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Supplementary Fig.1 A, The list of esophagus-enriched proteins
identified in the EoE proteome. log(FC) represents a log2-transformed
expression difference between EoE and control samples. B, Volcano
plot of the esophagus-enriched proteins. Most differentially expressed
proteins (DEPs) are labeled.
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Supplementary Fig.2 A, Venn diagram of
the intersection of the eosinophilic
esophagitis (EoE) proteome with the
publicly available proteome analyses of
atopic dermatitis (31-34). The list shows all
shared proteins. B, The connectome of
proteins shared between EoE and atopic
dermatitis identified in A was visualized by
the STRING app in Cytoscape by applying
a confidence score cut-off of 0.4 (described
as “medium confidence”).



