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Plate Plate

Number Product Name Location CAS No. Target Pathway
11 Quabain F9 11018-89-6 Autophagy; Na+/K+ ATPase Autophagy; Membrane Transporter/lon Channel
13 Gramicidin E3 1405-97-6 Bacterial Anti-infection
15 Digitoxin B2 71-63-6 Na+/K+ ATPase Membrane Transporter/lon Channel
15 Digoxin G9 20830-75-5 Na+/K+ ATPase Membrane Transporter/lon Channel

. DNA/RNA Synthesis; Nucleoside Cell Cycle/DNA Damage; JAK/STAT Signaling;

17 Fludarabine 8 21678-14-1 Antimetabolite/Analog; STAT Stem CellWnt
19 Auranofin D10 34031-32-8 Thioredoxin reductase Apoptosis; mitochondrial redox homeostasis
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