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Simple Summary: Although ileal neuroendocrine tumors are the most common tumors of the small
intestine, they are not well-defined at the genetic level. Unlike most cancers, they have an unusually
low number of mutations, and also lack recurrently mutated genes. Moreover ileal NETs have been
difficult to study in the laboratory because there were no animal models and because cell lines were
generally unavailable. But recent advances, including the first ileal NET mouse model as well as
methods for culturing patient tumor samples, have been described and have already helped to
identify IGF2 and CDK4 as two of the genetic drivers for this tumor type. These advances may help
in the development of new treatments for patients.

Abstract: The genetic causes of ileal neuroendocrine tumors (ileal NETs, or I-NETs) have been a
mystery. For most types of tumors, key genes were revealed by large scale genomic sequencing that
demonstrated recurrent mutations of specific oncogenes or tumor suppressors. In contrast, genomic
sequencing of ileal NETs demonstrated a distinct lack of recurrently mutated genes, suggesting that
the mechanisms that drive the formation of I-NETs may be quite different than the cell-intrinsic
mutations that drive the formation of other tumor types. However, recent mouse studies have
identified the IGF2 and RB1 pathways in the formation of ileal NETs, which is supported by the
subsequent analysis of patient samples. Thus, ileal NETs no longer appear to be a cancer without
genetic causes.

Keywords: ileal; neuroendocrine

1. Introduction

Neuroendocrine tumors are the most common types of tumors within the small
intestine, with an incidence of 1.05 per 100,000 in the United States [1,2]. Small intestinal
NETs usually reside in the terminal ileum or cecum [3], where they are known as ileal
NETs or I-NETs. I-NETs are slow growing tumors with low mitotic indices, and are
often called “carcinoids” to distinguish them from faster growing carcinomas. I-NETs are
difficult to detect early, and in 71% of initial diagnoses the tumor has already metastasized
regionally or distally [4]. The average age at first diagnosis is 66 [4]. Survival is 98 months
and 103 months for patients diagnosed with distant stage neuroendocrine tumors of the
caecum or small intestine, respectively [1]. Carcinoids can also originate from other tissues
such as lung, but the small intestine is the most common site of origin [5].

Although this review is focused on the genetic drivers of well-differentiated I-NETs,
it should also be mentioned that the small intestine can develop two additional types of
neuroendocrine tumors. Small intestinal neuroendocrine carcinomas (SI-NECs) are higher
grade and less differentiated tumors than I-NETs, and they use different driver genes.
SI-NECs are also much less common than I-NETs, and respond to different treatments [6,7].
Another type of NET, duodenal NETs (D-NETs), are found in the duodenum and are also
less common than I-NETs. Duodenal and ileal NETs have different cells of origin and
different driver genes, as shown by the fact that D-NETs may occur in patients with certain
alleles of MEN1 and CDKN1B, whereas ileal NETs do not [8,9]. In certain cases, this review
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will reference studies of “small intestinal NETs,” which will indicate that datasets may
have intermixed I-NETs with D-NETs and/or SI-NECs. The data from such studies may
not be strictly applicable to well-differentiated ileal NETs.

I-NETs arise from serotonin-producing enterochromaffin (EC) cells of the ileum
(Figure 1). These cells are quite rare: less than 1% of the epithelial cells of the ileum
are enteroendocrine, while the serotonin-expressing EC cells are only a subset of the many
types of enteroendocrine cells. I-NETs usually remain well-differentiated and indeed these
tumors often secrete serotonin, such that patients can experience elevated serotonin levels
along with symptoms related to serotonin vasoactivity. In some patients, high serotonin
expression results in a condition known as carcinoid syndrome, which is characterized
by facial flushing; abdominal cramps; diarrhea; hypotension; and fibrosis of the heart.
Carcinoid syndrome is more common in women, and particularly common in patients
with liver metastases [5]. Patients with primary I-NETs without associated liver metastases
usually do not experience symptoms related to elevated serotonin levels due to the effect
of first pass metabolism of the liver as serotonin metabolites by the liver are no longer
vasoactive. Patients with I-NETs can excrete excessive amounts of a precursor of serotonin,
5-hydroxyindoleacetic acid, which can be detected using a simple urine test.
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(red cells) that are the origins of ileal neuroendocrine tumors.

The liver is the most common site of the distant spread of I-NETs and as a result
there are a variety of liver directed therapies that are often used to treat metastatic I-NETs.
Surgical resection is considered to be the most effective treatment for I-NETs, however
ablative and transarterial embolization therapies, such as bland and radioembolization,
have shown a benefit [10,11].

Some of the more common types of cancer treatments are often not effective against
ileal NETs. For instance, I-NETs generally do not respond to cytotoxic chemotherapies,
and indeed current NCCN guidelines indicate that cytotoxic chemotherapies should only
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be considered for well-differentiated NETs if other options (e.g., surgery; somatostatin
inhibitors; mTOR inhibitors) have been ineffective or are not feasible. There are also no
precision medicine options for patients with I-NETs, due to a lack of recurrently mutated,
actionable genes. Finally, I-NETs are also thought to be poor candidates for immunothera-
pies. In a phase II trial of PD1-targeting monoclonal antibody spartalizumab, patients with
well-differentiated gastrointestinal NETs showed only a 3.1% overall response rate, which
was below the trial’s pre-defined success criterion of 10% [12]. No partial responses to
nivolumab/ipilimumab combination therapy were detected in five patients with low grade
small intestinal NETs, while a partial response was detected in one patient with a high
grade small intestinal neuroendocrine carcinoma (SI-NEC) [13]. The lack of response to
immunotherapies may be due to the very low mutation rate within I-NETs, which results
in a low number of tumor specific antigens.

I-NETs may grow faster after they metastasize to the liver. There are cases in which
patients have very large liver metastases that express specific I-NET markers such as CDX2,
yet the patients lack detectable primary tumors presumably because their primary I-NETs
are so small. It is possible that the ileum expresses a growth factor that slows down the
growth of I-NETs, or that the liver expresses a growth factor that accelerates the growth of
I-NETs. For instance, somatostatin is an I-NET inhibitor (see next section) that is produced
by enteroendocrine cells within the ileum but not by cells of the liver, whereas IGF2 is an
activator of I-NET tumorigenesis (see below) that is usually produced at higher levels in
the liver than in the small intestine.

2. A Major Role for Somatostatin in Ileal Net Biology

Somatostatin was isolated as a hormone that could prevent secretion of growth hor-
mone [14], and was later shown also to decrease the secretion of serotonin and to relieve
symptoms of carcinoid syndrome in patients with I-NETs [15]. Because somatostatin has
a very short half-life, a longer-lived analogue known as octreotide was developed [16].
Although octreotide was approved in 1988 as a treatment to alleviate the symptoms of
carcinoid syndrome, it was not until 2009 that octreotide was also shown to slow the
growth of I-NETs [17]. Octreotide and somatostatin are bound by the somatostatin receptor
SSTR2, which is highly expressed by ileal NETs as well as by NETs that develop in other
organs. The molecular mechanism by which octreotide slows the growth of I-NETs is not
established, but this drug affects the phosphatidylinositol 3-kinase pathway in pituitary
neuroendocrine cells [18] and showed an effect on the TGF-β pathway in a pancreatic
neuroendocrine cell line [19]. Interestingly, I-NETs do not have recurrent mutations in any
of the presumed biochemical targets of somatostatin.

The somatostatin analogue DOTATATE has been linked to 177Lutetium, which upon
decay produces a high energy beta electron that can damage DNA [20]. I-NET cells
expressing SSTR2 take up 177Lu-DOTATATE, leading to DNA damage and cell death.
This type of therapy is commonly referred to as peptide receptor radionuclide therapy
(PRRT). NETTER-1 was a landmark clinical trial that led to the approval of PRRT for
metastatic I-NETs. In NETTER-1, 229 patients with well differentiated metastatic midgut
NETs were randomized to receive either 177Lu-DOTATATE plus long acting octreotide
(30 mg, n = 116 patients), or long acting octreotide (60 mg, 113 patients). Progression free
survival after 20 months was significantly longer in the PRRT + octreotide arm than in
the octreotide alone arm (65.2% vs. 10.8%). At the 2018 ASCO meeting, a follow up was
reported which showed that the median overall survival was 27.4 months in the octreotide
arm and not reached in the PRRT + octreotide arm.

Somatostatin analogues have also improved the imaging of I-NETs. Early MRI or CT
scans often failed to identify small I-NETs, but imaging of these smaller NETs was improved
by use of single photon emission CT to detect 111Indium attached to octreotide analogue
pentetreotide [21]. Newer, more sensitive nuclear imaging studies use positron emission
with computed tomography (PET/CT) to detect radionuclides such as 68Ga-DOTATATE
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and less commonly 18F-DOPA or 11C-5-HTP. The use of phase contrast has also improved
detection of small I-NETs by MRI and CT.

3. The mTOR Pathway

The importance of the mTOR pathway in NET biology was first suggested by the
appearance of pancreatic NETs in patients with tuberous sclerosis, which is caused by
naturally occurring alleles of TSC1 or TSC2 that are known to activate mTOR [22–26].
mTOR inhibitors were also shown to slow growth of pancreatic NETs in RIP-TAG mice,
a genetically engineered mouse model in which insulinomas arise due to expression of
the oncogenic SV40 T-antigen under control of the insulin promoter [27]. Subsequently,
patients with pancreatic NETs were treated with the mTOR inhibitor everolimus in a large
clinical trial [28], in which patients with ileal NETs were also included. In a follow-up trial,
the mTOR inhibitor everolimus was shown to increase progression-free survival in patients
with advanced I-NETs [29]. The FDA approved everolimus as a treatment for advanced
I-NETs in 2017. Everolimus also affects the growth of the I-NET cell line GOT1 [30]. The
genetic mechanism by which the mTOR pathway is activated in I-NETs remains unclear.
Ingenuity pathway analysis of copy number changes in I-NETs indicates that the mTOR
pathway can be altered by rare, nonrecurrent, low copy number amplifications of AKT1,
AKT2, mTOR, and PIK3CD [31]. Uncommon, nonrecurrent alterations of genes linked
to the mTOR pathway were also detected using ingenuity pathway analysis of DNA
methylation alterations in I-NETs [32].

4. I-Nets Lack Genes That Are Recurrently Mutated

It is notable that the importance of the SSTR2 and mTOR pathways in I-NET biology
were chiefly discovered by clinicians, with little contribution from basic scientists and
bioinformaticists. It has been difficult to study the basic science of I-NETs due to a lack of
cell lines and animal models, while bioinformatics analyses have been confounded by a
lack of recurrently mutated genes.

Whole exome sequencing revealed that ileal NETs have one of the lowest mutation
rates of any tumor type [31,33]. The total number of mutations per I-NET is more similar
to the frequency within pediatric tumors [33], in spite of the fact that the average age of
diagnosis of ileal NETs is 66. There is also a distinct lack of recurrently mutated genes in
I-NETs [31,33]. Whereas in other tumor types it is not uncommon to find genes that are
mutated in 50–95% of cases, in I-NETs the gene that is most frequently associated with
point mutations is CDKN1B, which is mutant in only 8% of cases [33–36]. This is a rather
low mutation frequency for a tumor driver gene. Although tumor suppressor functions
of CDKN1B are well known from mouse studies, it is notable that I-NETs have not been
reported in CDKN1B mutant mice, nor have I-NETs been reported in patients with MEN4
syndrome, in which patients develop neuroendocrine tumors in multiple endocrine organs
due to rare allelic forms of CDKN1B [8]. CDKN1B is a complex cancer gene because its
protein, p27kip1, can act both as an activator or as a repressor of the RB1 tumor suppressor
protein, by inhibiting CDK2 or by activating CDK4/Cyclin D, respectively [37,38]. In
addition to CDKN1B point mutations, loss of copy of CDKN1B has been found in 1.5%
to 14% of I-NET cases, depending on the study [33–35]. Loss of heterozygosity (LOH) is
a characteristic of tumor suppressor genes but is rarely found in I-NETs with CDKN1B
mutations, although it should be noted that CDKN1B appears to be a haploinsufficient
tumor suppressor in other tumor types and in mouse studies [8,39].

Genes that are commonly mutated in other tumor types, such as p53, PIK3CA, or
KRAS, are seldom mutated in I-NETs. In a recent targeted sequencing analysis of candi-
date tumor genes [36], fifty-seven cancer-related and neuroendocrine tumor-related genes
were sequenced in 52 small intestinal NETs; copy number variations were also studied for
another 40 candidate genes. Recurrently mutated genes included CDKN1B and APC (9.6%
and 7.7% of cases, respectively) as well as CDKN2C (7.7%) and KRAS, PIK3CA, and TP53
(each altered in 3.8% of cases, or two patients each). Nonsynonymous APC mutations had
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previously been reported in five out of 30 ileal NETs [40]. APC is a key tumor suppressor of
colorectal cancer, where its mutation often correlates with loss of heterozygosity and with
nuclear localization of beta-catenin [41,42]. In three of the five I-NET patients with APC
mutations, APC LOH and nuclear beta-catenin were also observed [40]. APC mutations
would suggest that the WNT pathway is important for ileal NET biology. WNT pathway
activation in I-NETs has also been suggested by the analysis of microRNAs that are dif-
ferentially regulated in metastatic vs. primary I-NETs [43], and by the ingenuity pathway
analysis of copy number variants in I-NETs [31].

However, it should be noted that APC mutations were less common in other stud-
ies of I-NETs [31,33,36]. Moreover, I-NETs have not been reported in mice with APC
mutations [44], and I-NETs are extremely rare in patients with familial adenomatous
polyposis [45], in whom alleles of APC lead to intestinal polyps and colorectal cancer.
Hypermethylation of the CTNNB1 promoter, discussed below, also seems inconsistent
with a role of the WNT pathway in ileal neuroendocrine tumorigenesis [46].

The low frequency of DNA mutations in I-NETs suggests that these tumors are not pro-
moted by mutagens such as smoking or dietary carcinogens. In a comparison of the ratio of
tumor mutational load relative to the estimated number of cell divisions by tumor precur-
sor cells, organs with endocrine tumors (pancreatic islets, small intestine and duodenum)
ranked as the lowest of all tumor types [47]. This analysis suggested that the mutations
in endocrine tumors are strictly produced by replication errors and not by environmental
mutagens. However, a recent study revealed that small intestinal NETs occurred at elevated
rates in coal mining communities, suggesting a role for environmental factors [48].

5. Copy Number Variations

Although genes with recurrent point mutations are absent in I-NETs, some genes are
recurrently altered by copy number alterations [31]. However, I-NETs lack the highly focal,
high copy number amplifications of oncogenes that have identified tumor driver genes in
other tumor types. Instead, recurrent copy number variants (CNVs) in I-NETs are generally
due to gain or loss of a single copy of an entire chromosome. Common chromosomal
gains in I-NETs include chromosomes 4, 5, 14, and 20, while common chromosome losses
in I-NETs include chromosomes 9, 11, 16, and particularly 18 [49,50]. For most of these
chromosomes, gains and losses occur in 10–30% of patient samples, depending on the
percentage of metastatic samples in the data set. Chromosomal gains are more common in
metastatic tumors.

Loss of an entire copy of chromosome 18 occurs in 40–75% of I-NETs depending on
the study [51,52]. Chromosome 18 loss can be found in localized as well as in metastatic I-
NETs, and may therefore be a marker of early disease. There is evidence for recurrent DNA
methylation of LAMA3 and SERPINB5 genes on the remaining copy of chromosome 18,
which suggests a “second hit” common to tumor suppressor genes [32,53]. LAMA3 is not
a known tumor suppressor but SERPINB5, also known as maspin, has well-established
tumor suppressor activity in breast cancer [54]. However, it is unclear whether neuroen-
docrine cells express maspin [55] and the ability of maspin to suppress I-NETs has not
yet been rigorously tested using orthologous assays. SMAD2 and SMAD4 also reside on
chromosome 18 and are potential tumor suppressors in the TGF-β pathway, which can
crosstalk with the WNT pathway (see Section 4). No “second hits” of SMAD2 and SMAD4
have been reported in I-NETs and expression of these genes does not decrease at the mRNA
level in I-NETs that have lost chromosome 18 [55]. Decreased SMAD4 expression was
reported upon comparing metastatic with localized small intestinal NETs [56].

DCC is another chromosome 18 gene with well-established tumor suppressor activity
in other tumor types [57]. DCC is best known as an axonal guidance molecule but it is also a
dependence receptor that promotes cell death when its ligand, Netrin-1, is absent [58]. DCC
expression is lowered in small intestinal NETs [55], consistent with a tumor suppressive role
in these tumors. Lowered expression of another axonal guidance protein, Semaphorin 3,
has also been reported in small intestinal NETs [59]. “Axonal guidance” was also detected
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by integrated pathway analysis of I-NET copy number alterations [31], and the neural
morphology of EC cells certainly suggests that axonal guidance pathway components
could play a role in I-NET biology.

Chromosome 20, which shows a copy number gain in some I-NETs, encodes the
oncogene SRC. An increase in SRC copy number correlated with decreased patient survival
in a small set of small intestinal NETs, and SRC mRNA was increased in samples with
elevated SRC copy number [36]. The effect of SRC amplification on patient survival has not
yet been repeated in a separate cohort. Perhaps more importantly, SRC activity is usually
controlled post-translationally, whereas elevated SRC kinase activity has never been tested
in I-NETs.

6. Mouse Modeling

The problem with modeling I-NETs in mice is two-fold. First, there is a lack of
recurrently mutated genes, which are usually the starting point for designing a mouse
model. Second, I-NETs are difficult to detect even in patients.

As mentioned above, CDKN1B is a known tumor suppressor gene that is mutated in
a small percentage of patients with I-NETs. However, while CDKN1B mutant mice make a
variety of tumors, I-NETs are not among the tumor types that have been reported in these
animals [60]. It has been unclear whether this means that CDKN1B is not a suppressor of
I-NETs or whether it is simply too difficult to detect I-NETs in mice.

For some purposes, xenograft models may adequately substitute for a lack of genet-
ically engineered mouse models. However, a lack of available ileal NET cell lines has
limited xenograft work for this tumor type. There is one human ileal NET cell line, GOT1,
that has been reported to make xenografts [61], but for many years this cell line was not
publicly available and as a result there has been very little work on GOT1-xenografted mice.
It has also not been possible to generate patient-derived xenograft (PDX) models of I-NETs.
Many researchers have implanted I-NETs into nude or NSG mice, but no PDX models have
resulted. No I-NET PDXs are currently listed by the Human Cancer Models Initiative [62].

The first genetically engineered mouse model of ileal NETs was not reported until
2020 [63]. Ironically, these researchers were not trying to build an I-NET mouse model, but
instead were studying pancreatic NETs in RIP-TAG (RT2) mice, which make insulinomas
when they are in a C57Bl/6 (Black6, or B6) genetic background [64]. The researchers
found that RT2 mice can make a different type of tumor, a nonfunctioning pancreatic
NET (NF-PNET), when a RIP-TAG Black6 male was crossed with a wildtype female from
the A/J genetic background [65,66]. This F1 hybrid is known as RT2AB6F1, because the
mother’s genetic background (A) precedes the father’s background (B6). The reversed
cross, in which RIP-TAG Black6 females are mated to A/J males, produce a related hybrid
line known as RT2B6AF1. Interestingly, the latter animals developed not only NF-PNETs
but also ileal NETs. Because I-NETs were found in RT2B6AF1 mice but not in RT2AB6F1
mice, it was thought that an imprinted gene might be required for the formation of I-NETs
in mice. I-NET-related phenotypes in RT2B6AF1 mice were then shown to map at or
near H19os, an imprinted gene that controls expression of insulin-like growth factor-2
(IGF2) [67,68]. Indeed, animals with I-NETs showed upregulation of both H19os and
IGF2. The importance of IGF2 to I-NET development in mice was then established by
demonstrating that a loss of copy of IGFBP1, a negative regulator of IGF2, enabled I-NETs
to form in RT2B6 mice, which otherwise never develop I-NETs [63].

Importantly, IGF2 not only associated with I-NET formation in mice, but was also
altered in a high percentage of patients. IGF2 is an imprinted oncogene, and loss of
imprinting (LOI) of IGF2 was demonstrated in 57% of I-NET samples from patients [65].
Since IGF2 is upregulated by LOI in a high percentage of patients, and can also cause
I-NETs to form in mice, IGF2 is the first gene that fits the strict criteria of a tumor driver
gene in I-NETs.

RT2B6AF1 mice also provided clues about additional genes that are important in
I-NET formation. Although I-NETs appeared in RT2B6AF1, these tumors were not detected
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in B6AF1 littermates, which do not encode SV40 T-antigen. SV40 T-antigen inactivates the
powerful tumor suppressors RB1 and p53. In addition to being activated by CDKN2C and
CDKN1B [38], which are mutated at low frequency in I-NETs, the RB1 tumor suppressor
can also be activated by MIR1, which is produced by a gene on chromosome 18 and there-
fore shows a copy number loss in a majority of I-NETs [69]. MIR1 expression negatively
correlated with CDK4 expression in I-NET patient samples, and MIR1 overexpression in
NET cell lines caused G1 arrest, loss of expression of CDK4 and loss of phosphorylation
of RB1. A number of studies have now detected downregulation of MIR1, and/or down-
regulation of its cistronic microRNA, MIR133, in metastatic I-NETs compared to primary
I-NETs [63,70–72]. This suggests that advanced I-NETs are more likely to overexpress
CDK4 and therefore that patients with advanced I-NETs may particularly benefit from
CDK4/CDK6 inhibitor treatment. In the literature, only one patient with a small intestinal
NET has been treated with a CDK4/CDK6 inhibitor. This patient was part of a basket
trial of abemaciclib and showed a notable objective response to the drug [73]. Together,
these data suggest that CDK4/CDK6 inhibitors should be considered for the treatment of
patients with I-NETs that are otherwise not responding to standard of care.

p53, the other tumor suppressor inactivated by T-antigen in RT2B6AF1 mice, is almost
never mutated in I-NETs, but overexpression of MDM2, the negative regulator of p53, has
been noted in ileal NETs by our laboratory and also by Briest et al. [74]. Attenuation of p53
by MDM2 overexpression would help to explain the poor response of I-NETs to cytotoxic
chemotherapy and might also be responsible for the elevated activity of mTOR.

An MDM2 inhibitor had a strong effect on the growth of GOT1, which is one of the
only I-NET cell lines [75].

7. Epigenetic Alterations

Because of a lack of point mutations in I-NETs, epigenetic changes have long been
suspected to play an important role in ileal NET biology. Although there are no recurrently
mutated chromatin remodeling genes in I-NETs, both pancreatic NETs and lung NETs have
mutations in these types of genes [76,77], suggesting that an altered chromatin structure is
generally important in the biology of neuroendocrine tumors. In spite of this, studies of
histone modifications are particularly lacking for I-NETs. In one study, the expression of
the histone deacetylase HDAC5 was detected in I-NETs, and an HDAC inhibitor affected
growth of the GOT1 cell line [50]. In a second study, H3K4 dimethylation was elevated in
small intestinal NETs compared to hepatic cancers [78].

Most studies on epigenetic changes in I-NETs have focused on changes in DNA
methylation. In the first of these studies, a high percentage (81%) of ileal NETs express the
ORF1p protein of LINE-1 [79,80]. LINE-1 expression is a hallmark of cancer that indicates
hypomethylated DNA [81]. A subsequent global DNA methylome analysis indicated
that I-NETs indeed have genomic hypomethylation, although certain sites can also show
hypermethylation [82,83]. By comparing I-NETs to normal adjacent tissue, a set of 21 genes
was shown to distinguish metastatic small intestinal NETs from primary small intestinal
NETs [32]. For these 21 genes, changes in DNA methylation correlated with changes in
gene expression [82].

As described in the previous section, loss of imprinting of IGF2 is found in 57% of
patients with I-NETs, and correlates with upregulated IGF2 expression in patient samples
and in mice that develop I-NETs. LOI of IGF2 correlated with changes in DNA methylation
in two imprinting control regions of the IGF2 promoter [63].

TCEB3C is a chromosome 18 gene with promoter hypermethylation and decreased
expression in I-NETs, relative to normal adjacent tissue [84]. However, since TCEB3C
is an imprinted gene, if its loss drives I-NET biology, then one might expect that all
multifocal I-NETs (see next section) isolated from the same patient would lose the copy of
chromosome 18 with imprinted TCEB3C. Instead, individual tumors from the same patient
show no preference for which copy of chromosome 18 is lost [85].
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A problem with comparing DNA methylation in I-NETs to DNA methylation in nor-
mal adjacent tissue is that the precursor cells of I-NETs are such a rare subpopulation
within the normal adjacent tissue. A more technically challenging approach is to com-
pare DNA methylation within tumors to DNA methylation within microdissected normal
enterochromaffin cells. By microdissecting normal EC cells, Lloyd and colleagues demon-
strated the hypermethylation of promoters of candidate genes, RASSF1A and CTNNB1 [46].
Hypermethylation of the same promoters in small intestinal NETs was also observed by
another group [83]. Promoter hypermethylation of CTNNB1, a known oncogene, seems
inconsistent with a role in tumorigenesis; however, RASSF1A is a tumor suppressor for
which promoter hypermethylation has been detected in many cancers.

DNA methylation is seen as a key for early cancer detection. Cancer-specific and
tissue-specific DNA methylation signatures in circulating DNA have been studied in order
to develop multi-cancer screening tests, which will likely be offered as part of future patient
wellness visits. However, even though ileal neuroendocrine tumors were included in a
large search for cancer-specific DNA methylation markers, I-NETs are not listed among the
50 cancers that can be detected by the Galleri test that emerged from this study [86]. Indeed,
Galleri advertises its ability to detect neuroendocrine tumors in the pancreas, appendix,
large intestine and rectum, but not in the ileum or caecum. Thus, early detection will
remain one of the biggest challenges for I-NETs, especially since most patients with this
disease already have local or distant metastasis. Indeed, the problem of early detection
even appears to be growing, as shown by an increase in the percentage of patients whose
initial diagnosis is carcinoid syndrome, which is more common for metastatic disease [5].
Circulating RNAs and microRNAs that have been linked to small intestinal NETs may be
able to aid in early detection [87,88].

8. Stromal Cell Involvement?

One of the singular properties of primary ileal NETs is their multifocal nature [89,90].
While few people will ever develop an I-NET within their lifetimes, patients who do
develop this disease often have five or more tumors within their ileum. DNA analysis of
individual tumors from patients with multiple lesions reveals that the multiple tumors
arise independently of one another [85,91]. The low mutational load of I-NETs, combined
with their multifocality, has suggested that drivers of I-NETs may be extrinsic, rather than
intrinsic. Viruses and bacteria are cell-extrinsic causes of some cancers [92,93], and a virus
has been linked to the multifocality of hepatocellular cancer [94]. However, no recurrent
viral and bacterial sequences have yet to be associated with I-NETs, in spite of intensive
research efforts.

Inflammation is a cell-extrinsic driver of some cancer types [95]. Indeed, there is an
elevated incidence of I-NETs in patients with Crohn’s disease [96], which causes chronic in-
flammation of the ileum. However, not all patients with I-NETs have chronic inflammation,
and chronic inflammation has not yet been linked to I-NET formation in mice. It is possible
that I-NETs are detected in an elevated percentage of patients with Crohn’s disease simply
because these patients are frequently screened for gastrointestinal problems, but it is also
possible that the impact of inflammation has not been adequately studied for this disease.

As mentioned in a previous section, LOI of IGF2 can be found in 57% of I-NETs.
Interestingly, LOI of IGF2 was also observed in matched normal tissue from these patients,
including, in some cases, in normal tissue cut >20 cm from the tumor itself. Thus, a large
zone of IGF2 overexpression can exist within the ilea of patients with I-NETs. Similarly large
zones of IGF2 LOI have been reported in normal tissues from prostate cancer patients [97].
Since IGF2 is a driver of I-NETs, this zone of IGF2 overexpression may initiate multifocality.
Notably, IGF2 may not have to be produced by the tumor cells themselves, but may instead
be secreted by neighboring cells. Contributions by stromal cells would be consistent with
the low mutation rate observed in I-NETs, and with the fact that LOI of IGF2 is observed in
normal adjacent tissue. It would be interesting to engineer a mouse to overexpress IGF2
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from some other intestinal cell type, such as a Paneth cell, to determine if gene expression
from a neighboring cell type can lead to I-NET formation.

In Figure 2, we present a working model for ileal neuroendocrine tumorigenesis in
which a zone of overexpression of IGF2 develops in the ileum, increasing the proliferation
of enterochromaffin cells. A subsequent mitotic error results in the loss of one copy of
chromosome 18 in multiple EC cells, which would decrease MIR1 expression, increase
CDK4 expression, and attenuate the RB1 tumor suppressor pathway. Multiple tumors
would then arise.
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9. Epidemiological Studies

Since multifocality is also a property of familial cancers such as BRCA1 and BRCA2
cancers [98], it has been suggested that patients with multifocal I-NETs have inherited
an allele that predisposes them to develop I-NETs. Indeed, families have been identified
in which more than one member develops I-NETs [99–104]. In a heroic study, Wank and
colleagues [101] discovered a large family that included two patients with clinical I-NETs.
Many of the previously undiagnosed members of this family permitted the researchers
to perform endoscopies, DOPA-PET, and even laproscopic surgeries to determine if other
family members had previously undiagnosed I-NETs. DNA comparisons of the tumor-
positive and tumor-negative family members allowed the mapping of a tumor-associating
region on chromosome 10. Within this region, afflicted family members had a previously-
unreported allelic variant of the gene for inositol polyphosphate multikinase (IPMK), from
which four nucleotides were missing to cause a frame shift. The researchers also showed
that this allele can reduce the activity of the p53 tumor suppressor protein. Notably, genetic
alterations in IPMK have not been reported in spontaneous I-NETs, and rare alleles of
IPMK are not reported in other families with multiple cases of I-NETs.

In another study, DNAs were collected from several small, unrelated families in
which two or more members had developed I-NETs [99]. Whole exomic sequencing was
performed on patients with inherited I-NETs and on their unaffected relatives, as well
as patients with sporadic I-NETs and other case controls. The inherited cases in this
study showed enrichment of a relatively rare though previously reported coding SNP in
the MUTYH gene. MUTYH is a DNA repair gene, whose alteration would be expected
to increase the number of tumor-specific mutations but the researchers did not indicate
whether the mutation rate was lower in I-NETs lacking this MUTYH allele. This allele of
MUTYH has also been associated with MUTYH loss of heterozygosity in certain pancreatic
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neuroendocrine tumors [105], indicating that the allele is a recessive tumor suppressor.
No LOH of MUTYH was reported in the I-NET samples. Additional studies on SNP
associations to I-NETs have focused on spontaneous and not familial I-NETs [106,107].

Tumor syndromes exist in which family members develop neuroendocrine tumors in
many organs. Interestingly, patients with these “multiple endocrine neoplasia” or MEN
syndromes never develop NETs in the ileum. For instance, members of families with
MEN2 syndrome develop NETs in the adrenals, thyroid, and parathyroid, but not in the
ileum [108], while members of families with MEN1 syndrome develop NETs in the pituitary,
pancreas, parathyroid, and occasionally in the duodenum, lung, thymus, and stomach, but
not in the ileum [9]. The fact that ileal NETs are not detected in MEN2 or MEN1 families
strongly suggests that the genes that cause these syndromes, RET and MEN1 respectively,
are not genetic drivers of I-NETs. Moreover, mutations in RET and MEN1 are not detected
in I-NETs.

MEN4 syndrome is linked to allelic forms of CDKN1B, which is a gene that actually
is altered in I-NETs. However, although members of MEN4 families develop NETs in the
parathyroid, pituitary, and occasionally in the duodenum, no I-NETs have been reported [8].
Since very few cases of MEN4 have ever been studied, it is possible that in the future I-NETs
may be reported in these families [8].

10. Transcriptomics

Comparisons of gene expression between I-NETs and their cells of origins have been
complicated by the scarcity of normal EC cells, and thus have not been very helpful
in demonstrating tumor driver genes or tumor driving pathways. On the other hand,
comparisons between primary and metastasized tumors are less of a technical challenge,
and have offered glimpses into potential metastatic driver pathways. In a recent study
of primary and metastasized small intestinal NETs, there was an upregulation of several
liver-specific genes and pathways in the metastases [109]. The upregulated pathways
included complement and coagulation, and the upregulated genes included albumin and
transferrin. Presumably the upregulation of liver genes was not due to contaminations of
liver cells in the metastatic preparations, since other liver-specific genes were not detected.
What is particularly interesting is that these same pathways and genes are upregulated
in metastatic pancreatic neuroendocrine tumors [110], a tumor type that is presumed to
have different tumor drivers than ileal NETs (e.g., MEN1 but not IGF2). Our laboratory
also screened for pancreatic NET metastasis genes in mice and identified complement C5,
then validated the importance of this gene both epistatically and pharmacologically [66].
From these data, I-NETs and pancreatic NETs may share common metastatic drivers.

11. In Vitro Modeling of I-Nets

A subset of the pathways that are probably important in I-NET biology is shown
in Table 1. It is notable that for many of these pathways, there have been no in vitro
experiments to test for potential mechanisms and their importance. This is due to a lack of
availability of such tools as I-NET cell lines.

Developing I-NET cell lines has been very difficult. Several cell lines, including KRJ-1,
H-STS, and L-STS, were originally thought to be derived from I-NETs but were later shown
to be lymphoblastoid cell lines [111]. The CNDT2.5 cell line was thought to derive from a
tumor isolated from a patient with an I-NET, but later analysis revealed that the cell line
was unrelated to that patient [112] and the source of CNDT2.5, along with its tumor of
origin, remains a mystery. The Cancer Cell Line Factory reported a new cell line model of
ileal neuroendocrine, CCLF_RCRF1049T, which was submitted to American Type Culture
Collection in 2018 [113]. However, as of early 2021, this cell line was still not available
from ATCC.
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Table 1. Some of the key pathways in Ileal NETs.

Pathway Gene(s) Clinical Evidence Orthologous Evidence Additional Notes Key
References

Somatostatin
receptor-2 SSTR2

Somatostatin analogues
approved for treatment
of patients with I-NETs

GOT1 cell line responds
to somatostatin

analogues

SSTR2 is naturally
expressed by EC cells. [17,20,61]

mTOR mTOR
mTOR inhibitors

approved for treatment
of patients with I-NETs

GOT1 cell line responds
to everolimus

Nonrecurrent CNVs and
promoter methylations

in mTOR pathway
[20,30–32]

IGF2 IGF2 57% of I-NETs show loss
of imprinting of IGF2

I-NETs form in RT2B6
and in RT2B6AF2 mice

due to IGF2
pathway genes

Pathway downstream of
IGF2 is unestablished

in I-NETs
[63]

RB1
MIR1-2

CDKN1B
CDKN2C

MIR1-2 shows loss of
copy in 60% of I-NETs;
CDKN1B is mutant in

8%; CDKN2C is mutant
in 8%

I-NETs form in mice
expressing SV40
T-antigen, which
inactivates RB1

[33–36,69]

p53 MDM2 IPMK

MDM2 overproduction
in patient samples;

frame-shifted IPMK
allele associates with

familial I-NETs

I-NETs form in mice
expressing SV40

T-antigen;
MDM2 inhibitors

prevent growth of GOT1

I-NETs often respond
poorly to cytotoxic

chemotherapies,
suggestive of low

p53 activity

[74,75,101]

HC45 is an I-NET cell line that was produced by transfecting an ileal NET with
SV40 T-antigen [114]. P-STS and GOT-1 are I-NET cell lines that have not been publicly
available, presumably due to material transfer restrictions [115,116]. However, the GOT-1
cell line may now be available to the broader research community as our lab was recently
granted an MTA for its use of GOT-1. This is a very favorable development for future ileal
NET research.

A lack of cell lines has caused researchers to test ideas about I-NETs using cell lines
derived from NETs of other organs, including NCI-H727, which was derived from a lung
carcinoid; QGP1, which was derived from a pancreatic somatostatinoma [117]; and BON1,
which was derived from a pancreatic carcinoid [118]. A mouse line, STC1, was also used,
and was derived from a secretin-expressing neuroendocrine tumor of the duodenum [119].
Unfortunately, the genetics of I-NETs, which are not found in MEN1 families, are likely to
differ substantially from the genetics of NETs from lung, pancreas, or duodenum, which
are found in MEN1 families.

The struggle to generate cell lines also forced researchers into adopting other ap-
proaches. The generation of spheroids from I-NET patient samples was recently re-
ported [120]. Organoids have been difficult to generate from I-NETs, but I-NET organoids
were reported at recent research meetings and these studies are expected to be published
within the next year.

12. Conclusions

As shown in Figure 3, research interest in ileal NETs has not changed very much
for many years. In contrast, research interest in pancreatic NETs (PNETs), which are less
common than I-NETs in the clinic, has grown substantially over the same period of time.
For PNETs, there are several mouse models and cell line models [64,65,121–124], which
have helped basic scientists to ask scientific questions, to generate hypotheses, to test
predictions, and to win grants. Indeed, over the years, the NIH has awarded several RO1
grants to studies with a PNET focus but none to a project with an I-NET focus. Scientists
that study I-NETs have depended upon private foundations to fund their work, and often
I-NETs are more of a side project than a lab’s main focus. Thus, one of the challenges of the
field has been how to make I-NET research less of a side project and more of a focus.
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I-NET research interest in the future. Also noted are the years in which some of the key basic science results were published
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Several recent advances in I-NET research should increase the appeal of researching
this type of tumor. These advances include the identification of the first driver genes,
development of the first mouse model, publication of a method for generating patient-
derived spheroids, and possibly soon-to-be published methods for generating patient
derived organoids. The availability of organoids and spheroids may finally allow the study
of downstream targets of somatostatin and IGF2 in I-NETs as well as the importance of
candidate tumor genes like MIR1-2, RASSF1A, APC, or CDKN1B. Indeed, the number of
critical pathways shown in Table 1 will surely increase in the near future

In spite of a lack of knowledge about the genetic causes of this disease, treatment
options for I-NETs have been increasing rapidly, including approvals for octreotide in
2013, for lanreotide in 2015, for everolimus in 2017, and for 177Lu-DOTATATE in 2018 [126].
While these clinical successes were accomplished with very little help from basic science, it
seems possible that basic science will finally begin to contribute to the number of clinical
options as well. For instance, studies of ileal NETs in RT2AB6F1 mice implicated IGF2,
CDK4/6, and MDM2 in I-NET biology. IGF2-targeting and MDM2-targeting drugs have
been in clinical trials for other tumor types, and CDK4/6 inhibitors are already approved
for patients with breast cancer. Moreover, the ability to generate spheroids and organoids
should allow large sets of candidate drug therapies to be tested in vitro, either for sets
of I-NETs or even for individual patients, which may open personalized medicine as an
option for patients with I-NETs despite a lack of tumor point mutations.
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