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Supplemental Figure 3. Relative Abundance of bacteria in zebrafish gut sample 
versus zebrafish water sample at the phylum level. Taxonomy was assigned using a 
training set of reference sequences via the Silva 138.1 prokaryotic SSU taxonomic 
training data formatted for DADA2.  
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Supplemental Figure 2.    Relative abundance of bacteria in zebrafish gut sample versus zebrafish water sample sample at the phylum level. Taxonomy was assigned using a training set of reference sequences via the Silva 138.1 prokaryotic SSU taxonomic training data formatted for DADA2.
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Supplemental Figure 4. Relative Abundance of bacteria in zebrafish gut sample versus 
zebrafish water sample at the genus level. Taxonomy was assigned using a training set 
of reference sequences via the Silva 138.1 prokaryotic SSU taxonomic training data 
formatted for DADA2. 
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                                        Relative Abundance of bacteria in zebrafish gut sample versus zebrafish water sample at the genus level. Taxonomy was assigned using a training set of reference sequences via the Silva 138.1 prokaryotic SSU taxonomic training data formatted for DADA2.
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Supplemental Figure 6.
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                                          Composite images of 4dpf larvae in a mixture of Diasp and DioC6 to mark neuromast hair and accessory cells of the posterior lateral line. The CV larvae have an average of 5 neuromasts (range from 4-7), whereas GF larvae less on average (range from 1-4). Right image is composed of same images as left but in greyscale
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Signalling pathways: 
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RNA associated: 
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Supplemental Figure 7. KEGG profile output of important pathways and genes from complete RNA-Seq dataset. A) Signalling pathways, B) RNA associated 
pathways and ontology, and C) other. Levels are shown in red where the left side (CV) is arbitrarily set to 0, the middle point is GF and the right point is ZM.  
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KEGG profile output of important pathways and genes from complete RNA-Seq dataset. A) Signalling =
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pathways, B) RNA associated pathways and ontology, and C) other. Levels are shown in red where the left side (CV) is arbitrarily set to 0, the middle point is GF and the right point is ZM
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