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Supplementary Fig. 1

a. Schematic overview for MDn identification from insets in Fig. 3b. Scale bars = 200 um. b. Percentage
of HUC/HuD" neurons in the MDn of control and MS donors. c. Percentage of CD3* T cell and CD19*
B cell in the MDn of control and MS donors. Individual datapoints indicate averaged data from an
individual donor, columns and error bars show mean = SEM. * P < 0.05. Filled datapoints show MS
donors with lesions in the MDn. ADPul: anterodorsal pulvinar nucleus; ANT: anterior nucleus; APul:
anterior pulvinar nucleus; CM: central medial nucleus of the rostral intralaminar complex; CN: caudate
nucleus; MDn: mediodorsal nucleus; MG: medial geniculate nucleus; LPul: lateral pulvinar nucleus;
PF: parafascicular nucleus; PV: paraventricular nucleus; Rt: reticular nucleus; SPF: subparafascicular
nucleus; STh: subthalamic nucleus; VLP: ventral posterolateral nucleus; VLPE: ventral posterolateral
nucleus, external part. VPMpc: ventral posteromedial nucleus, parvocellular part; VPb: basal

ventroposterior nucleus; MS: multiple sclerosis.
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Supplementary Fig. 2

a. Percentage of IBA1" cells in MDn of control and MS donors. b. Quantification of mean fluorescence
intensity of P2Y12 in IBA1* microglia of the whole thalamus of control and MS donors. c. Sholl-derived
measurements of microglia of the whole thalamus. Non-linear curve fit of the average number of
microglial branch intersections per 0.3 um step from the cell soma. Area under the curve (AUC) and
maximal number of intersections of microglial cell morphology averaged per donor. Individual
datapoints indicate averaged data from an individual donor, columns and error bars show mean £ SEM;
** P < 0.01. Filled datapoints show MS donors with lesions in the MDn. MFI: mean fluorescence

intensity; MDn: mediodorsal nucleus; MS: multiple sclerosis.



pre-synapses pre-synapses microglial lysosomes pre-synapses
engulfment phagocytosis volume counts
8 25— 0.04 — 0.15 =
* 0.09
2 : *
. o g 20 ° m = %
s 6 o » g4 0.03- o 2%
a - 1) SE o a3l |
e (@) <L - o= @ 0.10
S IR 45 > e € g o]
% £ e 0] rE %5
2t 4,4 8 i a8 e S8 002 e £79 ®
5% % gk 8 g ) s
Q — T = .
95 %@ 38 "7 58 g e o
% 5% i 5 o F2 0057 o
2o & LR 38 o014 o
a c 0.5
(@) 3
5 % o
o o (@]
0 0.0 0.00 - 0.00—
control MS control MS control MS control MS

Supplementary Fig. 3

a. Percentage of Synaptophysin® spots that are located in IBAL1* microglia and LAMP1* IBA1*
microglial lysosomes in the MDn of control and MS donors and volume of microglial lysosomes per
total volume of the MDn. b. Total Synaptophysin® spot density in MDn of control and MS donors.
Individual datapoints indicate averaged data from an individual donor, columns and error bars show
mean + SEM; * P < 0.05. Filled datapoints show MS donors with lesions in the MDn. MDn:
mediodorsal nucleus; MS: multiple sclerosis.



