* 506 ¢ o ] i e 24 25 20104F s H 45 1334 5 s 1 Chin J Lung Cancer, May 2010, Vol.13, No.S

W B 5
I FSYBR green 'k EPCR#F R GSTM1 %
xS HEEES R EZ BRHEXE

FIEAR W AR THER ARE

[HBE] E=588 SHEHIKSHEFML ( glutathione S-transferase M1, GSTMI ) FE K &2 51K ZFp U
YA T B A TAR AR, IR 2 A 5 1L 2 S A G o AN B FESR I T i X DU AT
GSTMISER Z A Sl L 2 B Z I R . A5k RAISYBR green IS 2 P CRIGHR 1 28 7347 75 T2 A T
1.1 265 51 B 952 £ RN 307 B4} B35 GSTMISE PR 235, o FH (51 Xof REAIE 5 40 W JHe 5 it 8 2 Jaevk: S AN [ B 7 2
BKFR, 53R OGSTMI (- ) R RILEfilifi 2 R0t BEAH (1) 50 A 45550 51l $6.69% 715 7.0% , 2 2 IR o Ge 25 2=
B (x'=0.831, P=0.362) . ZVEI. ARy . WAHARBLIRAE IS 00T, 57 GSTMI (- ) FEIRIRYAS (A Jin g Bt £ e e
( OR=0.840, 95%CI: 0.578-1.221, P=0.362 ) . Q¥GHI/> 2431 GSTMI1FE R Y 5 filidis R B2 B 2 [l i) e 52, Horp ik
. R . /NN S L R B A AR FR o GSTMI (- ) SRR R A A4 4351 65.8% . 48.5% . 47.8%152.2%,
SR, AR B R B MY R B T2 25 (P>0.05) o 4518 FE R IX AR GSTMIEE
PRI 22 25 5 Il it 1 ) JEe 22 (B oA DG o

[ <%817 ] GSTM1SYBRgreenl; JERZAM:; Milif

[ FE4 2 S ] R7342  DOI: 10.3779/j.issn.1009-3419.2010.05.23

Association between GSTM1 Genetic Polymorphism and Lung Cancer Risk by SYBR
Green I Real-time PCR Assay
Dejie ZHENG, Feng HUA, Chaorong MEIL, Haisu WAN, Qinghua ZHOU
Tianjin Key Laboratory of Lung Cancer Metastasis and Tumor Microenvironment, Tianjin Lung Cancer Institute, Tianjin Medical
University General Hospital, Tianjin 300052, China

Corresponding author: Qinghua ZHOU, E-mail: zhoughl016@yahoo.com.cn

[ Abstract ] Background and objective Glutathione S-transferase M1 (GSTMI) is an important phase II metabolic
enzyme gene which involves metabolism of various carcinogens in human body. Many studies showed that GSTM1 genetic poly-
morphism was associated with lung cancer risk. The aim of this study is to investigate the relationship between GSTMI genetic
polymorphism and lung cancer risk among Han nationality population in Tianjin district. Methods GSTM!I genetic polymor-
phism was detected by melting curve analysis of SYBR green I real-time PCR assay. Two hundred and sixty-five histological con-
firmed lung cancer patients and 307 health controls were recruited in this case-control study and the relationship between GSTM!1
genetic polymorphism and lung cancer risk was investigated. Results (1) The frequency of the GSTMI(-) in lung cancer and con-
trol groups was 56.6% and 57.0% respectively, and no significant difference was found between the distribution of the GSTM1(-)
genotype in the two groups (x’=0.831, P=0.362). (2) When considered the GSTM1(+) genotype as reference, there was no
overall statistically increased lung cancer risk for carriers with the GSTM1(-) genotype adjusted by age, gender and smoking status
(OR=0.840, 95%CI: 0.578-1.221, P=0.362). (3) The frequency of the GSTMI(-) genotype for squamous cell carcinoma, adeno-
carcinoma, SCLC and other histological types was 65.8%, 48.5%, 47.8% and 52.2% respectively, compared with the control group,
no statistically increased lung cancer risk was observed (P>0.05). Conclusion No evidence is found between GSTMI genetic
polymorphism and lung cancer risk among Han nationality population in Tianjin district.
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Tab 1 Demographic characteristics of lung cancer cases and controls

Case (n, %) Control (n, %) P

Total 265 (100%) 307 (100%)

Gender
Male 190 (71.7%) 218 (71.0%) 0.834
Female 75 (28.3%) 89 (29.0%)

Age
Mean=*SD 60.3919.58 60.38+10.05  0.987
<60 121 (45.6%) 144 (46.9%) 0.803
>60 144 (54.4%) 163 (53.1%)

Smoking status
Never 86 (32.4%) 166 (54.1%)  <0.001
<30 pack-year 44 (16.6%) 99 (32.2%)
>30 pack-year 127 (47.9%) 41 (13.4%)
Missing 8 (3.0%) 1(0.3%)

Histology
Squamous cell 120 (45.3%)

Adenocarcinoma 99 (37.3%)
Small cell carcinoma 23 (8.7%)
Others 23 (8.7%)
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Fig 1 Realtime PCR assay with SYBR green | and melting curve analysis of
GSTM1 gene. A: Differentiation of GSTM1, 3-globin and negative controls
by performing melting curve analysis; B: The present genotype of GSTM1
gene gives one peak with an average melting point of 86.0 °C (3-globin)
and another with an average melting point of 82.2 °C (GSTM1); C: the
null genotype of GSTM1 gene only gives a single melting point at 86.0 °C

(B-globin).
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Tab 2 Distribution of GSTM1 genotype and association with lung

cancer risk
Genotype Group
Control (n,%)  Lung cancer (n, %)
GSTM1(-) 175 (57.0%) 150 (56.6%)
GSTM1(+) 132 (43.0%) 115 (43.4%)
Total 307 (100%) 265 (100%)

There was no statistically significant difference in the distribution
of the GSTM1(-) genotype among cases and controls (x>=0.831,
P=0.362). Compared with the GSTM1(+) carriers, no increased lung
cancer risk was observed for carriers with the GSTM1(-) genotype
(OR=0.840, 95%Cl: 0.578-1.221, P=0.362).

%= 3 GSTMIERE ShiERERE ZEIX R
Tab 3 Association between GSTM1 genotype and lung cancer

histological types

Group Genotype OR? 95%Cl 4
GSTM1(-) (n, %) GSTM1(+) (n, %)

Control 175 (57.0%) 132 (43.0%) 1

SC 79 (65.8%) 41 (34.2%) 0.763 0.445-1.306 0.324

AC 48 (48.5%) 51 (51.5%) 1.472 0.908-2.388 0.117

SCLC 11 (47.8%) 12 (52.2%) 1.355 0.559-3.285 0.501

Others  12(52.2%) 11 (47.8%) 1.321 0.543-3.211 0.539

® OR and P value adjusted by age, gender and smoking status.
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