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Abstract: Resistance to cancer treatment is one of the major challenges currently faced when treating
gastrointestinal (GI) cancers. A major contributing factor to this resistance is the presence of cancer
stem cells (CSCs) in GI cancers (e.g., colorectal, pancreatic, gastric, liver cancer). Non-coding RNAs,
such as microRNAs (miRNAs), have been found to regulate several key targets that are responsible
for cancer stemness, and function as oncogenic miRNAs (oncomiRs) or tumor suppressor miRNAs.
As a result, several miRNAs have been found to alter, or be altered by, the expression of CSC-defining
markers and their related pathways. These miRNAs can be utilized to affect stemness in multiple
ways, including directly targeting CSCs and enhancing the efficacy of cancer therapeutics. This
review highlights current studies regarding the roles of miRNAs in GI CSCs, and efforts towards the
development of cancer therapeutics.

Keywords: cancer stem cells; microRNAs; cancer therapeutics; colorectal cancer; gastric cancer;
pancreatic cancer; liver cancer

1. Introduction

Cancer treatment regimens have advanced with the discovery of novel detection
methods and therapeutics. As a result of these advances, cancer survival rates have
continued to improve [1]. Unfortunately, despite these developments, the mortality rate in
patients diagnosed with metastatic cancers has remained poor [1,2]. This can be seen by
the continuous poor survival rates of patients with gastrointestinal (GI) cancers, such as
colorectal cancer (CRC), pancreatic cancer, gastric cancer, and liver cancer [2]. One of the
major treatment obstacles that has contributed to mortality is resistance to therapy [3,4].

Resistance to these therapies is generally defined as a poor response of the cancer
to a given therapy [5]. Currently, there are a variety of therapies available for patients
with metastatic cancer, including chemotherapy, radiotherapy, targeted therapy, and im-
munotherapy [1,3,6–8]. Depending on the patient’s condition, these therapies can also be
used in combination to improve efficacy and patient survival [1]. However, despite novel
discoveries in these therapies, cancer recurrence and resistance has still been observed [4].
Several mechanisms have been observed to contribute to a cancer’s resistance to therapy,
including efflux of chemotherapeutics, resistance to apoptosis, and the repair response to
DNA damage [5,6,9–11]. As tumor cells are highly heterogeneous, it has been suggested
that cancer stem cells (CSCs) exhibit these characteristics and are largely responsible for
cancer recurrence and resistance to therapy [3,6].

CSCs are cancer cells that have a “stem-like” nature of continuous self-renewal and
tumor-initiating capacity [12–14]. It is important to note that although they are called
cancer stem cells, this term only refers to how these populations exhibit characteristics
similar to stem cells [12,15]. CSCs were first discovered in leukemia, and they were
discovered to have acquired tumor-initiating capabilities, as seen by their ability to initiate
tumor formation in mouse xenografts [13,14,16,17]. After the initial discovery of CSCs
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in leukemia, CSC populations were also discovered in solid tumor cancer types such as
breast cancer [12,16,18]. In addition, CSC subpopulations, or cancer cells with stem-like
qualities, have also been discovered in GI tumor types, including CRC, pancreatic cancer,
gastric cancer, and liver cancer [2,16,19–23]. The stem-like nature of CSCs has been found
to contribute to tumor growth, recurrence, and resistance to therapeutics [3,4,6,15,16,24].
Furthermore, the plasticity of the CSC state has been observed as a result of the surrounding
CSC niche, thus adding an additional obstacle to therapeutic strategies [2,12,14]. As a result,
there has been a growing amount of research that specifically identifies and targets CSCs,
including the role of microRNAs (miRNAs) [25–27].

MiRNAs are a family of 21–25 nucleotide-long, double-stranded, non-coding RNAs
(ncRNA). Similar to small interference RNAs (siRNAs), miRNAs are also involved in
RNA interference (RNAi) through the degradation of messenger RNA (mRNA) and/or
the inhibition of mRNA translation. Unlike siRNA’s specificity to one target per siRNA
sequence via complementary binding, miRNAs bind to the 3′ untranslated region (UTR)
of their target mRNA via complementary binding with the two- to seven-nucleotide-
long seed region of the mature miRNA. As a result, this confers on miRNAs the ability
to target multiple different targets per miRNA sequence [28–30]. Due to their role in
regulation by RNAi, various cancer types, including CRC, pancreatic, gastric, and liver
cancer, have been found to have dysregulated expressions of various miRNAs [26,28,30,31].
This includes the discovery of miRNAs that promote tumorigenesis, often referred to as
oncomiRs, and miRNAs that inhibit tumorigenesis, often referred to as tumor suppressor
miRNAs [30]. While many miRNAs have been demonstrated to inhibit tumor formation
and/or growth, the tumor suppressor miRNAs mentioned in both the literature and in
this review may not be a “classic” tumor suppressor gene that has been demonstrated to
cause tumor formation after biallelic inactivation [32]. As a result of this dysregulation,
some specific miRNA sequences have been proposed as novel biomarkers to identify
CSCs [25,26]. Furthermore, miRNAs have also been found to affect the sensitivity of cancers
and their respective CSCs to various therapeutics, including chemotherapy, radiotherapy,
and targeted therapy [25,27]. In this review, we will highlight the role of miRNAs in GI
CSCs and the impact of miRNAs in overcoming GI CSC resistance to therapeutics.

2. The Role of miRNAs in Colorectal Cancer Stem Cells

Among GI CSCs, CRC CSCs are one of the most well-studied types [33–35]. The
intestinal epithelium is populated with stem cell niches, also known as intestinal crypts,
that are responsible for the constant proliferation and differentiation of the epithelium.
Due to this continuous proliferation and differentiation of cells, dysregulation in the
proliferation and/or differentiation pathways within these cells can result in forming CRC
CSCs [33]. Although the origin of CRC CSCs is still debated today, ultimately, among
several other pathways, dysregulations within the Wnt [36], Notch, and TGF-β signaling
pathways of the intestinal epithelial cells have all been found to contribute to the stemness
of CRC CSCs [2,33,35,37]. As a result of these efforts, various genes associated with
these pathways have been identified as potential biomarkers for CRC CSCs [2,34,38]. In
addition to biomarkers directly associated with these pathways, general markers found
in several different types of stem cells and CSCs, such as NANOG, OCT-3/4 (also known
as POU5F1), and SOX2, are highly expressed in CRC CSCs [2,33,34,37,38]. In addition to
these general markers for stemness, it has been well-documented that CD24, CD44, CD133,
LGR5, ALDH1, CXCR4, DCLK1, and EpCAM (also known as ESA) can also be used to
identify CRC CSCs [2,19,20,33,34,38–41]. Interestingly, CD44 has several known variants,
with several variants—including CD44v6—contributing to the stemness of CRC CSCs [42].

It is important to note that several other biomarkers may be used to identify CRC
CSCs, and the ones noted here only cover some of the more extensively studied markers.

Aside from the identification of CSCs, these markers are also found to be function-
ally active in CRC CSCs. For example, leucine-rich repeat-containing G protein-coupled
receptor 5 (LGR5) expression correlates with the ability for long-term self-renewal and
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differentiation, known characteristics of CSCs, in human LGR5+ CRC cells [40,43]. Further-
more, the high expression of LGR5 has been found to contribute to CRC’s resistance to the
chemotherapeutic drug 5-fluorouracil (5-FU) [44]. In addition to LGR5, EpCAM has also
been identified as a marker for CRC CSCs [38]. The increased expression of EpCAM in
CRC cells has been associated with CSC characteristics, such as tumor-initiating potential,
colony formation, and long-term self-renewal [33].

The roles of miRNAs in CRC and their associated CSCs have also been extensively
studied. Several miRNAs were identified to be upregulated in CRC CSC subpopulations,
suggesting that they promote the stemness of CRC CSCs (Table 1) [45,46]. In both cell lines
and patient-derived samples of CRC, miR-210 and miR-221 were generally found to be
upregulated in CRC subpopulations that were enriched for CSC surface markers ALDH+

and CD44+ [47,48]. MiR-221-5p and miR-221-3p were also found to be upregulated in
CRC cells that were sorted for CSC surface markers EpCAM+/CD44+. Furthermore, the
overexpression of miR-221 in patient-derived xenografts (PDX) of CRC resulted in enhanc-
ing the formation of CRC 3D organoids. Conversely, downregulating miR-221 was found
to inhibit proliferation, and reduce the formation of organoids and tumorigenic capacity.
Downregulating the expression of miR-221 was found to also reduce the expression of
CSC-associated markers LGR5, SOX2, and OCT-4 through the direct targeting of tumor
suppressor QKI, a transcriptional target of p53 [49].

Table 1. Summary of microRNAs (miRNAs) regulating colorectal cancer stem cell (CSC) growth and/or stemness.

miRNA Expression in CSCs Relation to Stemness Reference

let-7f-1-3p Downregulated Downregulated in CD44v6+ cells
[42]

Downregulated in 5-fluorouracil (5-FU) and oxaliplatin-resistant CRC1

miR-10b Downregulated Downregulated in ALDH+/CD44+ cells [47]

miR-15a Downregulated
Targets BCL2, BMI1, YAP1 and DCLK1

[50]5-FU-modified mimic promotes apoptosis, inhibits invasion and
overcomes resistance in CSC 1

miR-18a Downregulated Upregulated in CRC, but downregulated in CRC CSCs [47]

miR-20b-5p Downregulated Inhibits proliferation of spheroid cells, invasion and tumorigenic capacity [51]

miR-34a-3p Downregulated Downregulated in CD44v6+ cells
[42]Downregulated in 5-FU and oxaliplatin-resistant CRC

miR-101-3p Downregulated Downregulated in CD44v6+ cells
[42]Downregulated in 5-FU and oxaliplatin-resistant CRC

miR-129 Downregulated

Promotes apoptosis and inhibits proliferation

[52,53]
Targets BCL2 and E2F3

Enhances sensitivity to 5-FU 1

5-FU-modified mimic promotes apoptosis, inhibits invasion and
overcomes resistance in CSC 1

miR-133b Downregulated

Downregulated in CD44+/CD133+/CD24+/CD166+ cells

[54]
Targets DOT1L which promotes expression of OCT-3/4, NANOG,

and SOX2
Enhances sensitivity to 5-FU and oxaliplatin 1

miR-139-5p N/A
Overexpression leads to loss of stemness in CD133+/CD44+ CSCs

[55]Targets E2-2 which promotes Wnt signaling pathway

miR-140-5p Downregulated
Inhibits proliferation of spheroid cells and invasion

[56]Targets Smad2 which promotes TGF-β pathway
Targets ATG12 which promotes autophagy

miR-148a Downregulated Promotes apoptosis
[57]

Enhances sensitivity to cisplatin 1

miR-200c-3p Downregulated Downregulated in CD44v6+ cells
[42]Downregulated in 5-FU and oxaliplatin-resistant CRC

miR-210 Upregulated Upregulated in ALDH+ and CD44+ cells [47,48]
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Table 1. Cont.

miRNA Expression in CSCs Relation to Stemness Reference

miR-221 Upregulated

Upregulated in ALDH+/CD44+ and EpCAM+/CD44+ cells

[47,49]
Overexpression leads to enhanced formation of 3D organoids

Targets QKI which regulates LGR5, SOX2 and OCT-4
Anti-miR-221 inhibits CRC proliferation and promotes apoptosis

miR-302a Downregulated Downregulated in cetuximab-resistant CRC 1
[58]

Targets CD44

miR-4711-5p N/A
Inhibits proliferation of spheroid cells

[59]Targets CD44v9, LGR5, BMI1 and KLF5
1 These miRNAs have demonstrated therapeutic potential.

Likewise, miRNAs have also been identified as being downregulated in CRC CSCs,
thus suggesting that they play a role in inhibiting the stemness of CRC CSCs [45,46].
Within the CRC ALDH+/CD44+ CSC subpopulation, the downregulation of miR-10b was
observed. Interestingly, in the same study, although miR-18a was found to be upregulated
in CRC cell lines compared to a non-stem and non-cancer colon cell line, miR-18a expression
was downregulated after selection for CSC subpopulations, suggesting a possible role for
maintaining stemness in CRC [47]. In CD44v6+ spheroid CRC subpopulations, miR-34a-3p,
let-7f-1-3p, miR-101-3p and miR-200c-3p expressions were found to be downregulated.
This CD44v6+ subpopulation was also found to have an upregulated expression of CSC
markers OCT-4 and NANOG, along with the capacity for tumorigenesis in vivo [42].

In addition to observations in the downregulated expression of miRNAs in CRC CSC
subpopulations, several miRNAs were also identified as inhibitors of CRC CSC stemness
with direct targets that are involved in CSC stemness [45,46]. In CD133+/CD44+ CRC CSCs,
miR-139-5p was found to inhibit activity within the Wnt signaling pathway through the
transcription factor E2-2. By regulating the Wnt signaling pathway, miR-139-5p was found
to regulate the stemness of CD133+/CD44+ CRC CSCs, including their self-renewal and
tumorigenic capacity [55]. In a separate study, the expression of miR-140-5p was found to
be downregulated in CD133+/CD44+ CRC CSCs. MiR-140-5p was found to target SMAD2
as part of the TGF-β/SMAD2/SMAD3 pathway and ATG12 in autophagosome formation,
which suggests that miR-140-5p can regulate the stemness of CRC CSCs via the TGF-β
pathway and through the autophagy of CRC CSCs. The downregulated expression of
miR-140-5p was also observed in both primary and metastatic samples of patients with
CRC. Furthermore, the transfection of CRC CSCs with miR-140-5p was found to inhibit
the proliferation of spheroid cells and the invasion of CRC CSCs in vitro and in vivo [56].
Similarly, after transfection with miR-20b-5p, the subpopulation of CD133+/CD44+ CRC
CSCs was found to be decreased in the CRC cell line HCT116. CSC-associated markers
OCT-4, NANOG, SOX2, and NOTCH1 were also downregulated after transfection with
miR-20b-5p in vitro. In addition, the tumorigenic capacity of HCT116 was found to be
reduced after treatment with miR-20b-5p in vivo [51]. In spheroid CRC subpopulations
that were positive for CD44, CD133, CD166, and CD24, the expression of miR-133b was
found to be significantly downregulated compared to their respective parental cell lines.
MiR-133b was found to reduce stemness by directly downregulating the expression of a
methyltransferase, disruptor of telomeric silencing 1-like (DOT1L), which was observed to
induce expression of OCT-3/4, NANOG, and SOX2. In turn, transfecting these spheroid
subpopulations with miR-133b was found to reduce the ability to form spheroid colonies
and stemness within these subpopulations, by downregulating the expression of CSC-
associated surface markers CD44, CD133, CD166, and CD24. Furthermore, the expressions
of CSC-associated markers OCT-3/4, NANOG, and SOX2 were also found to be down-
regulated after transfection with miR-133b [54]. In CRC subpopulations resistant to the
chemotherapeutic Cetuximab, the relative expression of miR-302a was found to be sig-
nificantly lower compared to non-resistant populations, both in in vitro cell lines and in
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an in vivo PDX model. Furthermore, in vitro transfection with miR-302a was found to
inhibit the expression of the CSC marker CD44 by directly targeting the 3′UTR sequence of
CD44. In addition to CD44, transfection with miR-302a was also found to downregulate
the expression of other CSC markers, including SOX2, NANOG, EpCAM, CD133, and
CD166. The ability to form spheroid colonies was also inhibited by miR-302a. In patient
tissue samples of primary and metastatic CRC, the expression of miR-302a was found to be
inversely correlated with the expression of CD44 [58]. Through the screening of putative
targets for the CRC CSC-associated marker KLF5, miR-4711-5p was identified. Including
KLF5, miR-4711-5p was found to downregulate the expression of CSC-associated surface
markers CD44v9 and additional CSC-associated markers LGR5 and BMI1 in vitro, thus
suggesting that miR-4711-5p suppresses stemness. In addition, miR-4711-5p was found to
inhibit the formation of spheroid cells [59].

3. The Role of miRNAs in Pancreatic Cancer Stem Cells

Pancreatic cancer is a particularly deadly form of GI cancer with a 5-year survival
rate of about 9% [60]. Pancreatic ductal adenocarcinoma (PDAC) is the most prevalent
form of pancreatic cancer, making up about 90% of all pancreatic cancer cases. PDAC is
largely defined by its desmoplastic stromal environment that can act both as an extrinsic
cause of drug resistance and as a direct mediator of cancer progression. This tumor–stroma
crosstalk is an active area of research, and its precise mechanisms are only beginning to
be elucidated.

A key population of these stromal cells includes pancreatic stellate cells (PSC) that con-
tribute to the development of precancerous pancreatic intraepithelial neoplasias (PanINs),
and the later facilitation of pancreatic cancer aggression via autocrine and paracrine signal-
ing [61]. PSCs secrete embryonic morphogens Nodal/Activin, and were found to promote
the sphere-forming ability of CSCs, suggesting that PSCs play a role in establishing a CSC
niche in pancreatic cancer [62,63]. TGF-β is a cytokine that has also been implicated in
both the early pathogenesis of pancreatic cancer and its later progression and metasta-
sis. In normal pancreatic cells, TGF-β has a tumor suppressor function, inhibiting cell
cycle progression [62]. In advanced disease, however, the dysregulation of the TGF-β
pathway activates tumorigenic pathways such as PI3K/Akt and Ras/Erk. Over 50% of
PDAC tumors have mutations of SMAD4, a key mediator of TGF-β signaling [64]. The
TGF-β pathway is increasingly associated with stemness in pancreatic cancer, promoting
the number of CD133+ pancreatic CSCs and upregulating stemness-related genes such
as CD24, NANOG, and SOX2 [65–67]. Similarly, DCLK1 is not only important in early
tumorigenesis and in tumor progression, but also in normal pancreatic injury-induced
regeneration [68]. Elevated levels of DCLK1 and acetylated α-tubulin (AcTub) are found
in human and mouse models of PanINs. These DCLKHIAcTUBHI cells were shown to
have increased tumor-initiating abilities both in an in vitro tumor sphere model and in an
in vivo tumor formation model [69].

Since the identification of self-renewing, tumor-initiating pancreatic cancer cells in
2007, the identification of universal pancreatic CSC markers has not been clear-cut. Com-
mon CSC markers such as CD24, CD44, and CD133 have been repeatedly reported to be
found on pancreatic CSCs [21,70]. Additional markers such as

ALDH, c-Met, CXCR4, and EpCAM have also been associated with pancreatic CSC
populations [70–72].

Pancreatic CSCs have also been shown to be regulated by miRNAs (Table 2) [73]. A
common tumor suppressor miRNA, miR-34, directly targets the pancreatic CSC marker
c-Met. CD44+/CD133+ pancreatic CSCs show a loss of miR-34 expression and an increased
expression of genes involved in CSC maintenance, namely NOTCH1/2 and Bcl-2, direct
targets of miR-34. Restoring miR-34 expression reduces the expression of CD44 and CD133
in vitro, and inhibits tumor formation in vivo. Lastly, the restoration of miR-34 sensitizes
pancreatic cancer cells to docetaxel and gemcitabine [74].
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Table 2. Summary of microRNAs (miRNAs) regulating pancreatic cancer stem cell (CSC) growth and/or stemness.

miRNA Expression in CSCs Relation to Stemness Reference

miR-15a Downregulated
Targets BMI-1

[75]5-FU-modified mimic promotes apoptosis, inhibits invasion and
overcomes resistance in CSC 1

miR-34 Downregulated

Targets c-Met

[74]
Overexpression downregulates CD44 and CD133 and inhibits tumor
formation in vivo
Enhances sensitivity to docetaxel and gemcitabine 1

miR-135b Upregulated
Upregulated in CD44+/CD24+/ESA+ cells

[76]Anti-miR-135b decreases expression of NANOG, ALDH1, SOX2 and
OCT-4 in vitro and suppresses tumor growth in vivo 1

miR-195 Downregulated Targets DCLK1 [77]

miR-200a Downregulated
Overexpression downregulates CD24, CD44, ESA, N-cadherin, ZEB1,
and vimentin [78,79]
Upregulated after DCLK1 knockdown

miR-205 Downregulated Overexpression downregulates OCT-3/4, NANOG, CD44, and ALDH1 [80]

miR-1246 Upregulated
Upregulated in CD44+/CD24+ cells

[81]Overexpression increases tumor sphere-forming capability and
resistance to gemcitabine

1 These miRNAs have demonstrated therapeutic potential.

As in other CSC populations, EMT activator ZEB1 dysregulates the expression of
the miR-200 family, which normally suppresses stem cell factors such as BMI-1. These
key markers for stemness, such as BMI-1 expression, are correlated with poorer prognosis
in pancreatic cancer patients that have undergone surgical resection [82]. The miR-15
family regulates key stemness markers such as BMI-1 and DCLK1 in pancreatic cancer.
The overexpression of miR-15a in pancreatic cancer cells reduces the expression of BMI-1,
and similarly, the overexpression of miR-195 (a member of the miR-15 family) inhibits
DCLK1 expression [75,77]. Dysregulation of the miR-200 family is also associated with
stemness in pancreatic cancer. Notably, the overexpression of miR-200a was also found to
decrease the expression of CD24, CD44, and EpCAM, and downregulate the EMT markers
N-cadherin, ZEB1, and vimentin [78]. Furthermore, the knockdown of DCLK1 results in the
upregulated expression of miR-200a [79]. MiR-205 is downregulated in pancreatic cancer,
and in an in vitro model, the overexpression of miR-205 decreased the expression of both
general stemness markers such as OCT-3/4 and NANOG, and more specific pancreatic
CSC markers such as CD44 and ALDH1 [80].

In contrast to tumor suppressor miRNAs, miR-1246 has oncogenic properties and is
correlated with a poor prognosis in patients with pancreatic cancer. In vitro, gemcitabine-
resistant cell lines express higher levels of miR-1246 and have increased CD44+/CD24+ cell
populations. The persistent expression of miR-1246 increases the tumor’s sphere-forming
capability, and the gene set enrichment analysis of these cells showed enrichment of
stemness pathways. In an in vivo mouse model, miR-1246 expression conferred resistance
to gemcitabine [81]. Similarly, the expression of miR-135b was found to be upregulated in
CD44+/CD24+/EpCAM+ CSCs. Inhibiting miR-135b with an antisense oligonucleotide,
anti-miR-135b, decreased the expression of stemness markers such as NANOG, ALDH1,
SOX2, and OCT-4 [76].

4. The Role of miRNAs in Gastric Cancer Stem Cells

Tumorigenesis of gastric cancer originates from the epithelial cells of the stomach.
Similar to CRC, CSCs have also been identified within gastric cancer cell populations [22,83].
As a result, the dysregulation of the Wnt and TGF-β signaling pathways has been observed
as well [37]. Similar to CRC CSCs, surface markers such as CD24, CD44, CD133, EpCAM,
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and LGR5 have been used to identify gastric CSCs [2,37,38,84]. CD44+ gastric cancer
cell populations have been found to exhibit characteristics of CSCs, such as self-renewal,
spheroid colony formation, and tumorgenicity in vivo [85]. Intracellular markers such as
ALDH, NANOG, OCT-3/4, SOX2, and SOX9 are highly expressed in gastric CSCs as well.
Although it is still controversial, it has been suggested that the increased expression of
SOX2 results in a poorer prognosis in gastric cancer [2,22,37,38].

In addition to markers that are common with CRC CSCs, surface markers such as
CD90 and CXCR4 have been used to identify gastric CSCs [38,84]. Similar to the high
expression of CD44, the increased expression of CD90 has been observed in spheroid
populations of gastric cancer cells along with a tumorigenic capacity in vivo [84,86]. Fur-
thermore, within induced spheroid populations of gastric cancer cells, there is a positive
correlation between the increased expression of CXCR4 and the ability for self-renewal and
differentiation [84,85].

Several miRNAs have been identified in gastric CSCs, including those with targets
that are associated with the TGF-β signaling pathway (Table 3). After sorting for the
CSC-associated surface marker CD44 in vitro, the expressions of miR-106b and miR-196a-
5p were observed to be upregulated in comparison to CD44- gastric cancer cells [87,88].
miR-106b was found to directly target and downregulate the expression of the TGF-β
pathway inhibitor SMAD7, thus activating the TGF-β signaling pathway [87]. Meanwhile,
miR-196a-5p was found to target the co-SMAD, SMAD4 [88]. The loss of SMAD4 has been
implicated in tumor.

Table 3. Summary of microRNAs (miRNAs) regulating gastric cancer stem cell (CSC) growth and/or stemness.

miRNA Expression in CSCs Relation to Stemness Reference

miR-26a Downregulated
Targets HOXC9

[89]Overexpression reduces self-renewal capacity of spheroid cells and
invasive capacity

miR-106b Upregulated Upregulated in CD44+ cells
[87]Targets SMAD7

miR-193-3p Upregulated Overexpression increases resistance to 5-FU and cisplatin1 [90]

miR-196a-5p Upregulated Upregulated in CD44+ cells
[88]Targets SMAD4

miR-200a Downregulated Downregulated in ZEB1+ and Snail+, invasive cells [91]

miR-200c N/A Delivery with micelle-based nanoparticles enhances sensitivity to
radiotherapy 1 [92]

miR-216a-3p Downregulated Downregulated by BRD4
[93]Targets Wnt3a

miR-524-5p Downregulated Enhances sensitivity to cisplatin 1 [94]

miR-876-3p Downregulated Enhances sensitivity to cisplatin 1
[95]

Targets SMAD4
1 These miRNAs have demonstrated therapeutic potential.

Progresssion to a more invasive phenotype, and poor differentiation, which has also
been observed in patients with gastric cancer [96,97]. After the induction of the TGF-β
signaling pathway via TGF-β1 in gastric cancer in vitro, the downregulation of miR-200a
has also been observed. With the downregulation of miR-200a, gastric cancer cells were ob-
served to have a correlation with the upregulation of EMT-associated transcription factors
ZEB1 and Snail, thus acquiring the CSC characteristics of invasion and migration [91].

Aside from the TGF-β signaling pathway, the dysregulated expression of miRNAs
has also been found to be associated with the Wnt signaling pathway, thus promoting the
stemness of gastric CSCs. From spheroid gastric cancer cells, miR-216a-3p has also been
identified to be downregulated by BRD4. BRD4 is overexpressed within spheroid gastric
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cancer cells, and downregulates the expression of miR-216a-3p by methylating its promoter
region. Furthermore, transfection with miR-216a-3p has been observed to downregulate
the expression of its direct target Wnt3a of the CSC-associated Wnt signaling pathway [93].

In addition to these signaling pathways, miRNAs associated with other pathways,
such as cell cycle progression, have also been identified. For example, miR-26a has been
observed to be downregulated in gastric cancer and has been identified as regulating stem-
ness in gastric CSCs by downregulating HOXC9. HOXC9 has been suggested to promote
the CSC phenotype in gastric cancer cells in vitro, as observed by the downregulation of
CSC-associated surface markers CD44 and EpCAM, and CSC-associated markers SOX2 and
OCT-4, after the knockdown of HOXC9. In addition, the overexpression of miR-26a reduces
the self-renewal capacity of spheroid cells and the invasive capacity of GC CSCs [89].

5. The Role of miRNAs in Liver Cancer Stem Cells

Liver cancer consists of several subtypes, with hepatocellular carcinoma (HCC) being
the most common subtype, which will be the main focus of this review [98,99]. Similar to
CRC and gastric cancer, dysregulated expression in pathways such as the Wnt, Notch, and
TGF-β pathways has been found to contribute to the stemness of HCC CSCs [99–101]. As a
result, surface markers that have been used to identify other CSCs—such as CD24, CD44,
CD90, CD133, and EpCAM—have been used to identify HCC CSCs, and intracellular
markers, such as NANOG, OCT-3/4, and SOX2, have been used to identify HCC CSCs as
well [23,38,98,99,101,102].

Aside from common CSC markers, specific HCC CSC markers, including OV-6 and cell
surface calcium channel α2δ1, have been identified [98–101,103]. OV-6 is a marker that has
been used to identify hepatic stem cells. In addition to hepatic stem cells, the expression
of OV-6 has been observed in HCC, and a high expression of OV-6 has been found to
correlate with CSC traits such as long-term self-renewal, differentiation and tumorigenic
capacity [100,101,104]. The cell surface calcium channel α2δ1 has also been used to identify
HCC CSCs. HCC cells expressing α2δ1 have been found to have tumorigenic potential, and
HCC cells expressing α2δ1 have been found to also express other HCC CSC markers such
as CD133 and EpCAM [98,99,103]. It has also been suggested that alpha-fetoprotein (AFP)
may be used as a marker for HCC CSCs, as seen by elevated levels of stem cell markers
and EpCAM in AFP+ patient-derived tumors [105].

Similar to the previously mentioned types of GI CSCs, the dysregulated expression of
miRNAs has been identified after selecting for HCC CSC subpopulations (Table 4) [106].
MiR-30e-3p is negatively correlated with EpCAM expression in patients with HCC. In
addition, miR-30e-3p was observed to downregulate the expression of the CSC-associated
surface markers AFP and EpCAM in HCC in vitro. Furthermore, it was observed that over-
expressing miR-30e-3p decreased spheroid colony formation in HCC cells, and conversely,
silencing miR-30e-3p expression increased the number of HCC spheroid cells [107]. After
sorting HCC cells with either the CSC-associated surface marker CD133 or EpCAM.
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Table 4. Summary of microRNAs (miRNAs) regulating liver cancer stem cell (CSC) growth and/or stemness.

miRNA Expression in CSCs Relation to Stemness Reference

miR-30e-3p Downregulated
Downregulated in EpCAM+ cells

[107]Overexpression downregulates of AFP and EpCAM, and decreases
spheroid colony formation

miR-181 Upregulated
Upregulated in EpCAM+ and CD44+/CD24+/CD90+ cells

[108]Targets GATA6, CDX2, and NLK
Anti-miR-181 suppresses tumor growth in vivo 1

miR-194 Downregulated

Downregulated in CD133+ and EpCAM+ cells

[109]
Overexpression downregulates CD133, CD24, EpCAM, CD90, and
spheroid cell number
Targets RAC1
Enhances sensitivity to sorafenib 1

miR-221 N/A Gold nanoparticles with anti-miR-221 enhance sensitivity to
sorafenib 1 [110]

miR-589-5p Upregulated

Targets SOCS2, SOCS5, PTPN1, and PTPN11

[111]
Upregulates expression of CD133, NANOG, BMI-1, OCT-4 and SOX2
Promotes tumorigenic capacity in vivo
Anti-miR-589-5p enhances sensitivity to doxorubicin 1

miR-613 Downregulated

Downregulated in CD24+/OV6+ cells

[112]
Overexpression downregulates NANOG, OCT-4, and SOX2, and
reduces formation of spheroid cells
Targets SOX9
Enhances sensitivity to sorafenib and cisplatin 1

miR-1305 N/A
Targets UBE2T

[113]Overexpression inhibits spheroid formation in vitro and tumorigenic
capacity in vivo 1

1 These miRNAs have demonstrated therapeutic potential.

miR-194 was found to be downregulated in both subpopulations. Conversely, stably
overexpressing miR-194 in HCC resulted in the reduced expression of CSC-associated
markers CD133, CD24, EpCAM, and CD90, and it reduced the number of HCC spheroid
cells. In addition, miR-194 was found to directly target and downregulate the expression
of RAC1, which was previously identified as being involved in EMT. Patients with low
expression levels of miR-194 in HCC were found to have poorer prognosis [109]. In HCC
CD133+/CD13+ spheroid CSCs, miR-1305 was found to inhibit spheroid formation and self-
renewal in vitro and inhibit tumorigenic capacity in vivo. miR-1305 was able to reduce the
stemness of HCC CSCs by downregulating its direct target UBE2T, which is upregulated
in HCC CSCs and promotes stemness via the Akt-signaling pathway [113]. In HCC
CD24+/OV6+ spheroid CSCs, miR-613 was downregulated when compared to its adherent
counterparts. The downregulated expression of miR-613 was also observed in patients
with recurrent HCC. Conversely, the overexpression of miR-613 in stably transfected HCC
cells was found to reduce the formation of spheroid cells along with a reduced expression
of several CSC-associated markers, including NANOG, OCT-4, and SOX2. MiR-613 was
found to downregulate the stemness of HCC CSCs by downregulating its direct target
SOX9, a CSC-associated marker [112].

In addition to downregulated miRNAs, several miRNAs have been identified to be
upregulated in HCC CSCs as well [106]. The upregulation of miR-589-5p was observed
in HCC compared to normal liver cells in vitro, and the upregulation of miR-589-5p was
found to correlate with a poorer prognosis in patients with HCC. Several targets associated
with the JAK/STAT3 signaling pathway were identified to be direct targets of miR-589-
5p, including SOCS2, SOCS5, PTPN1, and PTPN11. As a result, the upregulation of
miR-589-5p was found to promote HCC stemness by upregulating the expression of CSC-
associated surface marker CD133 and CSC-associated markers NANOG, BMI-1, OCT-4,
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and SOX2, and promoting tumorigenesis in vivo [111]. MiR-181 is upregulated in the liver
during embryonic development, and is thought to affect stemness due to its effects on the
Wnt signaling pathway, namely on its targets GATA6, CDX2, and NLK. Altered miR-181
expression has been proposed as a predictive marker for HCC. In vitro, miR-181 was found
to be elevated in EpCAM+ and CD44+/CD24+/CD90+ HCC stem cells [108].

6. The Role of miRNAs in Developing Therapeutics Targeting GI CSCs

In addition to the critical role miRNAs play in regulating the stemness of GI CSCs, via
a number of unique mechanisms described above, some of these miRNAs have also been
identified as having a direct role in either promoting resistance or enhancing sensitivity
to several avenues of cancer therapeutics, including chemotherapy, radiotherapy, and im-
munotherapy [25,27,114,115]. As a result, modulating miRNAs expression, either through
silencing or overexpressing specific miRNAs, in cancer therapeutics is a promising avenue
to explore.

Several miRNAs have been observed to be upregulated in GI CSCs, suggesting that
these miRNAs promote stemness. Resistance to chemotherapeutics is also a characteristic
of CSCs, and likewise, a positive correlation with stemness-promoting miRNAs has been
observed. For example, in gastric cancer, the upregulation of miR-193-3p has been found
to increase the resistance of gastric cancer to 5-FU and cisplatin, which are commonly
used to treat patients with gastric cancer [90]. As previously mentioned, the upregulated
expression of miR-1246 confers resistance to gemcitabine in an in vivo model of pancreatic
cancer [81]. This response also suggests that silencing these stemness-promoting miRNAs
can improve sensitivity to therapeutics. In the previously mentioned miR-193-3p, inhibiting
the expression of miR-193-3p in gastric CSCs has been found to sensitize CD44+ gastric
CSCs to cisplatin [90]. In HCC CSCs, treatment with anti-miR-589-5p enhances the sensitiv-
ity of HCC CSCs to doxorubicin both in vitro and in vivo. Furthermore, anti-miR-589-5p
was found to downregulate the expression of anti-apoptotic proteins Bcl-2 and Bcl-xL [111].
In addition to enhancing sensitivity to therapeutics, silencing stemness-promoting miRNAs
could also be used as a therapeutic to inhibit proliferation. In CRC CSCs, transfection with
anti-miR-221 was found to reduce proliferation and increase apoptosis in vitro. Transfec-
tion with anti-miR-221 was also found to reduce tumor growth in a PDX model of CRC
in vivo [49]. Meanwhile, in pancreatic cancer, treatment with anti-miR-135b suppressed
tumor growth in vivo [76]. Similarly, treatment with anti-miR-181 decreased the population
of EpCAM+ HCC stem cells in vivo [108]. Silencing stemness-promoting miRNAs through
anti-miRs can therefore be used to enhance sensitivity to chemotherapeutics, and can be
explored as an approach to cancer therapeutics.

Aside from stemness-promoting miRNAs, several miRNAs have also been identified
to be downregulated in GI cancers and in their respective CSCs. For example, in CRC
CSCs resistant to chemotherapeutics 5-FU and oxaliplatin, several miRNAs were found to
be downregulated, including miR-34a-3p, let-7f-1-3p, miR-101-3p and miR-200a-3p [42].
Similar to the therapeutic potential of silencing stemness-promoting miRNAs, restoring
the expression of these downregulated miRNAs has been demonstrated to be a promising
cancer therapeutic, and can enhance the sensitivity of GI cancers and their respective
CSCs to other cancer therapeutics. In CRC, treatment with a miR-129-5p mimic has
been found to promote apoptosis and enhance sensitivity to 5-FU [52]. In CRC CSCs,
treatment with a miR-133b mimic has been found to enhance sensitivity to 5-FU and
oxaliplatin [54]. In addition, a miR-148a mimic enhanced the sensitivity of CRC CSCs to
cisplatin and promoted apoptosis [57]. As previously mentioned, treatment with miR-34
sensitizes pancreatic cancer cells to chemotherapeutics docetaxel and gemcitabine [74]. In
an in vivo model of pancreatic cancer, the overexpression of miR-205 in mouse xenografts
sensitizes the tumors to gemcitabine treatment [80]. Meanwhile, treatment with miRNA
mimics miR-876-3p and miR-524-5p was found to enhance the sensitivity of gastric CSCs to
cisplatin [94,95]. In chemotherapeutic sorafenib-resistant HCC cells, the overexpression of
miR-194 and miR-613 was found to re-sensitize these HCC cells to sorafenib and promote
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apoptosis [109,112]. The overexpression of miR-613 was also found to re-sensitize cisplatin-
resistant HCC cells to cisplatin as well [112].

Although restoring the expression of downregulated miRNAs is promising as a
cancer therapeutic, one of the major obstacles that is currently encountered is toxicity
associated with the delivery of these miRNAs [25,26,115]. A liposomal miR-34 mimic,
MRX34, was developed for the treatment of solid cancers, and underwent Phase I clinical
trials. The trial was unfortunately terminated in the United States due to immune-related
serious adverse events, potentially associated with the miR-34 mimic delivery vehicle,
but nonetheless represents a major effort in both miRNA-based therapeutics and in CSC
therapeutics [25,114].

Several other miRNA-based cancer therapeutics have reached Phase 1 or Phase 2
clinical trials; however, none have entered Phase 3 [116–118]. The delivery of RNA-based
therapies remains a major therapeutic hurdle [25,26,114,115]. As a result, several strategies
have been developed to address this issue. One major strategy that has been developed to
address this issue is the development of nanoparticle delivery vehicles, including lipid-
based nanoparticles and gold nanoparticles [115]. Using micelle-based nanoparticles, a
miR-200c mimic was successfully delivered to a gastric cancer cell line. As a result, it was
found that miR-200c could enhance radiotherapy in gastric cancer [92]. Likewise, gold
nanoparticles loaded with anti-miR-221 were used to deliver the anti-miR to HCC cells
in vitro. Using these nanoparticles, it was also found that anti-miR-221 could enhance
the sensitivity of HCC cells to sorafenib [110]. Another notable strategy to address the
issue with miRNA delivery has been the modification of miRNA itself [26,30,119]. Some
modifications include modifying the miRNA sequence with a 2′-O-Me group or with a 2′-F
group to improve stability [26,30,119].

In order to overcome the challenge of delivery with miRNA therapeutics, our recent
studies took a notable approach by modifying the guide strand of tumor suppressor
miRNA sequences with 5-FU. 5-FU is a nucleoside analogue for uracil, and therefore, it
is possible to modify miRNAs by replacing the bases containing uracil on the mature
miRNA sequence with 5-FU. 5-FU-based chemotherapy is still a main component of the
therapeutic regimens against GI cancers, which operates by inhibiting the target enzyme,
thymidylate synthase (TS), to cause DNA damage. This approach integrates the therapeutic
powers of the tumor suppressor functions of both the miRNA and 5-FU into one entity
(Figure 1). 5-FU-modified miRNA mimetics are a potent therapeutic candidate to inhibit
multiple oncogenic targets and pathways via a number of unique mechanisms, such as
stemness, apoptosis, cell cycle, and other key DNA-damaging enhancement mechanisms.
As a result, this modification provides the miRNA with enhanced stability and potency,
and notably, permits delivery without a delivery vehicle, as seen with 5-FU-miR-129
and 5-FU-miR-15a [50,53,75]. Treatment with 5-FU-miR-129 has been found to inhibit
proliferation in CRC in vitro, and both proliferation and metastasis in vivo. Furthermore,
5-FU-miR-129 is effective at inhibiting the formation of spheroid CRC populations and
eliminating 5-FU-resistant CRC CSCs. It is important to note that target specificity for
5-FU-miR-129 is retained, as seen by the downregulation of miR-129 targets Bcl-2 and
thymidylate synthase (TS) [53]. Similar to 5-FU-miR-129, 5-FU-miR-15a has also been
found to inhibit proliferation in CRC and pancreatic cancer in vitro, and both proliferation
and metastasis in vivo. In addition, 5-FU-miR-15a was also found to retain target specificity
by the downregulation of miR-15a target Yap1, and CSC-associated markers BMI-1 and
DCLK1 [50,75]. Interestingly, in pancreatic cancer, 5-FU-miR-15a alone and in combination
with gemcitabine has shown inhibition of metastatic tumor growth in an in vivo metastasis
model, suggesting that modified miRNAs could also be an effective therapeutic used in
conjunction with additional chemotherapeutics [75]. In addition, both 5-FU-miR-129 and
5-FU-miR-15a have IC50 values roughly 200-fold lower than the IC50 of 5-FU [50,53,75].
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strand of tumor suppressor miR-15a can be modified by replacing the uracils with a chemotherapeutic nucleoside analog,
5-FU (green), to make 5-FU-miR-15a. The passenger strand remains intact to minimize off-target effects. The 5-FU-miR-15a
has several unique properties derived by integrating the therapeutic powers of miR-15a with 5-FU to impact multiple
targets/pathways, such as stemness, apoptosis and cell cycle in CRC and PDAC (down arrows represent downregulated
expression and up arrow represents increased effect). In addition, 5-FU-miR-15a can be delivered without the use of a
delivery vehicle. This novel modification strategy can potentially be applied to other tumor suppressor miRNA candidates
and cancer types.

7. Conclusions

In this review, we have highlighted recent work in identifying GI CSCs through the
dysregulated expressions of miRNAs and the roles that they play in the treatment of
these CSCs. It is important to note that the roles of miRNAs and CSCs mentioned in this
review are not limited to GI CSCs. MiRNAs have also been identified to play a role in the
CSCs of other cancer types, including lung cancer and breast cancer [120–122]. This also
includes miRNA-based therapeutics, with several miRNA-based therapeutics currently in
Phase I/II clinical trials. In addition, success has also been observed with 5-FU-modified
miRNAs as a cancer therapeutic outside of GI cancers, as seen by 5-FU-modified miR-489 in
triple-negative breast cancer [123]. This suggests a therapeutic potential for 5-FU-modified
miRNAs as a potential platform drug development technology for both GI cancers and
other cancer types.

With regard to GI CSCs, an important caveat to note is the plasticity of CSCs and
their surrounding niche. Unlike hematopoietic CSCs and CSCs in glioblastoma, CSCs from
solid tumors, including GI cancers, have been found to exhibit plasticity in the CSC state
between the CSCs and their surrounding niche [14]. As a result, it has been suggested that
cancer therapeutics targeting CSCs need to address this issue as well. Fortunately, due to
the pleiotropic nature of miRNAs, it is possible that miRNAs can address the stemness of
CSCs and the plasticity of their surrounding niche. However, future studies will need to be
done exploring this hypothesis.

While we focused on nanoparticles and RNA modifications as methods for miRNA de-
livery, there are several other promising miRNA delivery technologies, including miRNA-
packaged extracellular vesicles and bacterial minicells [116,124–127]. There have also been
major advancements in the broader field of RNA-based medicine with the recent success
of the mRNA-based vaccines against SARS-CoV-2. Both vaccines from Pfizer and Moderna
utilize a lipid-nanoparticle delivery mechanism, and have demonstrated both the safety
and the efficacy of an RNA-based drug [128,129].
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Cancer stem cells in GI cancers have proven to be a major obstacle in cancer thera-
peutics due to their role in recurrence and resistance to cancer therapeutics. Therefore,
it is important to develop a therapeutic strategy that can adequately address this obsta-
cle. Fortunately, studies have shown that miRNAs play a role in both identifying and
treating GI CSCs due to their dysregulated expression. This demonstrates the potential of
miRNA-based therapeutics targeting CSCs, and warrants future studies.

Author Contributions: Conceptualization, G.-R.H., J.G.Y., and J.J.; writing—original draft prepara-
tion, G.-R.H., J.G.Y., and J.J.; writing—review and editing, G.-R.H., J.G.Y., and J.J.; supervision, J.J.;
funding acquisition, J.J. All authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by USA National Institute of Health/National Cancer Institute,
grant number R01CA15501904 (J.J.).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Data sharing not applicable. No new data were created or analyzed in
this study. Data sharing is not applicable to this article.

Acknowledgments: Due to space constraints and the expansion of the literature in the field, some
studies may have been omitted despite the effort to include all the relevant papers in the field. The
authors apologize to the scientists whose work was not cited.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Hsu, A.; Zayac, A.S.; Eturi, A.; Almhanna, K. Treatment for metastatic adenocarcinoma of the stomach and gastroesophageal

junction: 2020. Ann. Transl. Med. 2020, 8, 1109. [CrossRef]
2. Tsunedomi, R.; Yoshimura, K.; Suzuki, N.; Hazama, S.; Nagano, H. Clinical implications of cancer stem cells in digestive cancers:

Acquisition of stemness and prognostic impact. Surg. Today 2020, 50, 1560–1577. [CrossRef] [PubMed]
3. Cho, Y.; Kim, Y.K. Cancer Stem Cells as a Potential Target to Overcome Multidrug Resistance. Front. Oncol. 2020, 10, 764. [CrossRef]
4. Abdullah, L.N.; Chow, E.K. Mechanisms of chemoresistance in cancer stem cells. Clin. Transl. Med. 2013, 2, 3. [CrossRef] [PubMed]
5. Gottesman, M.M. Mechanisms of cancer drug resistance. Annu. Rev. Med. 2002, 53, 615–627. [CrossRef]
6. Barbato, L.; Bocchetti, M.; Di Biase, A.; Regad, T. Cancer Stem Cells and Targeting Strategies. Cells 2019, 8, 926. [CrossRef] [PubMed]
7. Clarke, M.F. Clinical and Therapeutic Implications of Cancer Stem Cells. N. Engl. J. Med. 2019, 380, 2237–2245. [CrossRef]
8. Forster, S.; Radpour, R. Molecular Immunotherapy: Promising Approach to Treat Metastatic Colorectal Cancer by Targeting

Resistant Cancer Cells or Cancer Stem Cells. Front. Oncol. 2020, 10, 569017. [CrossRef] [PubMed]
9. Ueda, K.; Cardarelli, C.; Gottesman, M.M.; Pastan, I. Expression of a full-length cDNA for the human “MDR1” gene confers

resistance to colchicine, doxorubicin, and vinblastine. Proc. Natl. Acad. Sci. USA 1987, 84, 3004–3008. [CrossRef]
10. Schmitt, C.A.; Rosenthal, C.T.; Lowe, S.W. Genetic analysis of chemoresistance in primary murine lymphomas. Nat. Med. 2000,

6, 1029–1035. [CrossRef]
11. Bao, S.; Wu, Q.; McLendon, R.E.; Hao, Y.; Shi, Q.; Hjelmeland, A.B.; Dewhirst, M.W.; Bigner, D.D.; Rich, J.N. Glioma stem cells

promote radioresistance by preferential activation of the DNA damage response. Nature 2006, 444, 756–760. [CrossRef] [PubMed]
12. Nassar, D.; Blanpain, C. Cancer Stem Cells: Basic Concepts and Therapeutic Implications. Annu. Rev. Pathol. 2016, 11, 47–76.

[CrossRef] [PubMed]
13. Clevers, H. The cancer stem cell: Premises, promises and challenges. Nat. Med. 2011, 17, 313–319. [CrossRef]
14. Batlle, E.; Clevers, H. Cancer stem cells revisited. Nat. Med. 2017, 23, 1124–1134. [CrossRef] [PubMed]
15. Zhou, B.B.; Zhang, H.; Damelin, M.; Geles, K.G.; Grindley, J.C.; Dirks, P.B. Tumour-initiating cells: Challenges and opportunities

for anticancer drug discovery. Nat. Rev. Drug Discov. 2009, 8, 806–823. [CrossRef]
16. Kusoglu, A.; Biray Avci, C. Cancer stem cells: A brief review of the current status. Gene 2019, 681, 80–85. [CrossRef]
17. Lapidot, T.; Sirard, C.; Vormoor, J.; Murdoch, B.; Hoang, T.; Caceres-Cortes, J.; Minden, M.; Paterson, B.; Caligiuri, M.A.; Dick, J.E.

A cell initiating human acute myeloid leukaemia after transplantation into SCID mice. Nature 1994, 367, 645–648. [CrossRef]
18. Al-Hajj, M.; Wicha, M.S.; Benito-Hernandez, A.; Morrison, S.J.; Clarke, M.F. Prospective identification of tumorigenic breast

cancer cells. Proc. Natl. Acad. Sci. USA 2003, 100, 3983–3988. [CrossRef]
19. O’Brien, C.A.; Pollett, A.; Gallinger, S.; Dick, J.E. A human colon cancer cell capable of initiating tumour growth in immunodefi-

cient mice. Nature 2007, 445, 106–110. [CrossRef]
20. Ricci-Vitiani, L.; Lombardi, D.G.; Pilozzi, E.; Biffoni, M.; Todaro, M.; Peschle, C.; De Maria, R. Identification and expansion of

human colon-cancer-initiating cells. Nature 2007, 445, 111–115. [CrossRef]

http://doi.org/10.21037/atm-20-1159
http://doi.org/10.1007/s00595-020-01968-x
http://www.ncbi.nlm.nih.gov/pubmed/32025858
http://doi.org/10.3389/fonc.2020.00764
http://doi.org/10.1186/2001-1326-2-3
http://www.ncbi.nlm.nih.gov/pubmed/23369605
http://doi.org/10.1146/annurev.med.53.082901.103929
http://doi.org/10.3390/cells8080926
http://www.ncbi.nlm.nih.gov/pubmed/31426611
http://doi.org/10.1056/NEJMra1804280
http://doi.org/10.3389/fonc.2020.569017
http://www.ncbi.nlm.nih.gov/pubmed/33240813
http://doi.org/10.1073/pnas.84.9.3004
http://doi.org/10.1038/79542
http://doi.org/10.1038/nature05236
http://www.ncbi.nlm.nih.gov/pubmed/17051156
http://doi.org/10.1146/annurev-pathol-012615-044438
http://www.ncbi.nlm.nih.gov/pubmed/27193450
http://doi.org/10.1038/nm.2304
http://doi.org/10.1038/nm.4409
http://www.ncbi.nlm.nih.gov/pubmed/28985214
http://doi.org/10.1038/nrd2137
http://doi.org/10.1016/j.gene.2018.09.052
http://doi.org/10.1038/367645a0
http://doi.org/10.1073/pnas.0530291100
http://doi.org/10.1038/nature05372
http://doi.org/10.1038/nature05384


Int. J. Mol. Sci. 2021, 22, 1624 14 of 18

21. Li, C.; Heidt, D.G.; Dalerba, P.; Burant, C.F.; Zhang, L.; Adsay, V.; Wicha, M.; Clarke, M.F.; Simeone, D.M. Identification of
pancreatic cancer stem cells. Cancer Res. 2007, 67, 1030–1037. [CrossRef]

22. Yang, Y.C.; Wang, S.W.; Hung, H.Y.; Chang, C.C.; Wu, I.C.; Huang, Y.L.; Lin, T.M.; Tsai, J.L.; Chen, A.; Kuo, F.C.; et al. Isolation and
characterization of human gastric cell lines with stem cell phenotypes. J. Gastroenterol. Hepatol. 2007, 22, 1460–1468. [CrossRef]

23. Yang, Z.F.; Ho, D.W.; Ng, M.N.; Lau, C.K.; Yu, W.C.; Ngai, P.; Chu, P.W.; Lam, C.T.; Poon, R.T.; Fan, S.T. Significance of CD90+
cancer stem cells in human liver cancer. Cancer Cell 2008, 13, 153–166. [CrossRef]

24. Li, X.; Lewis, M.T.; Huang, J.; Gutierrez, C.; Osborne, C.K.; Wu, M.F.; Hilsenbeck, S.G.; Pavlick, A.; Zhang, X.; Chamness, G.C.;
et al. Intrinsic resistance of tumorigenic breast cancer cells to chemotherapy. J. Natl. Cancer Inst. 2008, 100, 672–679. [CrossRef]

25. Ratti, M.; Lampis, A.; Ghidini, M.; Salati, M.; Mirchev, M.B.; Valeri, N.; Hahne, J.C. MicroRNAs (miRNAs) and Long Non-Coding
RNAs (lncRNAs) as New Tools for Cancer Therapy: First Steps from Bench to Bedside. Target. Oncol. 2020, 15, 261–278.
[CrossRef] [PubMed]

26. Dragomir, M.P.; Kopetz, S.; Ajani, J.A.; Calin, G.A. Non-coding RNAs in GI cancers: From cancer hallmarks to clinical utility. Gut
2020, 69, 748–763. [CrossRef] [PubMed]

27. Zhang, X.; Xie, K.; Zhou, H.; Wu, Y.; Li, C.; Liu, Y.; Liu, Z.; Xu, Q.; Liu, S.; Xiao, D.; et al. Role of non-coding RNAs and RNA
modifiers in cancer therapy resistance. Mol. Cancer 2020, 19, 47. [CrossRef]

28. He, L.; Hannon, G.J. MicroRNAs: Small RNAs with a big role in gene regulation. Nat. Rev. Genet. 2004, 5, 522–531. [CrossRef]
29. Lewis, B.P.; Burge, C.B.; Bartel, D.P. Conserved seed pairing, often flanked by adenosines, indicates that thousands of human

genes are microRNA targets. Cell 2005, 120, 15–20. [CrossRef] [PubMed]
30. Rupaimoole, R.; Slack, F.J. MicroRNA therapeutics: Towards a new era for the management of cancer and other diseases.

Nat. Rev. Drug Discov. 2017, 16, 203–222. [CrossRef]
31. Calin, G.A.; Sevignani, C.; Dumitru, C.D.; Hyslop, T.; Noch, E.; Yendamuri, S.; Shimizu, M.; Rattan, S.; Bullrich, F.; Negrini, M.; et al.

Human microRNA genes are frequently located at fragile sites and genomic regions involved in cancers. Proc. Natl. Acad. Sci. USA
2004, 101, 2999–3004. [CrossRef]

32. Sherr, C.J. Principles of tumor suppression. Cell 2004, 116, 235–246. [CrossRef]
33. Munro, M.J.; Wickremesekera, S.K.; Peng, L.; Tan, S.T.; Itinteang, T. Cancer stem cells in colorectal cancer: A review. J. Clin. Pathol.

2018, 71, 110–116. [CrossRef]
34. Zhou, Y.; Xia, L.; Wang, H.; Oyang, L.; Su, M.; Liu, Q.; Lin, J.; Tan, S.; Tian, Y.; Liao, Q.; et al. Cancer stem cells in progression of

colorectal cancer. Oncotarget 2018, 9, 33403–33415. [CrossRef] [PubMed]
35. Das, P.K.; Islam, F.; Lam, A.K. The Roles of Cancer Stem Cells and Therapy Resistance in Colorectal Carcinoma. Cells 2020, 9, 1392.

[CrossRef] [PubMed]
36. Vermeulen, L.; Felipe De Sousa, E.M.; Van Der Heijden, M.; Cameron, K.; De Jong, J.H.; Borovski, T.; Tuynman, J.B.; Todaro, M.;

Merz, C.; Rodermond, H. Wnt activity defines colon cancer stem cells and is regulated by the microenvironment. Nat. Cell Biol.
2010, 12, 468–476. [CrossRef] [PubMed]

37. Padua, D.; Figueira, P.; Ribeiro, I.; Almeida, R.; Mesquita, P. The Relevance of Transcription Factors in Gastric and Colorectal
Cancer Stem Cells Identification and Eradication. Front. Cell Dev. Biol. 2020, 8, 442. [CrossRef]

38. Walcher, L.; Kistenmacher, A.K.; Suo, H.; Kitte, R.; Dluczek, S.; Strauss, A.; Blaudszun, A.R.; Yevsa, T.; Fricke, S.; Kossatz-
Boehlert, U. Cancer Stem Cells-Origins and Biomarkers: Perspectives for Targeted Personalized Therapies. Front. Immunol. 2020,
11, 1280. [CrossRef]

39. Dalerba, P.; Dylla, S.J.; Park, I.K.; Liu, R.; Wang, X.; Cho, R.W.; Hoey, T.; Gurney, A.; Huang, E.H.; Simeone, D.M.; et al. Phenotypic
characterization of human colorectal cancer stem cells. Proc. Natl. Acad. Sci. USA 2007, 104, 10158–10163. [CrossRef]

40. Takahashi, H.; Ishii, H.; Nishida, N.; Takemasa, I.; Mizushima, T.; Ikeda, M.; Yokobori, T.; Mimori, K.; Yamamoto, H.; Sekimoto, M.;
et al. Significance of Lgr5(+ve) cancer stem cells in the colon and rectum. Ann. Surg. Oncol. 2011, 18, 1166–1174. [CrossRef]

41. Wu, W.; Cao, J.; Ji, Z.; Wang, J.; Jiang, T.; Ding, H. Co-expression of Lgr5 and CXCR4 characterizes cancer stem-like cells of
colorectal cancer. Oncotarget 2016, 7, 81144–81155. [CrossRef]

42. Toden, S.; Kunitoshi, S.; Cardenas, J.; Gu, J.; Hutchins, E.; Van Keuren-Jensen, K.; Uetake, H.; Toiyama, Y.; Goel, A. Cancer stem
cell-associated miRNAs serve as prognostic biomarkers in colorectal cancer. JCI Insight 2019, 4. [CrossRef] [PubMed]

43. Barker, N.; Van Es, J.H.; Kuipers, J.; Kujala, P.; Van Den Born, M.; Cozijnsen, M.; Haegebarth, A.; Korving, J.; Begthel, H.; Peters, P.J.
Identification of stem cells in small intestine and colon by marker gene Lgr5. Nature 2007, 449, 1003–1007. [CrossRef]

44. Shimokawa, M.; Ohta, Y.; Nishikori, S.; Matano, M.; Takano, A.; Fujii, M.; Date, S.; Sugimoto, S.; Kanai, T.; Sato, T. Visualization
and targeting of LGR5(+) human colon cancer stem cells. Nature 2017, 545, 187–192. [CrossRef] [PubMed]

45. Gupta, R.; Bhatt, L.K.; Johnston, T.P.; Prabhavalkar, K.S. Colon cancer stem cells: Potential target for the treatment of colorectal
cancer. Cancer Biol. Ther. 2019, 20, 1068–1082. [CrossRef] [PubMed]

46. Parizadeh, S.M.; Jafarzadeh-Esfehani, R.; Hassanian, S.M.; Parizadeh, S.M.R.; Vojdani, S.; Ghandehari, M.; Ghazaghi, A.; Khazaei,
M.; Shahidsales, S.; Rezayi, M.; et al. Targeting cancer stem cells as therapeutic approach in the treatment of colorectal cancer. Int.
J. Biochem. Cell Biol. 2019, 110, 75–83. [CrossRef]

47. Farace, C.; Pisano, A.; Grinan-Lison, C.; Solinas, G.; Jimenez, G.; Serra, M.; Carrillo, E.; Scognamillo, F.; Attene, F.; Montella, A.;
et al. Deregulation of cancer-stem-cell-associated miRNAs in tissues and sera of colorectal cancer patients. Oncotarget 2020,
11, 116–130. [CrossRef]

http://doi.org/10.1158/0008-5472.CAN-06-2030
http://doi.org/10.1111/j.1440-1746.2007.05031.x
http://doi.org/10.1016/j.ccr.2008.01.013
http://doi.org/10.1093/jnci/djn123
http://doi.org/10.1007/s11523-020-00717-x
http://www.ncbi.nlm.nih.gov/pubmed/32451752
http://doi.org/10.1136/gutjnl-2019-318279
http://www.ncbi.nlm.nih.gov/pubmed/32034004
http://doi.org/10.1186/s12943-020-01171-z
http://doi.org/10.1038/nrg1379
http://doi.org/10.1016/j.cell.2004.12.035
http://www.ncbi.nlm.nih.gov/pubmed/15652477
http://doi.org/10.1038/nrd.2016.246
http://doi.org/10.1073/pnas.0307323101
http://doi.org/10.1016/S0092-8674(03)01075-4
http://doi.org/10.1136/jclinpath-2017-204739
http://doi.org/10.18632/oncotarget.23607
http://www.ncbi.nlm.nih.gov/pubmed/30279970
http://doi.org/10.3390/cells9061392
http://www.ncbi.nlm.nih.gov/pubmed/32503256
http://doi.org/10.1038/ncb2048
http://www.ncbi.nlm.nih.gov/pubmed/20418870
http://doi.org/10.3389/fcell.2020.00442
http://doi.org/10.3389/fimmu.2020.01280
http://doi.org/10.1073/pnas.0703478104
http://doi.org/10.1245/s10434-010-1373-9
http://doi.org/10.18632/oncotarget.13214
http://doi.org/10.1172/jci.insight.125294
http://www.ncbi.nlm.nih.gov/pubmed/30895943
http://doi.org/10.1038/nature06196
http://doi.org/10.1038/nature22081
http://www.ncbi.nlm.nih.gov/pubmed/28355176
http://doi.org/10.1080/15384047.2019.1599660
http://www.ncbi.nlm.nih.gov/pubmed/31050577
http://doi.org/10.1016/j.biocel.2019.02.010
http://doi.org/10.18632/oncotarget.27411


Int. J. Mol. Sci. 2021, 22, 1624 15 of 18

48. Ullmann, P.; Qureshi-Baig, K.; Rodriguez, F.; Ginolhac, A.; Nonnenmacher, Y.; Ternes, D.; Weiler, J.; Gabler, K.; Bahlawane, C.;
Hiller, K.; et al. Hypoxia-responsive miR-210 promotes self-renewal capacity of colon tumor-initiating cells by repressing ISCU
and by inducing lactate production. Oncotarget 2016, 7, 65454–65470. [CrossRef]

49. Mukohyama, J.; Isobe, T.; Hu, Q.; Hayashi, T.; Watanabe, T.; Maeda, M.; Yanagi, H.; Qian, X.; Yamashita, K.; Minami, H.;
et al. miR-221 Targets QKI to Enhance the Tumorigenic Capacity of Human Colorectal Cancer Stem Cells. Cancer Res. 2019,
79, 5151–5158. [CrossRef]

50. Fesler, A.; Liu, H.; Ju, J. Modified miR-15a has therapeutic potential for improving treatment of advanced stage colorectal cancer
through inhibition of BCL2, BMI1, YAP1 and DCLK1. Oncotarget 2018, 9, 2367–2383. [CrossRef]

51. Tang, D.; Yang, Z.; Long, F.; Luo, L.; Yang, B.; Zhu, R.; Sang, X.; Cao, G.; Wang, K. Long noncoding RNA MALAT1 me-
diates stem cell-like properties in human colorectal cancer cells by regulating miR-20b-5p/Oct4 axis. J. Cell. Physiol. 2019,
234, 20816–20828. [CrossRef]

52. Karaayvaz, M.; Zhai, H.; Ju, J. miR-129 promotes apoptosis and enhances chemosensitivity to 5-fluorouracil in colorectal cancer.
Cell Death Dis. 2013, 4, e659. [CrossRef]

53. Wu, N.; Fesler, A.; Liu, H.; Ju, J. Development of novel miR-129 mimics with enhanced efficacy to eliminate chemoresistant colon
cancer stem cells. Oncotarget 2018, 9, 8887–8897. [CrossRef]

54. Lv, L.; Li, Q.; Chen, S.; Zhang, X.; Tao, X.; Tang, X.; Wang, S.; Che, G.; Yu, Y.; He, L. miR-133b suppresses colorectal cancer cell
stemness and chemoresistance by targeting methyltransferase DOT1L. Exp. Cell Res. 2019, 385, 111597. [CrossRef]

55. Ma, X.; Liu, J.; Li, J.; Li, Y.; Le, V.M.; Li, S.; Liang, X.; Liu, L.; Liu, J. miR-139-5p reverses stemness maintenance and metastasis of
colon cancer stem-like cells by targeting E2-2. J. Cell. Physiol. 2019, 234, 22703–22718. [CrossRef]

56. Zhai, H.; Fesler, A.; Ba, Y.; Wu, S.; Ju, J. Inhibition of colorectal cancer stem cell survival and invasive potential by hsa-miR-140-5p
mediated suppression of Smad2 and autophagy. Oncotarget 2015, 6, 19735–19746. [CrossRef] [PubMed]

57. Shi, L.; Xi, J.; Xu, X.; Peng, B.; Zhang, B. MiR-148a suppressed cell invasion and migration via targeting WNT10b and modulating
beta-catenin signaling in cisplatin-resistant colorectal cancer cells. Biomed. Pharm. 2019, 109, 902–909. [CrossRef] [PubMed]

58. Sun, L.; Fang, Y.; Wang, X.; Han, Y.; Du, F.; Li, C.; Hu, H.; Liu, H.; Liu, Q.; Wang, J.; et al. miR-302a Inhibits Metastasis and
Cetuximab Resistance in Colorectal Cancer by Targeting NFIB and CD44. Theranostics 2019, 9, 8409–8425. [CrossRef]

59. Morimoto, Y.; Mizushima, T.; Wu, X.; Okuzaki, D.; Yokoyama, Y.; Inoue, A.; Hata, T.; Hirose, H.; Qian, Y.; Wang, J.; et al.
miR-4711-5p regulates cancer stemness and cell cycle progression via KLF5, MDM2 and TFDP1 in colon cancer cells. Br. J. Cancer
2020, 122, 1037–1049. [CrossRef] [PubMed]

60. Siegel, R.L.; Miller, K.D.; Jemal, A. Cancer statistics, 2020. CA Cancer J. Clin. 2020, 70, 7–30. [CrossRef]
61. Fu, Y.; Liu, S.; Zeng, S.; Shen, H. The critical roles of activated stellate cells-mediated paracrine signaling, metabolism and

onco-immunology in pancreatic ductal adenocarcinoma. Mol. Cancer 2018, 17, 62. [CrossRef] [PubMed]
62. Lonardo, E.; Frias-Aldeguer, J.; Hermann, P.C.; Heeschen, C. Pancreatic stellate cells form a niche for cancer stem cells and

promote their self-renewal and invasiveness. Cell Cycle 2012, 11, 1282–1290. [CrossRef] [PubMed]
63. Hamada, S.; Masamune, A.; Takikawa, T.; Suzuki, N.; Kikuta, K.; Hirota, M.; Hamada, H.; Kobune, M.; Satoh, K.; Shimosegawa, T.

Pancreatic stellate cells enhance stem cell-like phenotypes in pancreatic cancer cells. Biochem. Biophys. Res. Commun. 2012,
421, 349–354. [CrossRef] [PubMed]

64. Ahmed, S.; Bradshaw, A.-D.; Gera, S.; Dewan, M.Z.; Xu, R. The TGF-β/Smad4 signaling pathway in pancreatic carcinogenesis
and its clinical significance. J. Clin. Med. 2017, 6, 5. [CrossRef]

65. Izumiya, M.; Kabashima, A.; Higuchi, H.; Igarashi, T.; Sakai, G.; Iizuka, H.; Nakamura, S.; Adachi, M.; Hamamoto, Y.; Funakoshi, S.
Chemoresistance is associated with cancer stem cell-like properties and epithelial-to-mesenchymal transition in pancreatic cancer
cells. Anticancer Res. 2012, 32, 3847–3853.

66. Chen, S.; Huang, J.; Liu, Z.; Liang, Q.; Zhang, N.; Jin, Y. FAM83A is amplified and promotes cancer stem cell-like traits and
chemoresistance in pancreatic cancer. Oncogenesis 2017, 6, e300. [CrossRef]

67. Zhang, B.; Ye, H.; Ren, X.; Zheng, S.; Zhou, Q.; Chen, C.; Lin, Q.; Li, G.; Wei, L.; Fu, Z. Macrophage-expressed CD51 promotes
cancer stem cell properties via the TGF-β1/smad2/3 axis in pancreatic cancer. Cancer Lett. 2019, 459, 204–215. [CrossRef]

68. Westphalen, C.B.; Takemoto, Y.; Tanaka, T.; Macchini, M.; Jiang, Z.; Renz, B.W.; Chen, X.; Ormanns, S.; Nagar, K.; Tailor, Y.
Dclk1 defines quiescent pancreatic progenitors that promote injury-induced regeneration and tumorigenesis. Cell Stem Cell 2016,
18, 441–455. [CrossRef]

69. Bailey, J.M.; Alsina, J.; Rasheed, Z.A.; McAllister, F.M.; Fu, Y.Y.; Plentz, R.; Zhang, H.; Pasricha, P.J.; Bardeesy, N.; Matsui, W.
DCLK1 marks a morphologically distinct subpopulation of cells with stem cell properties in preinvasive pancreatic cancer.
Gastroenterology 2014, 146, 245–256. [CrossRef]

70. Hermann, P.C.; Huber, S.L.; Herrler, T.; Aicher, A.; Ellwart, J.W.; Guba, M.; Bruns, C.J.; Heeschen, C. Distinct populations of cancer
stem cells determine tumor growth and metastatic activity in human pancreatic cancer. Cell Stem Cell 2007, 1, 313–323. [CrossRef]

71. Li, C.; Wu, J.J.; Hynes, M.; Dosch, J.; Sarkar, B.; Welling, T.H.; Pasca di Magliano, M.; Simeone, D.M. c-Met is a marker of pancreatic
cancer stem cells and therapeutic target. Gastroenterology 2011, 141, 2218–2227.e5. [CrossRef] [PubMed]

72. Kim, M.P.; Fleming, J.B.; Wang, H.; Abbruzzese, J.L.; Choi, W.; Kopetz, S.; McConkey, D.J.; Evans, D.B.; Gallick, G.E. ALDH
activity selectively defines an enhanced tumor-initiating cell population relative to CD133 expression in human pancreatic
adenocarcinoma. PLoS ONE 2011, 6, e20636. [CrossRef] [PubMed]

http://doi.org/10.18632/oncotarget.11772
http://doi.org/10.1158/0008-5472.CAN-18-3544
http://doi.org/10.18632/oncotarget.23414
http://doi.org/10.1002/jcp.28687
http://doi.org/10.1038/cddis.2013.193
http://doi.org/10.18632/oncotarget.22322
http://doi.org/10.1016/j.yexcr.2019.111597
http://doi.org/10.1002/jcp.28836
http://doi.org/10.18632/oncotarget.3771
http://www.ncbi.nlm.nih.gov/pubmed/25980495
http://doi.org/10.1016/j.biopha.2018.10.080
http://www.ncbi.nlm.nih.gov/pubmed/30551544
http://doi.org/10.7150/thno.36605
http://doi.org/10.1038/s41416-020-0758-1
http://www.ncbi.nlm.nih.gov/pubmed/32066912
http://doi.org/10.3322/caac.21590
http://doi.org/10.1186/s12943-018-0815-z
http://www.ncbi.nlm.nih.gov/pubmed/29458370
http://doi.org/10.4161/cc.19679
http://www.ncbi.nlm.nih.gov/pubmed/22421149
http://doi.org/10.1016/j.bbrc.2012.04.014
http://www.ncbi.nlm.nih.gov/pubmed/22510406
http://doi.org/10.3390/jcm6010005
http://doi.org/10.1038/oncsis.2017.3
http://doi.org/10.1016/j.canlet.2019.06.005
http://doi.org/10.1016/j.stem.2016.03.016
http://doi.org/10.1053/j.gastro.2013.09.050
http://doi.org/10.1016/j.stem.2007.06.002
http://doi.org/10.1053/j.gastro.2011.08.009
http://www.ncbi.nlm.nih.gov/pubmed/21864475
http://doi.org/10.1371/journal.pone.0020636
http://www.ncbi.nlm.nih.gov/pubmed/21695188


Int. J. Mol. Sci. 2021, 22, 1624 16 of 18

73. Jung, D.E.; Wen, J.; Oh, T.; Song, S.Y. Differentially expressed microRNAs in pancreatic cancer stem cells. Pancreas 2011,
40, 1180–1187. [CrossRef]

74. Ji, Q.; Hao, X.; Zhang, M.; Tang, W.; Yang, M.; Li, L.; Xiang, D.; DeSano, J.T.; Bommer, G.T.; Fan, D. MicroRNA miR-34 inhibits
human pancreatic cancer tumor-initiating cells. PLoS ONE 2009, 4, e6816. [CrossRef]

75. Guo, S.; Fesler, A.; Huang, W.; Wang, Y.; Yang, J.; Wang, X.; Zheng, Y.; Hwang, G.R.; Wang, H.; Ju, J. Functional Significance
and Therapeutic Potential of miR-15a Mimic in Pancreatic Ductal Adenocarcinoma. Mol. Ther. Nucleic Acids 2020, 19, 228–239.
[CrossRef] [PubMed]

76. Zhou, J.; Wang, H.; Che, J.; Xu, L.; Yang, W.; Li, Y.; Zhou, W. Silencing of microRNA-135b inhibits invasion, migration, and
stemness of CD24+ CD44+ pancreatic cancer stem cells through JADE-1-dependent AKT/mTOR pathway. Cancer Cell Int. 2020,
20, 1–16. [CrossRef]

77. Zhou, B.; Sun, C.; Hu, X.; Zhan, H.; Zou, H.; Feng, Y.; Qiu, F.; Zhang, S.; Wu, L.; Zhang, B. MicroRNA-195 suppresses the
progression of pancreatic cancer by targeting DCLK1. Cell. Physiol. Biochem. 2017, 44, 1867–1881. [CrossRef]

78. Lu, Y.; Lu, J.; Li, X.; Zhu, H.; Fan, X.; Zhu, S.; Wang, Y.; Guo, Q.; Wang, L.; Huang, Y. MiR-200a inhibits epithelial-mesenchymal
transition of pancreatic cancer stem cell. BMC Cancer 2014, 14, 85. [CrossRef]

79. Sureban, S.M.; May, R.; Lightfoot, S.A.; Hoskins, A.B.; Lerner, M.; Brackett, D.J.; Postier, R.G.; Ramanujam, R.; Mohammed, A.;
Rao, C.V. DCAMKL-1 regulates epithelial–Mesenchymal transition in human pancreatic cells through a miR-200a–dependent
mechanism. Cancer Res. 2011, 71, 2328–2338. [CrossRef] [PubMed]

80. Chaudhary, A.K.; Mondal, G.; Kumar, V.; Kattel, K.; Mahato, R.I. Chemosensitization and inhibition of pancreatic cancer stem cell
proliferation by overexpression of microRNA-205. Cancer Lett. 2017, 402, 1–8. [CrossRef]

81. Hasegawa, S.; Eguchi, H.; Nagano, H.; Konno, M.; Tomimaru, Y.; Wada, H.; Hama, N.; Kawamoto, K.; Kobayashi, S.; Nishida, N.
MicroRNA-1246 expression associated with CCNG2-mediated chemoresistance and stemness in pancreatic cancer. Br. J. Cancer
2014, 111, 1572–1580. [CrossRef]

82. Wellner, U.; Schubert, J.; Burk, U.C.; Schmalhofer, O.; Zhu, F.; Sonntag, A.; Waldvogel, B.; Vannier, C.; Darling, D.; zur Hausen, A.;
et al. The EMT-activator ZEB1 promotes tumorigenicity by repressing stemness-inhibiting microRNAs. Nat. Cell Biol. 2009,
11, 1487–1495. [CrossRef] [PubMed]

83. Xiao, S.; Zhou, L. Gastric Stem Cells: Physiological and Pathological Perspectives. Front. Cell Dev. Biol. 2020, 8, 571536. [CrossRef]
84. Bekaii-Saab, T.; El-Rayes, B. Identifying and targeting cancer stem cells in the treatment of gastric cancer. Cancer 2017,

123, 1303–1312. [CrossRef]
85. Xue, Z.; Yan, H.; Li, J.; Liang, S.; Cai, X.; Chen, X.; Wu, Q.; Gao, L.; Wu, K.; Nie, Y.; et al. Identification of cancer stem cells in

vincristine preconditioned SGC7901 gastric cancer cell line. J. Cell. Biochem. 2012, 113, 302–312. [CrossRef]
86. Brungs, D.; Aghmesheh, M.; Vine, K.L.; Becker, T.M.; Carolan, M.G.; Ranson, M. Gastric cancer stem cells: Evidence, potential

markers, and clinical implications. J. Gastroenterol. 2016, 51, 313–326. [CrossRef]
87. Yu, D.; Shin, H.S.; Lee, Y.S.; Lee, Y.C. miR-106b modulates cancer stem cell characteristics through TGF-beta/Smad signaling in

CD44-positive gastric cancer cells. Lab. Investig. 2014, 94, 1370–1381. [CrossRef] [PubMed]
88. Pan, Y.; Shu, X.; Sun, L.; Yu, L.; Sun, L.; Yang, Z.; Ran, Y. miR196a5p modulates gastric cancer stem cell characteristics by targeting

Smad4. Int. J. Oncol. 2017, 50, 1965–1976. [CrossRef]
89. Peng, X.; Kang, Q.; Wan, R.; Wang, Z. miR-26a/HOXC9 Dysregulation Promotes Metastasis and Stem Cell-Like Phenotype of

Gastric Cancer. Cell. Physiol. Biochem. 2018, 49, 1659–1676. [CrossRef]
90. Lee, S.D.; Yu, D.; Lee, D.Y.; Shin, H.S.; Jo, J.H.; Lee, Y.C. Upregulated microRNA-193a-3p is responsible for cisplatin resistance in

CD44(+) gastric cancer cells. Cancer Sci. 2019, 110, 662–673. [CrossRef] [PubMed]
91. Mirzaei, S.; Baghaei, K.; Parivar, K.; Hashemi, M.; Asadzadeh Aghdaei, H. The expression level changes of microRNAs 200a/205

in the development of invasive properties in gastric cancer cells through epithelial-mesenchymal transition. Eur. J. Pharmacol.
2019, 857, 172426. [CrossRef] [PubMed]

92. Qian, L.; Liu, F.; Chu, Y.; Zhai, Q.; Wei, X.; Shao, J.; Li, R.; Xu, Q.; Yu, L.; Liu, B.; et al. MicroRNA-200c Nanoparticles Sensitized Gas-
tric Cancer Cells to Radiotherapy by Regulating PD-L1 Expression and EMT. Cancer Manag. Res. 2020, 12, 12215–12223. [CrossRef]

93. Song, H.; Shi, L.; Xu, Y.; Xu, T.; Fan, R.; Cao, M.; Xu, W.; Song, J. BRD4 promotes the stemness of gastric cancer cells via attenuating
miR-216a-3p-mediated inhibition of Wnt/beta-catenin signaling. Eur. J. Pharmacol. 2019, 852, 189–197. [CrossRef]

94. Wang, J.; Xue, X.; Hong, H.; Qin, M.; Zhou, J.; Sun, Q.; Liang, H.; Gao, L. Upregulation of microRNA-524-5p enhances the
cisplatin sensitivity of gastric cancer cells by modulating proliferation and metastasis via targeting SOX9. Oncotarget 2017,
8, 574–582. [CrossRef]

95. Peng, C.; Huang, K.; Liu, G.; Li, Y.; Yu, C. MiR-876-3p regulates cisplatin resistance and stem cell-like properties of gastric cancer
cells by targeting TMED3. J. Gastroenterol. Hepatol. 2019, 34, 1711–1719. [CrossRef]

96. Achyut, B.R.; Yang, L. Transforming growth factor-beta in the gastrointestinal and hepatic tumor microenvironment.
Gastroenterology 2011, 141, 1167–1178. [CrossRef]

97. Powell, S.M.; Harper, J.C.; Hamilton, S.R.; Robinson, C.R.; Cummings, O.W. Inactivation of Smad4 in gastric carcinomas.
Cancer Res. 1997, 57, 4221–4224.

98. Nio, K.; Yamashita, T.; Kaneko, S. The evolving concept of liver cancer stem cells. Mol. Cancer 2017, 16, 4. [CrossRef] [PubMed]
99. Schulte, L.A.; Lopez-Gil, J.C.; Sainz, B., Jr.; Hermann, P.C. The Cancer Stem Cell in Hepatocellular Carcinoma. Cancers 2020,

12, 684. [CrossRef] [PubMed]

http://doi.org/10.1097/MPA.0b013e318221b33e
http://doi.org/10.1371/journal.pone.0006816
http://doi.org/10.1016/j.omtn.2019.11.010
http://www.ncbi.nlm.nih.gov/pubmed/31846800
http://doi.org/10.1186/s12935-020-01210-1
http://doi.org/10.1159/000485876
http://doi.org/10.1186/1471-2407-14-85
http://doi.org/10.1158/0008-5472.CAN-10-2738
http://www.ncbi.nlm.nih.gov/pubmed/21285251
http://doi.org/10.1016/j.canlet.2017.05.007
http://doi.org/10.1038/bjc.2014.454
http://doi.org/10.1038/ncb1998
http://www.ncbi.nlm.nih.gov/pubmed/19935649
http://doi.org/10.3389/fcell.2020.571536
http://doi.org/10.1002/cncr.30538
http://doi.org/10.1002/jcb.23356
http://doi.org/10.1007/s00535-015-1125-5
http://doi.org/10.1038/labinvest.2014.125
http://www.ncbi.nlm.nih.gov/pubmed/25286029
http://doi.org/10.3892/ijo.2017.3965
http://doi.org/10.1159/000493502
http://doi.org/10.1111/cas.13894
http://www.ncbi.nlm.nih.gov/pubmed/30485589
http://doi.org/10.1016/j.ejphar.2019.172426
http://www.ncbi.nlm.nih.gov/pubmed/31150646
http://doi.org/10.2147/CMAR.S279978
http://doi.org/10.1016/j.ejphar.2019.03.018
http://doi.org/10.18632/oncotarget.13479
http://doi.org/10.1111/jgh.14649
http://doi.org/10.1053/j.gastro.2011.07.048
http://doi.org/10.1186/s12943-016-0572-9
http://www.ncbi.nlm.nih.gov/pubmed/28137313
http://doi.org/10.3390/cancers12030684
http://www.ncbi.nlm.nih.gov/pubmed/32183251


Int. J. Mol. Sci. 2021, 22, 1624 17 of 18

100. Song, K.; Wu, J.; Jiang, C. Dysregulation of signaling pathways and putative biomarkers in liver cancer stem cells (Review).
Oncol. Rep. 2013, 29, 3–12. [CrossRef]

101. Liu, Y.C.; Yeh, C.T.; Lin, K.H. Cancer Stem Cell Functions in Hepatocellular Carcinoma and Comprehensive Therapeutic Strategies.
Cells 2020, 9, 1331. [CrossRef]

102. Liu, H.L.; Tang, H.T.; Yang, H.L.; Deng, T.T.; Xu, Y.P.; Xu, S.Q.; Peng, L.; Wang, Z.; Fang, Q.; Kuang, X.Y.; et al. Oct4 Regulates
the Transition of Cancer Stem-Like Cells to Tumor Endothelial-Like Cells in Human Liver Cancer. Front. Cell Dev. Biol. 2020,
8, 563316. [CrossRef]

103. Zhao, W.; Wang, L.; Han, H.; Jin, K.; Lin, N.; Guo, T.; Chen, Y.; Cheng, H.; Lu, F.; Fang, W.; et al. 1B50-1, a mAb raised against
recurrent tumor cells, targets liver tumor-initiating cells by binding to the calcium channel alpha2delta1 subunit. Cancer Cell 2013,
23, 541–556. [CrossRef]

104. Yang, W.; Yan, H.X.; Chen, L.; Liu, Q.; He, Y.Q.; Yu, L.X.; Zhang, S.H.; Huang, D.D.; Tang, L.; Kong, X.N.; et al. Wnt/beta-
catenin signaling contributes to activation of normal and tumorigenic liver progenitor cells. Cancer Res. 2008, 68, 4287–4295.
[CrossRef] [PubMed]

105. Yamashita, T.; Ji, J.; Budhu, A.; Forgues, M.; Yang, W.; Wang, H.Y.; Jia, H.; Ye, Q.; Qin, L.X.; Wauthier, E.; et al. EpCAM-
positive hepatocellular carcinoma cells are tumor-initiating cells with stem/progenitor cell features. Gastroenterology 2009,
136, 1012–1024. [CrossRef]

106. Lou, W.; Liu, J.; Gao, Y.; Zhong, G.; Ding, B.; Xu, L.; Fan, W. MicroRNA regulation of liver cancer stem cells. Am. J. Cancer Res.
2018, 8, 1126–1141.

107. Gramantieri, L.; Pollutri, D.; Gagliardi, M.; Giovannini, C.; Quarta, S.; Ferracin, M.; Casadei-Gardini, A.; Callegari, E.;
De Carolis, S.; Marinelli, S.; et al. MiR-30e-3p Influences Tumor Phenotype through MDM2/TP53 Axis and Predicts Sorafenib
Resistance in Hepatocellular Carcinoma. Cancer Res. 2020, 80, 1720–1734. [CrossRef] [PubMed]

108. Ji, J.; Yamashita, T.; Budhu, A.; Forgues, M.; Jia, H.L.; Li, C.; Deng, C.; Wauthier, E.; Reid, L.M.; Ye, Q.H. Identification of
microRNA-181 by genome-wide screening as a critical player in EpCAM–positive hepatic cancer stem cells. Hepatology 2009,
50, 472–480. [CrossRef]

109. Ran, R.Z.; Chen, J.; Cui, L.J.; Lin, X.L.; Fan, M.M.; Cong, Z.Z.; Zhang, H.; Tan, W.F.; Zhang, G.Q.; Zhang, Y.J. miR-194 inhibits liver
cancer stem cell expansion by regulating RAC1 pathway. Exp. Cell Res. 2019, 378, 66–75. [CrossRef] [PubMed]

110. Cai, H.; Yang, Y.; Peng, F.; Liu, Y.; Fu, X.; Ji, B. Gold nanoparticles-loaded anti-miR221 enhances antitumor effect of sorafenib in
hepatocellular carcinoma cells. Int. J. Med. Sci. 2019, 16, 1541–1548. [CrossRef]

111. Long, J.; Jiang, C.; Liu, B.; Dai, Q.; Hua, R.; Chen, C.; Zhang, B.; Li, H. Maintenance of stemness by miR-589-5p in hepatocellular
carcinoma cells promotes chemoresistance via STAT3 signaling. Cancer Lett. 2018, 423, 113–126. [CrossRef]

112. Li, B.; Liu, D.; Yang, P.; Li, H.Y.; Wang, D. miR-613 inhibits liver cancer stem cell expansion by regulating SOX9 pathway. Gene
2019, 707, 78–85. [CrossRef]

113. Wei, X.; You, X.; Zhang, J.; Zhou, C. MicroRNA-1305 Inhibits the Stemness of LCSCs and Tumorigenesis by Repressing the
UBE2T-Dependent Akt-Signaling Pathway. Mol. Ther. Nucleic Acids 2019, 16, 721–732. [CrossRef]

114. Hanna, J.; Hossain, G.S.; Kocerha, J. The Potential for microRNA Therapeutics and Clinical Research. Front. Genet. 2019, 10, 478.
[CrossRef] [PubMed]

115. Ganju, A.; Khan, S.; Hafeez, B.B.; Behrman, S.W.; Yallapu, M.M.; Chauhan, S.C.; Jaggi, M. miRNA nanotherapeutics for cancer.
Drug Discov. Today 2017, 22, 424–432. [CrossRef]

116. Reid, G.; Kao, S.C.; Pavlakis, N.; Brahmbhatt, H.; MacDiarmid, J.; Clarke, S.; Boyer, M.; van Zandwijk, N. Clinical development
of TargomiRs, a miRNA mimic-based treatment for patients with recurrent thoracic cancer. Epigenomics 2016, 8, 1079–1085.
[CrossRef] [PubMed]

117. Querfeld, C.; Foss, F.M.; Pinter-Brown, L.C.; Porcu, P.; William, B.M.; Pacheco, T.; Haverkos, B.M.; Kim, Y.H.; Guitart, J.;
Halwani, A.S. Phase 1 Study of the Safety and Efficacy of MRG-106, a Synthetic Inhibitor of microRNA-155, in CTCL Patients.
Blood 2017, 130, 820.

118. Beg, M.S.; Brenner, A.J.; Sachdev, J.; Borad, M.; Kang, Y.-K.; Stoudemire, J.; Smith, S.; Bader, A.G.; Kim, S.; Hong, D.S. Phase I study
of MRX34, a liposomal miR-34a mimic, administered twice weekly in patients with advanced solid tumors. Investig. New Drugs
2017, 35, 180–188. [CrossRef] [PubMed]

119. Montgomery, R.L.; Yu, G.; Latimer, P.A.; Stack, C.; Robinson, K.; Dalby, C.M.; Kaminski, N.; van Rooij, E. MicroRNA mimicry
blocks pulmonary fibrosis. EMBO Mol. Med. 2014, 6, 1347–1356. [CrossRef] [PubMed]

120. Jiang, J.; Feng, X.; Zhou, W.; Wu, Y.; Yang, Y. MiR-128 reverses the gefitinib resistance of the lung cancer stem cells by inhibiting
the c-met/PI3K/AKT pathway. Oncotarget 2016, 7, 73188–73199. [CrossRef]

121. Iliopoulos, D.; Lindahl-Allen, M.; Polytarchou, C.; Hirsch, H.A.; Tsichlis, P.N.; Struhl, K. Loss of miR-200 inhibition of Suz12
leads to polycomb-mediated repression required for the formation and maintenance of cancer stem cells. Mol. Cell 2010,
39, 761–772. [CrossRef]

122. Shimono, Y.; Zabala, M.; Cho, R.W.; Lobo, N.; Dalerba, P.; Qian, D.; Diehn, M.; Liu, H.; Panula, S.P.; Chiao, E.; et al. Downregulation
of miRNA-200c links breast cancer stem cells with normal stem cells. Cell 2009, 138, 592–603. [CrossRef]

123. Soung, Y.H.; Chung, H.; Yan, C.; Fesler, A.; Kim, H.; Oh, E.S.; Ju, J.; Chung, J. Therapeutic Potential of Chemically Modified
miR-489 in Triple-Negative Breast Cancers. Cancers 2020, 12, 2209. [CrossRef] [PubMed]

http://doi.org/10.3892/or.2012.2082
http://doi.org/10.3390/cells9061331
http://doi.org/10.3389/fcell.2020.563316
http://doi.org/10.1016/j.ccr.2013.02.025
http://doi.org/10.1158/0008-5472.CAN-07-6691
http://www.ncbi.nlm.nih.gov/pubmed/18519688
http://doi.org/10.1053/j.gastro.2008.12.004
http://doi.org/10.1158/0008-5472.CAN-19-0472
http://www.ncbi.nlm.nih.gov/pubmed/32015093
http://doi.org/10.1002/hep.22989
http://doi.org/10.1016/j.yexcr.2019.03.007
http://www.ncbi.nlm.nih.gov/pubmed/30844391
http://doi.org/10.7150/ijms.37427
http://doi.org/10.1016/j.canlet.2017.11.031
http://doi.org/10.1016/j.gene.2019.05.015
http://doi.org/10.1016/j.omtn.2019.04.013
http://doi.org/10.3389/fgene.2019.00478
http://www.ncbi.nlm.nih.gov/pubmed/31156715
http://doi.org/10.1016/j.drudis.2016.10.014
http://doi.org/10.2217/epi-2016-0035
http://www.ncbi.nlm.nih.gov/pubmed/27185582
http://doi.org/10.1007/s10637-016-0407-y
http://www.ncbi.nlm.nih.gov/pubmed/27917453
http://doi.org/10.15252/emmm.201303604
http://www.ncbi.nlm.nih.gov/pubmed/25239947
http://doi.org/10.18632/oncotarget.12283
http://doi.org/10.1016/j.molcel.2010.08.013
http://doi.org/10.1016/j.cell.2009.07.011
http://doi.org/10.3390/cancers12082209
http://www.ncbi.nlm.nih.gov/pubmed/32784600


Int. J. Mol. Sci. 2021, 22, 1624 18 of 18

124. Tominaga, N.; Yoshioka, Y.; Ochiya, T. A novel platform for cancer therapy using extracellular vesicles. Adv. Drug Deliv. Rev.
2015, 95, 50–55. [CrossRef] [PubMed]

125. Vader, P.; Mol, E.A.; Pasterkamp, G.; Schiffelers, R.M. Extracellular vesicles for drug delivery. Adv. Drug Deliv. Rev. 2016,
106, 148–156. [CrossRef] [PubMed]

126. Wiklander, O.P.; Brennan, M.Á.; Lötvall, J.; Breakefield, X.O.; Andaloussi, S.E. Advances in therapeutic applications of extracellular
vesicles. Sci. Transl. Med. 2019, 11, eaav8521. [CrossRef]

127. Van Zandwijk, N.; Pavlakis, N.; Kao, S.C.; Linton, A.; Boyer, M.J.; Clarke, S.; Huynh, Y.; Chrzanowska, A.; Fulham, M.J.;
Bailey, D.L. Safety and activity of microRNA-loaded minicells in patients with recurrent malignant pleural mesothelioma: A
first-in-man, phase 1, open-label, dose-escalation study. Lancet Oncol. 2017, 18, 1386–1396. [CrossRef]

128. Polack, F.P.; Thomas, S.J.; Kitchin, N.; Absalon, J.; Gurtman, A.; Lockhart, S.; Perez, J.L.; Pérez Marc, G.; Moreira, E.D.; Zerbini, C.
Safety and efficacy of the BNT162b2 mRNA Covid-19 vaccine. N. Engl. J. Med. 2020, 383, 2603–2615. [CrossRef]

129. Baden, L.R.; El Sahly, H.M.; Essink, B.; Kotloff, K.; Frey, S.; Novak, R.; Diemert, D.; Spector, S.A.; Rouphael, N.; Creech, C.B.
Efficacy and Safety of the mRNA-1273 SARS-CoV-2 Vaccine. N. Engl. J. Med. 2020. [CrossRef]

http://doi.org/10.1016/j.addr.2015.10.002
http://www.ncbi.nlm.nih.gov/pubmed/26482189
http://doi.org/10.1016/j.addr.2016.02.006
http://www.ncbi.nlm.nih.gov/pubmed/26928656
http://doi.org/10.1126/scitranslmed.aav8521
http://doi.org/10.1016/S1470-2045(17)30621-6
http://doi.org/10.1056/NEJMoa2034577
http://doi.org/10.1056/NEJMoa2035389

	Introduction 
	The Role of miRNAs in Colorectal Cancer Stem Cells 
	The Role of miRNAs in Pancreatic Cancer Stem Cells 
	The Role of miRNAs in Gastric Cancer Stem Cells 
	The Role of miRNAs in Liver Cancer Stem Cells 
	The Role of miRNAs in Developing Therapeutics Targeting GI CSCs 
	Conclusions 
	References

