on murine and human neutrophils is
enhanced upon fungal cell wall ligand β-glucan engagement (Yu et al.,
2022). PD-L1 governs neutrophil mobilization by regulating secretion of
CXCL1 and CXCL2 during C. albicans infection. Neutrophil-specific PD-L1
deficiency impairs CXCL1/2 secretion in bone marrow but not in kidney
and serum, therefore promotes neutrophil migration from germinal
center bone marrow to the peripheral circulation. PD-L1 performs this
negative regulation in anti-fungal immunity independent of binding with
PD-1, other than the canonical interaction with PD-1 during tumor pro-
gression. Moreover, mice receiving PD-L1 blocking antibody manifest
improved neutrophil-based outcomes against C. albicans sepsis, exhibit-
ing increase of neutrophil infiltration into the kidney instead of accu-
mulation in bone marrow.
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5. Conclusion

Altogether, in recent years we have witnessed a significant
improvement in understanding the cellular andmolecular mechanisms of
host anti-fungal immunity. A much deeper comprehension has been
obtained as to the signaling transduction pathways that are responsible
for activation of host defenses. The continuing discovery of the key
molecules involved in the pathways, especially modulation of their ac-
tivity further impacting anti-fungal responses has greatly improved our
knowledge in terms of developing immunotherapy against fungal-
induced sepsis. Another exciting improvement is the ongoing apprecia-
tion of the complex interplay between mycobiota and human diseases.
The human mycobiome has been suggested to be implicated in carcino-
genesis and numerous studies have demonstrated an important but
sometimes controversy roles of CLR-mediated signal pathways in con-
trolling disease progression. Further research is needed by using multi-
omics methodology to examine the carcinogenic potential of fungi and
the associated signal pathways to provide a theoretical basis for cancer
control.
Declaration of competing interest

The authors declare that they have no known competing financial
interests or personal relationships that could have appeared to influence
the work reported in this paper.

Acknowledgements

This work was supported by grants from the National Natural Science
Foundation of China (81930039, 32230033, 82321002 to C.G.,
82001678 to T.C.). This work was also supported by China Postdoctoral
Science Foundation (2020M672065 to T.C.), Future Scholar Program of
Shandong University.

References

Bi, L., Gojestani, S., Wu, W., Hsu, Y. M., Zhu, J., Ariizumi, K., & Lin, X. (2010). CARD9
mediates dectin-2-induced IkappaBalpha kinase ubiquitination leading to activation
of NF-kappaB in response to stimulation by the hyphal form of Candida albicans.
Journal of Biological Chemistry, 285, 25969–25977.

Bourgeois, C., Majer, O., Frohner, I. E., Lesiak-Markowicz, I., Hildering, K. S., Glaser, W.,
Stockinger, S., Decker, T., Akira, S., Muller, M., et al. (2011). Conventional dendritic
cells mount a type I IFN response against Candida spp. requiring novel phagosomal
TLR7-mediated IFN-beta signaling. J Immunol, 186, 3104–3112.

Brown, G. D. (2006). Dectin-1: A signalling non-TLR pattern-recognition receptor. Nature
Reviews Immunology, 6, 33–43.

Brown, G. D., Herre, J., Williams, D. L., Willment, J. A., Marshall, A. S., & Gordon, S.
(2003). Dectin-1 mediates the biological effects of beta-glucans. Journal of
Experimental Medicine, 197, 1119–1124.

Brown, G. D., Taylor, P. R., Reid, D. M., Willment, J. A., Williams, D. L., Martinez-
Pomares, L., Wong, S. Y., & Gordon, S. (2002). Dectin-1 is a major beta-glucan
receptor on macrophages. Journal of Experimental Medicine, 196, 407–412.

Bustamante, C. I. (2005). Treatment of Candida infection: A view from the trenches.
Current Opinion in Infectious Diseases, 18, 490–495.

Campuzano, A., Castro-Lopez, N., Martinez, A. J., Olszewski, M. A., Ganguly, A., Leopold
Wager, C., Hung, C. Y., & Wormley, F. L., Jr. (2020). CARD9 is required for Classical
macrophage activation and the induction of protective immunity against pulmonary
Cryptococcosis. mBio, 11.

Cao, Z., Conway, K. L., Heath, R. J., Rush, J. S., Leshchiner, E. S., Ramirez-Ortiz, Z. G.,
Nedelsky, N. B., Huang, H., Ng, A., Gardet, A., et al. (2015). Ubiquitin ligase TRIM62
regulates CARD9-mediated anti-fungal immunity and intestinal inflammation.
Immunity, 43, 715–726.

Chen, T., Feng, Y., Sun, W., Zhao, G., Wu, H., Cheng, X., Zhao, F., Zhang, L., Zheng, Y.,
Zhan, P., et al. (2023). The nucleotide receptor STING translocates to the phagosomes to
negatively regulate anti-fungal immunity. Immunity.

Chen, T., Jackson, J. W., Tams, R. N., Davis, S. E., Sparer, T. E., & Reynolds, T. B. (2019).
Exposure of Candida albicans beta (1,3)-glucan is promoted by activation of the Cek1
pathway. PLoS Genetics, 15, Article e1007892.

Chen, X., Zhang, H., Wang, X., Shao, Z., Li, Y., Zhao, G., Liu, F., Liu, B., Zheng, Y.,
Chen, T., et al. (2021). OTUD1 regulates antifungal innate immunity through
Deubiquitination of CARD9. J Immunol, 206, 1832–1843.

Deng, Z., Ma, S., Zhou, H., Zang, A., Fang, Y., Li, T., Shi, H., Liu, M., Du, M., Taylor, P. R.,
et al. (2015). Tyrosine phosphatase SHP-2 mediates C-type lectin receptor-induced

http://refhub.elsevier.com/S2772-8927(24)00009-9/sref1
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref1
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref1
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref1
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref1
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref2
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref2
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref2
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref2
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref2
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref3
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref3
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref3
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref4
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref4
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref4
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref4
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref5
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref5
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref5
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref5
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref6
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref6
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref6
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref7
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref7
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref7
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref7
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref8
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref8
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref8
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref8
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref8
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref9
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref9
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref9
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref10
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref10
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref10
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref11
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref11
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref11
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref11
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref12
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref12


T. Chen, C. Gao Cell Insight 3 (2024) 100154
activation of the kinase Syk and anti-fungal TH17 responses. Nature Immunology, 16,
642–652.

Duan, J. L., He, H. Q., Yu, Y., Liu, T., Ma, S. J., Li, F., Jiang, Y. S., Lin, X., Li, D. D.,
Lv, Q. Z., et al. (2021). E3 ligase c-Cbl regulates intestinal inflammation through
suppressing fungi-induced noncanonical NF-kappaB activation. Science Advances, 7.

Eggimann, P., Garbino, J., & Pittet, D. (2003). Management of Candida species infections
in critically ill patients. The Lancet Infectious Diseases, 3, 772–785.

El-Hillal, O., Kurosaki, T., Yamamura, H., Kinet, J. P., & Scharenberg, A. M. (1997). Syk
kinase activation by a src kinase-initiated activation loop phosphorylation chain
reaction. Proceedings of the National Academy of Sciences of the United States of America,
94, 1919–1924.

Feng, G. S., Hui, C. C., & Pawson, T. (1993). SH2-containing phosphotyrosine phosphatase
as a target of protein-tyrosine kinases. Science, 259, 1607–1611.

Free, S. J. (2013). Fungal cell wall organization and biosynthesis. Advances in Genetics, 81,
33–82.

Gantner, B. N., Simmons, R. M., Canavera, S. J., Akira, S., & Underhill, D. M. (2003).
Collaborative induction of inflammatory responses by dectin-1 and Toll-like receptor
2. Journal of Experimental Medicine, 197, 1107–1117.

Garg, R., Benedetti, L. G., Abera, M. B., Wang, H., Abba, M., & Kazanietz, M. G. (2014).
Protein kinase C and cancer: What we know and what we do not. Oncogene, 33,
5225–5237.

Goodridge, H. S., Reyes, C. N., Becker, C. A., Katsumoto, T. R., Ma, J., Wolf, A. J., Bose, N.,
Chan, A. S., Magee, A. S., Danielson, M. E., et al. (2011). Activation of the innate
immune receptor Dectin-1 upon formation of a 'phagocytic synapse'. Nature, 472,
471–475.

Gow, N. A., Netea, M. G., Munro, C. A., Ferwerda, G., Bates, S., Mora-Montes, H. M.,
Walker, L., Jansen, T., Jacobs, L., Tsoni, V., et al. (2007). Immune recognition of
Candida albicans beta-glucan by dectin-1. The Journal of infectious diseases, 196,
1565–1571.

Gringhuis, S. I., den Dunnen, J., Litjens, M., van der Vlist, M., Wevers, B., Bruijns, S. C., &
Geijtenbeek, T. B. (2009). Dectin-1 directs T helper cell differentiation by controlling
noncanonical NF-kappaB activation through Raf-1 and Syk. Nature Immunology, 10,
203–213.

Gross, O., Gewies, A., Finger, K., Schafer, M., Sparwasser, T., Peschel, C., Forster, I., &
Ruland, J. (2006). Card9 controls a non-TLR signalling pathway for innate anti-fungal
immunity. Nature, 442, 651–656.

Gui, X., Yang, H., Li, T., Tan, X., Shi, P., Li, M., Du, F., & Chen, Z. J. (2019). Autophagy
induction via STING trafficking is a primordial function of the cGAS pathway. Nature,
567, 262–266.

Han, C. F., Jin, J., Xu, S., Liu, H. B., Li, N., & Cao, X. T. (2010). Integrin CD11b negatively
regulates TLR-triggered inflammatory responses by activating Syk and promoting
degradation of MyD88 and TRIF via Cbl-b. Nature Immunology, 11, 734-U104.

Hara, H., Ishihara, C., Takeuchi, A., Imanishi, T., Xue, L., Morris, S. W., Inui, M., Takai, T.,
Shibuya, A., Saijo, S., et al. (2007). The adaptor protein CARD9 is essential for the
activation of myeloid cells through ITAM-associated and Toll-like receptors. Nature
Immunology, 8, 619–629.

Herre, J., Marshall, A. S., Caron, E., Edwards, A. D., Williams, D. L., Schweighoffer, E.,
Tybulewicz, V., Reis e Sousa, C., Gordon, S., & Brown, G. D. (2004). Dectin-1 uses
novel mechanisms for yeast phagocytosis in macrophages. Blood, 104, 4038–4045.

Horn, D. L., Neofytos, D., Anaissie, E. J., Fishman, J. A., Steinbach, W. J., Olyaei, A. J.,
Marr, K. A., Pfaller, M. A., Chang, C. H., & Webster, K. M. (2009). Epidemiology and
outcomes of candidemia in 2019 patients: Data from the prospective antifungal
therapy alliance registry. Clinical Infectious Diseases: An Official Publication of the
Infectious Diseases Society of America, 48, 1695–1703.

Hsu, Y. M., Zhang, Y., You, Y., Wang, D., Li, H., Duramad, O., Qin, X. F., Dong, C., &
Lin, X. (2007). The adaptor protein CARD9 is required for innate immune responses
to intracellular pathogens. Nature Immunology, 8, 198–205.

Ishikawa, H., & Barber, G. N. (2008). STING is an endoplasmic reticulum adaptor that
facilitates innate immune signalling. Nature, 455, 674–U674.

Jia, X. M., Tang, B., Zhu, L. L., Liu, Y. H., Zhao, X. Q., Gorjestani, S., Hsu, Y. M., Yang, L.,
Guan, J. H., Xu, G. T., et al. (2014). CARD9 mediates Dectin-1-induced ERK
activation by linking Ras-GRF1 to H-Ras for antifungal immunity. Journal of
Experimental Medicine, 211, 2307–2321.

Kamimura, H., Takeda, N., Owaki, T., Mizusawa, T., Iwasawa, T., Ikarashi, S.,
Hashimoto, S., Takamura, M., & Terai, S. (2019). Antiprogramed cell death-1 therapy
with microspheres for metastatic liver tumors. JGH Open, 3, 542–543.

Kasperkovitz, P. V., Khan, N. S., Tam, J. M., Mansour, M. K., Davids, P. J., & Vyas, J. M.
(2011). Toll-like receptor 9 modulates macrophage antifungal effector function
during innate recognition of Candida albicans and Saccharomyces cerevisiae.
Infection and Immunity, 79, 4858–4867.

Levin, R., Grinstein, S., & Canton, J. (2016). The life cycle of phagosomes: Formation,
maturation, and resolution. Immunological Reviews, 273, 156–179.

Levin-Konigsberg, R., Montano-Rendon, F., Keren-Kaplan, T., Li, R., Ego, B.,
Mylvaganam, S., DiCiccio, J. E., Trimble, W. S., Bassik, M. C., Bonifacino, J. S., et al.
(2019). Phagolysosome resolution requires contacts with the endoplasmic reticulum
and phosphatidylinositol-4-phosphate signalling. Nature Cell Biology, 21, 1234–1247.

Li, X. V., Leonardi, I., & Iliev, I. D. (2019). Gut mycobiota in immunity and inflammatory
disease. Immunity, 50, 1365–1379.

Li, F., Wang, H., Li, Y. Q., Gu, Y., & Jia, X. M. (2023). C-type lectin receptor 2d forms
homodimers and heterodimers with TLR2 to negatively regulate IRF5-mediated
antifungal immunity. Nature Communications, 14, 6718.

Liu, H. S., Yan, Z. Z., Zhu, D. Y., Xu, H. Y., Liu, F., Chen, T., Zhang, H. H., Zheng, Y.,
Liu, B. Y., Zhang, L., et al. (2023). CD-NTase family member MB21D2 promotes
cGAS-mediated antiviral and antitumor immunity. Cell Death Differ.

Malik, A., Sharma, D., Malireddi, R. K. S., Guy, C. S., Chang, T. C., Olsen, S. R., Neale, G.,
Vogel, P., & Kanneganti, T. D. (2018). SYK-CARD9 signaling Axis promotes gut fungi-
8

mediated inflammasome activation to Restrict colitis and colon cancer. Immunity, 49,
515–530. e515.

McGovern, D. P. B., Gardet, A., T€orkvist, L., Goyette, P., Essers, J., Taylor, K. D.,
Neale, B. M., Ong, R. T. H., Lagac�e, C., Li, C., et al. (2010). Genome-wide association
identifies multiple ulcerative colitis susceptibility loci. Nature Genetics, 42,
332–U388.

Mentrup, T., Stumpff-Niggemann, A. Y., Leinung, N., Schlosser, C., Schubert, K.,
Wehner, R., Tunger, A., Schatz, V., Neubert, P., Gradtke, A. C., et al. (2022a).
Phagosomal signalling of the C-type lectin receptor Dectin-1 is terminated by
intramembrane proteolysis. Nature Communications, 13, 1880.

Mentrup, T., Stumpff-Niggemann, A. Y., Leinung, N., Schlosser, C., Schubert, K.,
Wehner, R., Tunger, A., Schatz, V., Neubert, P., Gradtke, A. C., et al. (2022b).
Phagosomal signalling of the C-type lectin receptor Dectin-1 is terminated by
intramembrane proteolysis. Nature Communications, 13.

Mocsai, A., Ruland, J., & Tybulewicz, V. L. (2010). The SYK tyrosine kinase: A crucial
player in diverse biological functions. Nature Reviews Immunology, 10, 387–402.

Naglik, J. R., Gaffen, S. L., & Hube, B. (2019). Candidalysin: Discovery and function in
infections. Current Opinion in Microbiology, 52, 100–109.

Naramura, M., Jang, I. K., Kole, H., Huang, F., Haines, D., & Gu, H. (2002). c-Cbl and Cbl-
b regulate T cell responsiveness by promoting ligand-induced TCR down-modulation.
Nature Immunology, 3, 1192–1199.

Netea, M. G., Gow, N. A., Munro, C. A., Bates, S., Collins, C., Ferwerda, G., Hobson, R. P.,
Bertram, G., Hughes, H. B., Jansen, T., et al. (2006). Immune sensing of Candida
albicans requires cooperative recognition of mannans and glucans by lectin and Toll-
like receptors. Journal of Clinical Investigation, 116, 1642–1650.

Okada, M., & Nakagawa, H. (1989). A protein tyrosine kinase involved in regulation of
Pp60c-src function. Journal of Biological Chemistry, 264, 20886–20893.

Perlin, D. S. (2015). Mechanisms of echinocandin antifungal drug resistance. Annals of the
New York Academy of Sciences, 1354, 1–11.

Rieber, N., Gazendam, R. P., Freeman, A. F., Hsu, A. P., Collar, A. L., Sugui, J. A.,
Drummond, R. A., Rongkavilit, C., Hoffman, K., Henderson, C., et al. (2016).
Extrapulmonary Aspergillus infection in patients with CARD9 deficiency. JCI Insight,
1, Article e89890.

Rogers, N. C., Slack, E. C., Edwards, A. D., Nolte, M. A., Schulz, O., Schweighoffer, E.,
Williams, D. L., Gordon, S., Tybulewicz, V. L., Brown, G. D., et al. (2005). Syk-
dependent cytokine induction by Dectin-1 reveals a novel pattern recognition
pathway for C type lectins. Immunity, 22, 507–517.

Romano, D., Nguyen, L. K., Matallanas, D., Halasz, M., Doherty, C., Kholodenko, B. N., &
Kolch, W. (2014). Protein interaction switches coordinate Raf-1 and MST2/Hippo
signalling. Nature Cell Biology, 16, 673–684.

Roskoski, R., Jr. (2015). Src protein-tyrosine kinase structure, mechanism, and small
molecule inhibitors. Pharmacological Research, 94, 9–25.

Saijo, S., Ikeda, S., Yamabe, K., Kakuta, S., Ishigame, H., Akitsu, A., Fujikado, N.,
Kusaka, T., Kubo, S., Chung, S. H., et al. (2010). Dectin-2 recognition of alpha-
mannans and induction of Th17 cell differentiation is essential for host defense
against Candida albicans. Immunity, 32, 681–691.

Sato, K., Yang, X. L., Yudate, T., Chung, J. S., Wu, J. M., Luby-Phelps, K., Kimberly, R. P.,
Underhill, D., Cruz, P. D., & Ariizumi, K. (2006). Dectin-2 is a pattern recognition
receptor for fungi that couples with the Fc receptor γ chain to induce innate immune
responses. Journal of Biological Chemistry, 281, 38854–38866.

Slack, E. C., Robinson, M. J., Hernanz-Falcon, P., Brown, G. D., Williams, D. L.,
Schweighoffer, E., Tybulewicz, V. L., & Reis e Sousa, C. (2007). Syk-dependent ERK
activation regulates IL-2 and IL-10 production by DC stimulated with zymosan.
European Journal of Immunology, 37, 1600–1612.

Sohn, H. W., Gu, H., & Pierce, S. K. (2003). Cbl-b negatively regulates B cell antigen
receptor signaling in mature B cells through ubiquitination of the tyrosine kinase Syk.
Journal of Experimental Medicine, 197, 1511–1524.

Strasser, D., Neumann, K., Bergmann, H., Marakalala, M. J., Guler, R., Rojowska, A.,
Hopfner, K. P., Brombacher, F., Urlaub, H., Baier, G., et al. (2012). Syk kinase-
Coupled C-type lectin receptors engage protein kinase C-delta to Elicit Card9 adaptor-
mediated innate immunity. Immunity, 36, 32–42.

Taylor, P. R., Brown, G. D., Reid, D. M., Willment, J. A., Martinez-Pomares, L., Gordon, S.,
& Wong, S. Y. (2002). The beta-glucan receptor, dectin-1, is predominantly expressed
on the surface of cells of the monocyte/macrophage and neutrophil lineages.
J Immunol, 169, 3876–3882.

Taylor, P. R., Tsoni, S. V., Willment, J. A., Dennehy, K. M., Rosas, M., Findon, H.,
Haynes, K., Steele, C., Botto, M., Gordon, S., et al. (2007). Dectin-1 is required for
beta-glucan recognition and control of fungal infection. Nature Immunology, 8, 31–38.

Underhill, D. M., Rossnagle, E., Lowell, C. A., & Simmons, R. M. (2005). Dectin-1 activates
Syk tyrosine kinase in a dynamic subset of macrophages for reactive oxygen
production. Blood, 106, 2543–2550.

Viens, A. L., Timmer, K. D., Alexander, N. J., Barghout, R., Milosevic, J., Hopke, A.,
Atallah, N. J., Scherer, A. K., Sykes, D. B., Irimia, D., et al. (2022). TLR signaling
Rescues fungicidal activity in syk-deficient neutrophils. J Immunol, 208, 1664–1674.

Wang, W., Deng, Z., Wu, H., Zhao, Q., Li, T., Zhu, W., Wang, X., Tang, L., Wang, C.,
Cui, S. Z., et al. (2019). A small secreted protein triggers a TLR2/4-dependent
inflammatory response during invasive Candida albicans infection. Nature
Communications, 10, 1015.

Wang, T., Fan, C., Yao, A., Xu, X., Zheng, G., You, Y., Jiang, C., Zhao, X., Hou, Y.,
Hung, M. C., et al. (2018a). The adaptor protein CARD9 protects against colon cancer
by Restricting mycobiota-mediated Expansion of myeloid-derived suppressor cells.
Immunity, 49, 504–514. e504.

Wang, T. T., Fan, C. G., Yao, A. R., Xu, X. W., Zheng, G. X., You, Y., Jiang, C. Y.,
Zhao, X. Q., Hou, Y. Y., Hung, M. C., et al. (2018b). The adaptor protein CARD9
protects against colon cancer by Restricting mycobiota-mediated Expansion of
myeloid-derived suppressor cells. Immunity, 49, 504.

http://refhub.elsevier.com/S2772-8927(24)00009-9/sref12
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref12
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref12
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref13
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref13
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref13
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref14
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref14
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref14
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref15
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref15
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref15
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref15
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref15
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref16
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref16
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref16
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref17
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref17
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref17
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref18
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref18
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref18
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref18
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref19
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref19
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref19
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref19
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref20
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref20
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref20
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref20
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref20
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref21
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref21
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref21
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref21
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref21
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref22
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref22
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref22
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref22
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref22
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref23
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref23
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref23
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref23
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref24
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref24
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref24
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref24
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref25
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref25
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref25
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref26
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref26
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref26
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref26
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref26
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref27
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref27
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref27
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref27
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref28
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref28
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref28
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref28
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref28
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref28
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref29
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref29
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref29
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref29
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref30
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref30
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref30
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref31
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref31
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref31
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref31
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref31
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref32
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref32
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref32
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref32
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref33
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref33
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref33
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref33
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref33
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref34
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref34
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref34
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref35
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref35
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref35
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref35
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref35
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref36
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref36
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref36
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref37
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref37
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref37
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref38
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref38
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref38
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref39
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref39
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref39
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref39
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref39
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref40
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref40
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref40
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref40
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref40
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref40
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref40
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref41
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref41
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref41
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref41
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref42
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref42
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref42
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref42
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref43
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref43
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref43
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref44
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref44
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref44
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref45
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref45
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref45
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref45
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref46
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref46
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref46
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref46
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref46
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref47
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref47
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref47
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref48
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref48
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref48
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref49
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref49
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref49
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref49
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref50
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref50
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref50
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref50
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref50
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref51
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref51
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref51
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref51
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref52
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref52
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref52
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref53
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref53
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref53
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref53
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref53
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref54
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref54
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref54
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref54
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref54
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref54
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref55
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref55
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref55
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref55
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref55
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref56
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref56
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref56
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref56
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref57
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref57
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref57
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref57
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref57
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref58
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref58
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref58
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref58
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref58
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref59
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref59
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref59
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref59
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref60
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref60
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref60
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref60
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref61
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref61
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref61
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref61
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref62
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref62
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref62
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref62
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref63
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref63
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref63
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref63
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref63
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref64
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref64
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref64
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref64


T. Chen, C. Gao Cell Insight 3 (2024) 100154
Wang, X., Zhang, H., Shao, Z., Zhuang, W., Sui, C., Liu, F., Chen, X., Hou, J., Kong, L.,
Liu, H., et al. (2021). TRIM31 facilitates K27-linked polyubiquitination of SYK to
regulate antifungal immunity. Signal Transduct Target Ther, 6, 298.

Whaley, S. G., Berkow, E. L., Rybak, J. M., Nishimoto, A. T., Barker, K. S., & Rogers, P. D.
(2016). Azole antifungal resistance in Candida albicans and Emerging non-albicans
Candida species. Frontiers in Microbiology, 7, 2173.

Willcocks, S., Offord, V., Seyfert, H. M., Coffey, T. J., & Werling, D. (2013). Species-
specific PAMP recognition by TLR2 and evidence for species-restricted interaction
with Dectin-1. Journal of Leukocyte Biology, 94, 449–458.

Wirnsberger, G., Zwolanek, F., Asaoka, T., Kozieradzki, I., Tortola, L., Wimmer, R. A.,
Kavirayani, A., Fresser, F., Baier, G., Langdon, W. Y., et al. (2016). Inhibition of CBLB
protects from lethal Candida albicans sepsis. Nat Med, 22, 915–923.

Xiao, Y., Tang, J., Guo, H., Zhao, Y., Tang, R., Ouyang, S., Zeng, Q., Rappleye, C. A.,
Rajaram, M. V., Schlesinger, L. S., et al. (2016). Targeting CBLB as a potential
therapeutic approach for disseminated candidiasis. Nat Med, 22, 906–914.

Xu, X., Xu, J. F., Zheng, G. X., Lu, H. W., Duan, J. L., Rui, W., Guan, J. H., Cheng, L. Q.,
Yang, D. D., Wang, M. C., et al. (2018). CARD9 facilitates the production of IL-5 by
alveolar macrophages for the induction of type 2 immune responses. Nature
Immunology, 19, 547.

Yang, C. S., Rodgers, M., Min, C. K., Lee, J. S., Kingeter, L., Lee, J. Y., Jong, A., Kramnik, I.,
Lin, X., & Jung, J. U. (2012). The autophagy regulator Rubicon is a feedback inhibitor
of CARD9-mediated host innate immunity. Cell Host Microbe, 11, 277–289.
9

Yu, Y., Wang, R. R., Miao, N. J., Tang, J. J., Zhang, Y. W., Lu, X. R., Yan, P. Y., Wang, J., &
Jia, X. M. (2022). PD-L1 negatively regulates antifungal immunity by inhibiting
neutrophil release from bone marrow. Nature Communications, 13.

Zhang, Y., Huang, C., Song, Y., Ma, Y., Wan, Z., Zhu, X., Wang, X., & Li, R. (2021). Primary
Cutaneous aspergillosis in a patient with CARD9 deficiency and Aspergillus
susceptibility of Card9 Knockout mice. Journal of Clinical Immunology, 41, 427–440.

Zhang, B. C., Nandakumar, R., Reinert, L. S., Huang, J., Laustsen, A., Gao, Z. L., Sun, C. L.,
Jensen, S. B., Troldborg, A., Assil, S., et al. (2020). STEEP mediates STING ER exit and
activation of signaling. Nature Immunology, 21, 868–879.

Zhao, X. Q., Zhu, L. L., Chang, Q., Jiang, C. Y., You, Y., Luo, T. M., Jia, X. M., & Lin, X.
(2014). C-Type lectin receptor dectin-3 mediates trehalose 6,60-dimycolate (TDM)-
induced Mincle expression through CARD9/Bcl10/MALT1-dependent nuclear factor
(NF)-κB activation. Journal of Biological Chemistry, 289, 30052–30062.

Zhu, L. L., Luo, T. M., Xu, X., Guo, Y. H., Zhao, X. Q., Wang, T. T., Tang, B., Jiang, Y. Y.,
Xu, J. F., Lin, X., et al. (2016). E3 ubiquitin ligase Cbl-b negatively regulates C-type
lectin receptor-mediated antifungal innate immunity. Journal of Experimental
Medicine, 213, 1555–1570.

Zhu, L. L., Zhao, X. Q., Jiang, C. Y., You, Y., Chen, X. P., Jiang, Y. Y., Jia, X. M., & Lin, X.
(2013). C-type lectin receptors dectin-3 and dectin-2 form a heterodimeric pattern-
recognition receptor for host defense against fungal infection. Immunity, 39, 324–334.

http://refhub.elsevier.com/S2772-8927(24)00009-9/sref65
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref65
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref65
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref66
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref66
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref66
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref67
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref67
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref67
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref67
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref68
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref68
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref68
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref68
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref69
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref69
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref69
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref69
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref70
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref70
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref70
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref70
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref71
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref71
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref71
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref71
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref72
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref72
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref72
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref73
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref73
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref73
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref73
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref74
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref74
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref74
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref74
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref75
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref75
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref75
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref75
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref75
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref75
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref75
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref76
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref76
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref76
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref76
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref76
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref77
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref77
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref77
http://refhub.elsevier.com/S2772-8927(24)00009-9/sref77

	Innate immune signal transduction pathways to fungal infection: Components and regulation
	1. Introduction
	2. Fungal recognition by PRRs
	3. Signaling transduction upon fungal infections
	3.1. C-type lectin receptors
	3.2. Src-Syk module
	3.3. PKCδ-mediated CARD9 activation
	3.4. NF-κb

	4. Connections between fungal microorganisms and cancer progression
	5. Conclusion
	Declaration of competing interest
	Acknowledgements
	References


