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Abstract: The bergamot polyphenolic fraction (BPF) was evaluated in the F1FO-ATPase activity of
swine heart mitochondria. In the presence of a concentration higher than 50 µg/mL BPF, the ATPase
activity of F1FO-ATPase, dependent on the natural cofactor Mg2+, increased by 15%, whereas the
enzyme activity in the presence of Ca2+ was inhibited by 10%. By considering this opposite BPF effect,
the F1FO-ATPase activity involved in providing ATP synthesis in oxidative phosphorylation and
triggering mitochondrial permeability transition pore (mPTP) formation has been evaluated. The BPF
improved the catalytic coupling of oxidative phosphorylation in the presence of a substrate at the first
phosphorylation site, boosting the respiratory control ratios (state 3/state 4) by 25% and 85% with
50 µg/mL and 100 µg/mL BPF, respectively. Conversely, the substrate at the second phosphorylation
site led to the improvement of the state 3/state 4 ratios by 15% only with 100 µg/mL BPF. Moreover,
the BPF carried out its beneficial effect on the mPTP phenomenon by desensitizing the pore opening.
The acute effect of the BPF on the metabolism of porcine aortica endothelial cells (pAECs) showed an
ATP rate index greater than one, which points out a prevailing mitochondrial oxidative metabolism
with respect to the glycolytic pathway, and this ratio rose by about three times with 100 µg/mL BPF.
Consistently, the mitochondrial ATP turnover, in addition to the basal and maximal respiration, were
higher in the presence of the BPF than in the controls, and the MTT test revealed an increase in cell
viability with a BPF concentration above 200 µg/mL. Therefore, the molecule mixture of the BPF
aims to ensure good performance of the mitochondrial bioenergetic parameters.

Keywords: mitochondria; cell metabolism; F1FO-ATPase; mitochondrial permeability transition pore;
porcine aortic endothelial cells; bergamot polyphenolic fraction

1. Introduction

F-type ATP synthase (F1FO-ATPase) belongs to the rotary ATPase family and is present
in eukaryotic mitochondria, where it functions both as a complex for ATP synthesis and as
an ion pump [1–4]. In particular, F1FO-ATPase consists of the catalytic F1 hydrophilic do-
main and the FO transmembrane hydrophobic domain [1,5]. The latter is attributed to both
a functional and a structural role. In oxidative phosphorylation (OXPHOS), it is involved
in the synthesis process of ATP, and the supramolecular organization in dimers arranged in
a long row is involved in the formation of mitochondrial cristae [6]. As for the synthesis
of ATP, it occurs in the mitochondria, starting from ADP and Pi. The energy required for
this reaction derives from the proton motive force (∆p) generated by the mitochondrial
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respiratory complexes [7]. In recent years, it has been shown that the FO transmembrane
domain is directly involved in the formation of the mitochondrial permeability transition
pore (mPTP), located in the inner mitochondrial membrane (IMM) [8–10]. In particular,
F1FO-ATPase, usually activated by the natural cofactor Mg2+, is activated by Ca2+, under-
going a conformational change [11]. Therefore, mPTP seems to be generated by an increase
in the concentration of Ca2+, which by opening the pore determines the free passage of
ions and solutes through the IMM, leading to the onset of a series of harmful events at
the mitochondrial level that can lead to cell death [12,13]. Therefore, research conducted
towards identifying compounds that can interact with Ca2+-activated F1FO-ATPase to
delay, or rather, inhibit the formation of mPTP becomes important [13,14]. This would be
very important as it has been shown that the dysregulation of the mPTP is involved in the
onset of serious diseases, such as cancer, ischemia, and heart, as well as neurodegenerative
disorders [15].

The Mediterranean diet (Md), defined as part of the “intangible cultural heritage of
humanity,” is related to an improvement in health, especially in regard to the reduced
incidence of cancer, diabetes mellitus, and, even more significantly, coronary heart disease
in the region of Southern Italy [16]. In particular, the reduced intake of red meat alongside
the greater consumption of olive oil and plant-based foods means that Md positively affects
the onset and progression of heart disease [16]. In this context, bergamot (Citrus bergamia
Risso et Poiteau) is inserted, a plant endemic to the Calabrian Ionian coast in Southern Italy,
a place where the soil and microclimate give the bergamot fruit its peculiar organoleptic
characteristics [16,17]. To date, bergamot, in addition to being used in the cosmetic and
confectionery industries, is used in nutraceutical supplementation in many pathologies,
thanks to its high concentration of polyphenols. In particular, bergamot is rich in flavonoid
glycosides, such as neoeriocitrin, neohesperidin, naringin, and glycosylated polyphenols,
such as bruteridin and melitidin [18]. From the juice and albedo of bergamot the BPF
is obtained, which is the polyphenol-rich fraction, with antioxidant, anti-inflammatory,
lipid-lowering, and hypoglycemic effects [16]. As a consequence of these characteristics,
the BPF seems to have a beneficial role in the pathophysiological mechanisms of diabetic
cardiomyopathy, in particular in mitochondrial and sarcoplasmic dysfunctions. In fact, it is
known that diabetic cardiomyopathy is characterized by mitochondrial oxidative stress and
calcium alteration, caused by sarcoplasmic reticulum dysfunction, conditions that lead to
cardiomyocyte death [19]. Therefore, the BPF, with its high naringin content, could protect
against sarcoplasmic reticulum stress. These effects of the BPF were demonstrated in an
in vitro model of cardiotoxicity. This condition was induced in rat embryonic cardiomy-
oblasts (H9c2) treated with doxorubicin, and the role of mitochondria and the endoplasmic
reticulum was examined. The data obtained showed that the BPF reduced oxidative dam-
age and cell death. Furthermore, a higher lipid content and a reduced escape of calcium
ions from the reticulum have been reported [20]. Furthermore, the BPF could be added to
drug therapy in the treatment of patients with cancer [21]. In rats, the BPF has been shown
to reduce chemotherapy-induced peripheral neuropathy, acting on mechanical allodynia
and thermal hyperalgesia, both of which are determined by paclitaxel treatment. In addi-
tion to this, the BPF was used in a clinical trial concerning schizophrenia. Pharmacological
therapy supplementation with the BPF showed an improvement in the cognitive executive
functioning of the patients, probably linked to the neuroprotective activity (antioxidant
and antiapoptotic) of the flavonoids naringin and neohesperidin present in the BPF [22].
Following these characteristics and the involvement of the BPF in all of these pathological
conditions, we decided to study its eventual action at the level of F1FO-ATPase and of the
mPTP formation as well as the subsequent effect on the cell metabolism.

2. Materials and Methods
2.1. Chemicals and Reagents

Oligomycin (a mixture of oligomycins A, B, and C) and Fura-FF were purchased
from Vinci-Biochem (Vinci, Italy). Na2ATP, rotenone, and antimycin A were obtained
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from Sigma–Aldrich (Milan, Italy) and the BPF from the Herbal & Antioxidant Deriva-
tives (H&AD) company (Bianco, Italy). Seahorse XF Assay Kits and Reagents were pur-
chased from Agilent, Santa Clara, CA, USA. Quartz double-distilled water was used for all
reagent solutions.

2.2. Preparation of the Bergamot Polyphenolic Fraction (BPF)

The harvest of C. bergamia Risso & Poiteau fruits took place in a geographical area
of about 90 km between Bianco and Reggio Calabria, Italy. The fruits were peeled and
squeezed to obtain the bergamot juice. Subsequently, the juice was oil fraction depleted by
stripping and, using an ultrafiltration process, clarified. After this step, the clarified juice
was passed through a polystyrene resin column that absorbed polyphenol compounds
with a molecular weight between 300 and 600 Da. The elution of the polyphenol fractions
occurred using a KOH solution. The reduction in furocoumarin content was achieved
by incubating the basic eluate on a rocking platform and adjusting the shaking time
according to the amount of furocoumarin contaminants. The phytocomplex, thus obtained,
was filtered on cationic resin at an acidic pH to be neutralized. Lastly, the BPF powder
was obtained after the vacuum drying and mincing of the neutralized phytocomplex.
Furthermore, the content of flavonoids, furocoumarins, and other polyphenols present
in the BPF powder was determined. In particular, the UHPLC-HRMS/MS method made
it possible to establish that the BPF comprises more than 40% flavonoids and about 60%
carbohydrates, fatty acids, pectins, and maltodextrins. The flavonoid profile, identified by
high-resolution mass spectrometry (Orbitrap spectrometer) and confirmed by HRMSMS
(ddMS2, data-dependent MS/MS), consists of neoeriocitrin, naringin, and neohesperidin,
and the whole HMG family, including bruteridin and melitidin, and flavonoids, such as
6.8-di-C-glycosides [18,23].

2.3. Preparation of the Mitochondrial Fractions

Immediately after slaughter, the hearts of adult swine (Sus scrofa domesticus) were
isolated, stored on ice at 0–4 ◦C in a local abattoir, and transferred to the laboratory
over the next 2 h. At this point, after eliminating fat and blood clots, about 30–40 g of
heart tissue was removed and washed several times with an ice-cold Tris-HCl buffer
(0.25 M sucrose/10 mM Tris (hydroxymethyl)-aminomethane (Tris), pH 7.4) (medium
A). A preparation was obtained for each heart, in which the tissue was cut with scissors,
dried with paper, and weighed. Each gram of fresh-chopped tissue was homogenized
in 10 mL of a buffer (medium B) consisting of 0.25 M sucrose, 10 mM Tris (pH 7.4 with
HCl), 1.0 mM EDTA (free acid), and 0.5 mg/mL fatty-acid-free bovine serum albumin
(BSA). The tissue was subjected to a first break with Ultraturrax T25 and, subsequently,
homogenized with a motor-driven Teflon pestle homogenizer (Braun Mel-sungen Type
853202). Homogenization was performed at 650 rpm three times. The homogenate thus
obtained was subjected to stepwise centrifugation (Sorvall RC2-B, rotor SS34). In fact, after
the first centrifugation at 1000× g for 5 min, the obtained pellet was resuspended and
homogenized again in the previous conditions and recentrifuged at 1000× g for 5 min. The
supernatants obtained following the two centrifugation cycles were combined, filtered
through 4 layers of cotton gauze, and centrifuged at 10,500× g for 10 min. The result
of this centrifugation is the raw mitochondrial pellet, which, after being resuspended in
medium A, was recentrifuged at 10,500× g for 10 min. The pellet obtained following this
last centrifugation is constituted by the final mitochondrial fraction [24]. This pellet was
resuspended in a small volume of medium A and subjected to gentle agitation with a Teflon
Potter Elvejehm homogenizer. The samples were always kept at a temperature between 0
and 4 ◦C. The colorimetric method of Bradford by the Bio-Rad Protein Assay kit II, using
BSA as the standard, allowed for the evaluation of the protein concentration of the samples,
which was found to be equal to 30 mg/mL. Finally, the mitochondrial preparations thus
obtained were stored in liquid nitrogen and subsequently used for the studies conducted
on the F-ATPase activity [25].



Cells 2022, 11, 1401 4 of 15

2.4. Mitochondrial F-ATPase Activity Assays

Immediately after thawing the mitochondria stored in liquid nitrogen, mitochondrial
preparations were used to evaluate the F-ATPase activity. To measure the ATP hydrolysis
capability by the Mg2+-activated F1FO-ATPase, 1 mL of a reaction medium consisting of
0.15 mg of mitochondrial protein and 75 mM ethanolamine-HCl buffer at pH 9.0 was used
in the presence of 6.0 mM Na2ATP and 2.0 mM MgCl2, while to determine the activity of
Ca2+-activated F1FO-ATPase the same buffer was used but at pH 8.8 in the presence of
3.0 mM Na2ATP and 2.0 mM CaCl2. The assay involves a preincubation of 5 min at 37 ◦C.
Subsequently, maintaining the same temperature, the Na2ATP substrate was added to start
the reaction. After 5 min, the reaction was stopped using 1 mL of an ice-cold 15% (w/w)
trichloroacetic acid (TCA) aqueous solution. At this point, the samples were centrifuged
for 15 min at 3500 rpm (Eppendorf Centrifuge 5202). To indirectly determine the F-ATPase
activity, the concentration of inorganic phosphate (Pi) hydrolyzed by known amounts
of mitochondrial protein present in the supernatant was defined spectrophotometrically.
Therefore, before the reaction started, 1.0 µL of 3.0 mg/mL oligomycin in dimethylsulfoxide
(DMSO) was added to the mixture. For each series of experiments, at the same time as
the conditions to be tested, the total ATPase activity was calculated by evaluating the Pi
in control tubes containing 1.0 µL of DMSO per mL reaction system. To date, oligomycin
is used in F-ATPase assays as it represents a specific inhibitor of F-ATPase capable of
selectively blocking the FO subunit. In the experiments we conducted, a 3.0 mg/mL dose
of oligomycin gave the maximum inhibition of F-ATPase. In each experiment, the F1FO-
ATPase activity was obtained as the difference between the Pi hydrolyzed in the presence
of oligomycin and the Pi hydrolyzed by the total ATPase activity and expressed as µmol
Pi·mg protein−1·min–1 [26]. The concentration of inorganic phosphate (Pi) hydrolyzed by
known amounts of mitochondrial protein, which is an indirect measure of ATPase activity,
was spectrophotometrically evaluated according to Fiske and Subbarow [27].

2.5. Evaluation of Oxidative Phosphorylation

Immediately after the fresh preparation of the swine heart mitochondrial fraction,
the mitochondrial respiratory activity was polarographically evaluated by a Clark-type
electrode using a thermostated Oxytherm System (Hansatech Instruments, King’s Lynn,
UK) in terms of oxygen consumption at 37 ◦C in a 1 mL polarographic chamber. The
reaction mixture, maintained at a fixed temperature and continuously stirred, contained a
0.25 mg/mL mitochondrial suspension, 40 mM KCl, 0.2 mg/mL fatty-acid-free BSA, 75 mM
sucrose, 0.5 mM EDTA, 30 mM Tris–HCl, pH 7.4, and 5 mM KH2PO4, plus 3 mM MgCl2.
The reaction was carried out at a fixed temperature and under constant stirring. The assess-
ment of the rate of oxygen consumption was made in the presence of specific substrates. In
regard to complex I, the substrates were glutamate/malate in a ratio of 1:1; for complex II,
the substrate was succinate. Furthermore, complex I was inhibited by 1 µg/mL of rotenone,
while the inhibition of complex III was achieved by 1 µM of antimycin A. The oxidation of
glutamate/malate made it possible to determine the activity of NADH; for ubiquinone oxi-
doreductase, on the other hand, the oxidation of succinate represented the multicomponent
succinoxidase pathway, i.e., the electron flux in the respiratory chain through complex II. By
adding 1 µM of antimycin A to the respective tests with glutamate/malate and succinate, it
was possible to evaluate the nonspecific oxygen consumption. To evaluate the coupling
between respiratory activity and phosphorylation, 150 nmol ADP at state 2 of respiring
mitochondria was added [28,29]. The respiratory control ratio (RCR) of OXPHOS was
assessed as the ratio between state 3 (when ATP is synthesized) and state 4 (when ATP is
not synthesized). To evaluate the effects of the BPF, the mitochondrial suspensions were
added at the same time as 50 µg/mL of the BPF or 100 µg/mL of the BPF solutions to the
polarographic chamber before starting the reaction at 37 ◦C. Respiratory activities were
expressed as nmoles O2·mg protein−1·min−1. The experimental protocol provided for the
injection (in a very precise order) of reagents into the polarographic cell using a syringe.
In particular, to mitochondrial protein suspensions, in the presence and absence of the



Cells 2022, 11, 1401 5 of 15

BPF, the following were added: inhibitors of the previous respiratory chain steps (when
required), substrate(s), ADP, and inhibitors (rotenone for glutamate/malate-stimulated
respiration and antimycin A for succinate-stimulated respiration) [30]. The rate of oxygen
consumption was assessed in the presence of the specific substrates, glutamate/malate for
complex I and succinate for complex II. Polarographic assays were performed at least in
triplicate on three mitochondrial preparations from different animals.

2.6. MPTP Evaluation

Immediately after the fresh preparation of swine heart mitochondrial fractions, fresh
mitochondrial suspensions (1 mg/mL) were energized in the assay buffer (130 mM KCl,
1 mM KH2PO4, 20 mM HEPES, and pH 7.2 with TRIS), incubated at 37 ◦C with 1 µg/mL
rotenone and 5 mM succinate. The effect of the BPF was tested by adding BPF concen-
trations of 0.01 µg/mL or 50 µg/mL to mitochondrial suspensions before evaluating the
mPTP. In regard to the induction of the mPTP opening, this was determined by a CaCl2
solution added at intervals of 1 min to guarantee the presence of low Ca2+ concentrations
equal to 10 µM. Spectrofluorophotometry analysis, carried out in the presence of 0.8 µM
Fura-FF, allowed for the evaluation of the calcium retention capacity (CRC), the reduction
of which indicates the mPTP opening. The probe used has different spectral characteristics
depending on the Ca2+ absence or presence. In fact, in the absence of Ca2+ (Fura-FF low
Ca2+), an excitation/emission spectrum at 365/514 nm is detected; alternatively, when the
concentration of Ca2+ increases (Fura-FF high Ca2+), the spectrum shifts to 339/507 nm.
The increase in the fluorescence intensity ratio (Fura-FF high Ca2+)/(Fura-FF low Ca2+) is
determined by the reduction in CRC and, therefore, allows for the evaluation of the opening
of the mPTP [31]. The LabSolutions RF software was used to process these measurements.

2.7. Cell Cultures

Primary cell cultures of porcine aortic endothelial cells (pAECs) were isolated and
maintained as previously described [32]. pAECs from 3 to 8 passages (P) were used to per-
form the experiments. The cells were seeded and routinely cultured in T25 or T75 primary
culture flasks (2 × 104 cells/cm2) in a human endothelial serum-free medium (hESFM),
added with 5% FBS and 1× antibiotic/antimycotic solution in a 5% CO2 atmosphere and
38.5 ◦C. An inverted Eclipse Microscope (TS100) with a digital C-Mount Nikon photo
camera (TP3100) was used to define the cell morphology.

2.8. Cellular Metabolism

The measurement of the oxygen consumption rate (OCR) and the index of cell respi-
ration (pmol/min), as well as the extracellular acidification rate (ECAR) and the index of
glycolysis (mpH/min), was carried out simultaneously using the Seahorse XFp analyzer
(Agilent, USA).

pAECs (20 × 103/well) were grown in XFp cell culture miniplates (Agilent, USA) for
24 h. On the day of the experiment, cells were switched to a freshly made Seahorse XF
DMEM medium of pH 7.4 supplemented with 10 mM glucose, 1 mM sodium pyruvate,
and 2 mM L-glutamine. Analyses were conducted in the absence (control) and in the
presence of 50 µg/mL, 100 µg/mL, and 150 µg/mL of the BPF for the ATP Rate Assay and
100 µg/mL of BPF for the Mito Stress Test. The OCR and ECAR were measured with the
ATP Rate Assay, Cell Mito Stress Test, and Glycolysis Stress Test programs after the plates
were incubated for 45 min at 37 ◦C in air. In addition, the injection ports of the XFp sensor
cartridges were hydrated overnight with XF calibrant at 37 ◦C; they were subsequently
loaded with 10× the concentration of inhibitors, as indicated by the instructions for the
Seahorse XFp ATP Rate Assay, Cell Mito Stress Test, and Glycolysis Stress Test. Final
concentrations of 1.5 µM oligomycin (port A) and 0.5 µM rotenone (Rot) plus 0.5 µM
antimycin A (AA) (port B) were used for the ATP Rate Assay. Instead, for the Cell Mito
Stress Test, the final concentrations were 1.5 µM oligomycin (olig) (port A), 1.0 µM carbonyl-
cyanide-4-(trifluoromethoxy) phenylhydrazone (FCCP) (port B), and 0.5 µM rotenone plus
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antimycin A (port C) [33]. Finally, for the Glycolysis Stress Test the concentrations used
were 10 mM glucose (port A), 1 µM oligomycin (port B), and 50 mM 2-deoxyglucose
(2DG) (port C).

The ATP Rate Assay provides the bioenergetic parameters currently used to character-
ize the cellular ATP production, namely ATP production rate, related to the conversion of
glucose to lactate in the glycolytic pathway (glycoATP production rate) and to mitochon-
drial OXPHOS (mitoATP production rate). Accordingly, the ratio between the mitoATP
production rate and the glycoATP production rate (ATP rate index) is currently considered
a valuable parameter to detect changes and differences in the metabolic phenotype (a
ratio > 1 means mainly OXPHOS pathway; ratio < 1 means mainly glycolytic pathway).

The Mito Stress Test enables the characterization of cell respiration via the following
parameters: basal respiration, detected as the baseline OCR before oligomycin addition;
minimal respiration, measured as the OCR in the presence of oligomycin; and maximal
respiration, evaluated as the OCR after FCCP addition. The so-called proton leak, which
corresponds to the difference between the basal respiration and the respiration in the pres-
ence of oligomycin (minimal respiration), indicates the re-entry of H+ in the intermembrane
space independently of the ATP synthase. The nonmitochondrial respiration, evaluated
as the OCR in the presence of rotenone plus antimycin A (respiratory chain inhibitors),
was subtracted from all the above parameters. The ATP turnover, or oligomycin-sensitive
respiration, was obtained from the difference between the basal respiration and the mini-
mal respiration (OCR in the presence of oligomycin). Finally, the difference between the
maximal and the basal respiration provided the spare capacity, which represents the ability
to respond to increased energy demand and can be considered a measure of the flexibility
of the OxPhos machinery.

The Glycolysis Stress Test is the assay for measuring the glycolytic function in cells.
The Agilent Seahorse XFp evaluates the ECAR to assess the key parameters of glycolytic
flux: glycolysis, glycolytic capacity, and glycolytic reserve. The ECAR, before glucose
injection, when cells are incubated in the glycolysis stress test medium with 2 mM glutamine
without glucose or pyruvate, is not dependent on glycolysis. Cells after the addition of
saturating amounts of glucose have a response, reported as the rate of glycolysis under
basal conditions. The addition of oligomycin shifts the energy production to glycolysis,
with the subsequent increase in ECAR revealing the cellular maximum glycolytic capacity.
The difference between the glycolytic capacity and glycolysis rate defines the glycolytic
reserve. The addition of 2DG measures other sources of extracellular acidification that are
not attributed to glycolysis and is referred to as nonglycolytic acidification.

The analyses were carried out at a temperature of 37 ◦C, and the data were analyzed
using the WAVE software, normalizing the OCR and ECAR values with respect to the total
number of cells per well. The values for the various parameters were measured per well,
following the manufacturer’s instructions. The ATP Rate Assay, the Mito Stress Test, and
the Glycolysis Stress Test were performed three times in independent experiments.

2.9. Cell Viability

To investigate the effect of the BPF on cell viability, pAECs were seeded in 96-well
plates at a density of 1 × 104 cells/well, and, the day after, were exposed to increasing
doses of the bergamot polyphenolic fraction (BPF) (1, 5, 10, 25, 50, 100, 150, 200, 250,
and 300 µg/mL) for 5 h. The viability was determined using the MTT assay. Briefly, the
addition of the culture medium with the MTT substrate was followed by a three-hour
incubation. In addition, the MTT solubilization solution allowed for the dissolving of
the formazan crystals. The Infinite® F50/Robotic absorbance microplate readers from
TECAN Life Sciences(Männedorf, Switzerland) made it possible to measure the formazan
absorbance (Abs) at a wavelength of 570 nm, from which the background absorbance was
subtracted from multiwell plates, measured at 690 nm.
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2.10. Statistical Analysis

Three independent experiments were performed for each treatment, which were
replicated 6 or 8 times (viability test). Data were analyzed with GraphPad PRISM 7.0
(GraphPad Software, Inc., La Jolla, CA, USA). Results are shown as mean ± SD. Data
were analyzed by a one-way ANOVA followed by a Tukey’s test. A p-value ≤ 0.05 was
considered statistically significant.

3. Results

The effect of the BPF on mitochondria bioenergetics has been evaluated. The ex-
periments considered the acute effect of the BPF on isolated mitochondria and pAECs’
metabolism. We tried to exploit the BPF mechanism at the molecular level to understand
its modulatory role in the Ca2+-activated F1FO-ATPase when the mPTP forms, as well as in
the cell energy metabolism.

3.1. Effect of the BPF on Isolated Mitochondria

3.1.1. Mg2+- and Ca2+-activated F1FO-ATPase Activity in the Presence of the BPF

In the range of 0.01–100 µg/mL BPF, the effect was evaluated on Mg2+- and Ca2+-
activated F1FO-ATPase (Figure 1). F1FO-ATPase sustains ATP hydrolysis in a divalent
cofactor-dependent way. Increasing BPF concentrations had an opposite effect on the
enzyme activity. In Mg2+-activated F1FO-ATPase, an increase in activity was induced by
the BPF. Conversely, in Ca2+-activated F1FO-ATPase, an inhibitor effect was detected in the
presence of the BPF. However, the main difference between the F1FO-ATPase activities is
that the enzyme in the presence of Mg2+ attained 15% activation at concentrations higher
than 50 µg/mL BPF, whereas a constant 10% of inhibition at BPF concentrations below
50 µg/mL was detected by Ca2+ (Figure 1).
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Figure 1. Dose–response curve of the BPF on F1FO-ATPase activity. F1FO-ATPase activated by Mg2+

(Mg2+-activated F1FO-ATPase) (•) and by Ca2+ (Ca2+-activated F1FO-ATPase) (#) activities in the
presence of increasing BPF concentrations are expressed as percentages of the total mitochondrial
F-ATPase activity sustained by Mg2+ or Ca2+, respectively. Data represent the mean ± SD from three
independent experiments carried out on different mitochondrial preparations. * indicates significant
differences with respect to the control (p ≤ 0.05).
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3.1.2. BPF Effect on Oxidative Phosphorylation

To understand the relationship between substrate oxidation by mitochondrial com-
plexes and the BPF stimulation of Mg2+-activated F1FO-ATPase, the mitochondrial res-
piration coupled to ATP synthesis was evaluated in the presence of glutamate/malate
and succinate as substrates for the first and second phosphorylation sites, respectively.
Preliminary tests assessed that, under these conditions, O2 consumption was suppressed
by 1 mM KCN, a known inhibitor of cytochrome c oxidase, or complex IV.

The results obtained when different concentrations of the BPF were added to state 3
respiring (ADP-stimulated) mitochondria showed no significant difference with respect
to the control (absence of the BPF) in oxygen consumption, both in the presence of NAD-
dependent substrates (first phosphorylation site) (Figure 2A) and in the presence of suc-
cinate (second phosphorylation site) (Figure 2B). Likewise, the respiration that occurred
in state respiratory activity, which mirrors the slowdown in oxygen consumption when
the added ADP is consumed, being phosphorylated to ATP, was unaffected by the BPF
independently of the substrate to the first or second phosphorylation site (Figure 2A,B).
However, the coupling between substrate oxidation (glutamate/malate or succinate) and
ADP phosphorylation, evaluated as the state 3/state 4 ratio, was improved by the BPF.
The RCR value obtained in regard to the first phosphorylation site increased by 25% or
85% with 50 µg/mL and 100 µg/mL BPF, respectively (Figure 2A). The state 3/state 4 ratio
increased the RCR value at the second phosphorylation site by 15% only in the presence of
100 µg/mL BPF (Figure 2B).
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Figure 2. BPF effects on selected oxidative phosphorylation parameters: state 3 and 4 respiration
rates and their ratio as the RCR. Glutamate/malate- (A) and succinate- (B) stimulated mitochondrial
respiration in the presence of 50 µg/mL (red) (�), 100 µg/mL (yellow) (�), and in the absence
(green) (�) of the BPF, respectively. Data expressed as columns represent the mean ± SD from
three independent experiments carried out on different mitochondrial preparations. Different letters
indicate significant differences (p ≤ 0.05) among treatments within the same parameter (state 3;
state 4, and state 3/state 4).

3.1.3. MPTP Desensitization to Ca2+

The mPTP opening is measured when the Ca2+ pulses accumulated in the mitochon-
drial matrix were released. An increase in the Ca2+ concentration in the mitochondria
stimulates mPTP opening, and the capability of the mitochondria to accumulate Ca2+ con-
centration without mPTP formation is measured as the calcium retention capacity (CRC).
On these bases, the CRC was evaluated by adding 10 µM Ca2+ at subsequent steps of 1 min
to succinate-energized freshly prepared mitochondrial suspensions. The CRC decrease,
which is detected by increasing the Fura-FF ratio intensity, reveals the mPTP opening.
Accordingly, the increase in the CRC upon subsequent 10 µM Ca2+ additions at fixed
time intervals indicated that, in the presence of the BPF, mitochondria attained a higher
threshold value of Ca2+ concentration than the control (absence of the BPF) to trigger mPTP
formation (Figure 3).

Importantly, the two concentrations of the BPF tested (50 µg/mL and 100 µg/mL) did
not have different desensitizing powers on the mPTP. However, 50 µg/mL BPF attained a
lower CRC value (high Fura-FF ratio) than 100 µg/mL BPF at the mPTP opening. On these
bases, a lower CRC value would mirror a larger mPTP size.
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Figure 3. Evaluation of mPTP opening. Representative curves of at least three different experiments
on the calcium retention capacity (CRC). The CRC was monitored in response to subsequent 10 µM
CaCl2 pulses (shown by the triangles), as detailed in Section 2.6, in the absence (control—black line)
(−) and in the presence of the inhibitors 2 mM MgADP (red line) (−), 50 µg/mL BPF (green line)
(−), and 100 µg/mL BPF (blue line) (−).

3.2. Effect of BPF on pAECs
BPF Effect on pAECs’ Cellular Metabolism and Viability

The production of ATP by OXPHOS or glycolysis at different BPF concentrations (0,
50, 100, and 150 µg/mL) is shown in Figure 4 by OCR and ECAR values, respectively,
under basal metabolic conditions. The sum of the mitoATP and glycoATP production
rates, which is the total ATP production by pEACs, was unaffected by the BPF. However,
mitoATP production was increased by 20%, whereas that of glycoATP was reduced by
34% in the presence of 100 µg/mL BPF (Figure 4A). Accordingly, the ratio between the
mitoATP production rate and the glycoATP production rate, known as the ATP rate in-
dex, in the presence of 100 µg/mL BPF was approximately two times greater than the
control (Figure 4B).

To verify the metabolism remodeling of pEACs by the BPF, analyses of mitochondrial
bioenergetics and the glycolysis pathway have been performed (Figure 5). The cell respi-
ration profile of cells treated with and without BPF was shown in Figure 5A, and we did
not notice any difference in the responses to mitochondrial inhibitors. Nonetheless, the
key parameters of mitochondrial activities, known as basal respiration, were detected as
the baseline OCR before the addition of oligomycin; the minimal respiration, measured as
the OCR in the presence of oligomycin that corresponds to the proton leak; the maximal
respiration, evaluated as the OCR after the addition of FCCP; spare respiratory capacity
provided from the difference between the maximal and basal respiration; and ATP turnover,
as the oligomycin-sensitive OCR has been calculated (Figure 5B). All of the parameters,
except the spare respiratory capacity, were increased in the presence of the BPF. The im-
provement of cell respiration at basal or under-stimulation (maximal respiration) by the
BPF with respect to the control was coupled with an increase in the ATP turnover. The
glycolytic profile in the presence of the BPF showed an ECAR activity lower than that of
the control (Figure 5C). Consequently, we detected a reduction of 20% of the glycolytic
parameters in the presence of the BPF, i.e., glycolysis and the glycolytic capacity. As the
difference between the glycolytic capacity and the glycolysis rate defines the glycolytic
reserve, and the BPF induced the same inhibiting power on them, there was no effect of the
BPF on the glycolytic reserve (Figure 5D).
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Figure 4. Effect of the BPF on the real-time ATP production rate in pAECs. (A) Evaluation of ATP
production rate by mitochondrial OXPHOS (blue) (�) or by glycolysis (red) (�) in BPF-treated
cells. (B) The ATP rate index, calculated as the ratio between the mitochondrial ATP production
rate and the glycolytic ATP production rate, is shown on the y-axis (logarithmic scale) in pEACs
treated without (control) and with the BPF. Data expressed as column charts ((A) plots) and points
((B) plots) represent the mean ± SD (vertical bars) from three experiments carried out on distinct cell
preparations. Different lower-case letters indicate significantly different values (p ≤ 0.05) among BPF
treatments (0, 50, 100, and 150 µg/mL) in the same metabolic pathway (OXPHOS or glycolysis) (A)
and ratio value (B); different upper-case letters indicate different values (p ≤ 0.05) among treatments
in ATP production rates due to sum of OXPHOS plus glycolysis (A).
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Figure 5. Effect of the BPF on the cell metabolism of pAECs. (A) The mitochondrial respiration profile
was obtained from the oxygen consumption rate (OCR) without (•, blue) and with 100 µg/mL BPF
(�, orange) under basal respiration conditions and after the addition of 1.5 µM oligomycin (olig),
1.0 µM FCCP, and a mixture of 0.5 µM rotenone plus antimycin A (Rot + AA). Inhibitor injections are
shown as dotted lines. (B) Mitochondrial parameters (basal respiration, ATP production, proton leak,
maximal respiration, spare respiratory capacity, and ATP turnover) in the absence (�, blue) or in the
presence of 100 µg/mL BPF (�, orange). (C) The glycolysis profile was obtained from the extracellular
acidification rate (ECAR) without (•, blue) and with 100 µg/mL BPF (�, orange) under basal glycolysis
conditions and after the addition of 10 mM glucose (port A), 1 µM oligomycin (port B), and 50 mM
2-deoxyglucose (2DG). Compound injections are shown as dotted lines. (D) Glycolytic parameters
(glycolysis, glycolytic capacity, and glycolytic reserve) in the absence (�, blue) or in the presence of
100 µg/mL BPF (�, orange). Data expressed as points (A,C) and column charts (B,D) represent the
mean ± SD (vertical bars) from three experiments carried out on different cell preparations. * indicates
significant differences (p ≤ 0.05) among treatments within the same parameter.
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The effect of increasing doses of the BPF on pAECs’ viability was evaluated. The MTT
results showed no toxicity in all of the BPF concentrations tested (Figure 6). Conversely, a
significant increase in cell viability was evident at higher doses of the BPF (200, 250, and
300 µg/mL).
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4. Discussion

Mitochondrial dysfunction arises from the alteration in energy homeostasis by im-
paired OXPHOS function [34,35]. The decline in ATP production in cells associated with
increased ROS production triggers molecular events responsible for mPTP formation [36].
In the OXPHOS system, F1FO-ATPase can switch from the energy-producing to the energy-
dissipating molecular machine. The dual role of F1FO-ATPase is dependent on the cation
cofactor that sustains the enzyme activity. The natural cofactor Mg2+, bound to the cat-
alytic sites, provides the bifunctional role of ATP synthesis and hydrolysis coupled to H+

translocation. Otherwise, the substitution of Mg2+ in the catalytic sites with Ca2+, when
its concentration suddenly increases in the mitochondria, establishes the monofunctional
feature of ATP hydrolysis that drives the H+ pump [37]. In all likelihood, Ca2+-activated
F1FO-ATPase might be the molecular component that supports the properties for the for-
mation of mPTP [38–40]. The BPF has an opposite effect on Mg2+- and Ca2+-activated
F1FO-ATPase. The first is activated, whereas the latter is inhibited. Consistently, we en-
counter the same physiological effect on the OXPHOS activity and the mPTP opening,
respectively. The natural cofactor Mg2+, which sustains ATP synthesis in the presence
of the BPF, improves the respiratory control ratios (state 3/state 4), a measurement of
the coupling between substrate oxidation and phosphorylation [41]. The mitochondria
perform the chemiosmotic process of energy transduction better, maximizing the use of the
protonmotive force to drive ATP synthesis.

The mitochondria perform higher ATP synthesis stimulated by the BPF. Consistently,
Mg2+-activated F1FO-ATPase can benefit from the polyphenolic phytochemicals present in
the BPF by noncovalent interactions with the hydrophilic F1 domain of the enzyme [42].
The flavones of the BFP have similar structures to resveratrol and quercetin, which only
bind to the F1 domain and the enzyme–flavone interaction, inhibiting ATP hydrolysis but
not ATP synthesis [43]. The common binding site of the polyphenolic compounds lie inside
the annulus of the αβ trimer, and these interact with the C-terminal tip of the γ subunit and
the βTP subunit conformation as there is no hydrophobic pocket between the γ subunit and
either the βDP or βE subunit conformations needed to accommodate the compounds. The
improvement of the bifunctional F-ATPase activity in the presence of Mg2+, i.e., the ATP
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synthesis or hydrolysis, probably stems from an additive or synergic action of different
compounds present in the BPF on the mitochondrial bioenergetics.

Conversely, the inhibitor effect of the BPF on Ca2+-activated F1FO-ATPase, by corrobo-
rating the negative effect, concentration-dependent on the opening and size of the mPTP,
highlights the protective effect of the BPF on mitochondrial dysfunction [17]. The Ca2+-
activated F1FO-ATPase activity is linked to the mPTP formation and opening [30,31,42,44–46].
In the presence of the BPF, the different conformations of the F1FO-ATPase, when the natu-
ral cofactor Mg2+ is substituted with Ca2+ [8], might make the enzyme unable to induce the
profound structural changes transmitted from the hydrophilic F1 domain to the membrane
needed to form the pore in the FO domain [11,47]. The results are addressed to focus on
the aspect of Ca2+ signaling within the F1FO-ATPase, as Ca2+ is indispensable for the pore
opening, and F1FO-ATPase is “well-equipped” to transfer the Ca2+ signals binding the
cation in the catalytic sites [8]. However, it is ascertained that there are changes in the
interactions between different divalent cations and the enzyme. Moreover, the amino acid
positions of the β subunit are affected by the size of the cofactor [48]. Ca2+ has a higher
atomic radius than Mg2+ and can trigger the signaling transmission of mPTP opening by
the modification of the structure of the F1 domain [11,49,50].

The BPF action on isolated mitochondria is confirmed by pAECs’ cellular metabolism
results. We encounter an effect on ATP production that performs the better mitochondrial
activity. The total intracellular ATP levels produced from OXPHOS and glycolysis, the
two main metabolic pathways responsible for ATP production in mammalian cells, are
not affected by the BPF. However, the positive effect of 100 µg/mL BPF on mitochondria
is revealed with an increase in ATP production by oxidative metabolism at the expense
of glycolysis. The mitochondrial function could be beneficial for optimal health, whereas
mitochondrial dysfunction has long been associated with aging and age-related disease
development [50]. The BPF with the polyphenols’ antioxidant properties contributes to
the prevention of oxidative stress by increasing mitochondrial biogenesis and ensuring
the correct biomolecular redox state, which improves mitochondrial function and energy
production [51]. The mitochondrial parameters ATP turnover and basal as well as maximal
respiration were significantly ameliorated with the BPF. Contrariwise, the consumption of
glucose and the glycolytic capacity of pAECs show a decrease in metabolic activity. In the
presence of the BPF, the OXPHOS boosts the substrate oxidation and the cell respiration
is exploited for ATP synthesis. However, the BPF does not affect the capability of pAECs
to respond to an energetic demand increasing the glycolytic function as no difference in
the glycolytic reserve is found with and without the treatment of the cells with the BPF. A
metabolic exchange switch could occur when the molecular mechanism regulated by the
BPF drives the pAECs towards the aerobic oxidation of the substrates. As pAECs are not
cell types with higher energy demands, mitochondria in endothelial cells primarily function
in signaling cellular responses to environmental cues [52]. Moreover, mitochondrial content
in endothelial cells is relatively modest, and glycolysis sustains part of the bioenergetic
cost of cellular functions and events. The metabolic rewiring in pAECs with BPF allows
that energy in the form of ATP is continuously replenished by OXHOS in mitochondria
and, to a lesser extent, by glycolysis. In all likelihood, the metabolic flux of substrates was
addressed by the BPF towards their oxidation in mitochondria, which is controlled by a
complex network of enzymatic and signaling pathways, and the chemical composition and
the antioxidant proprieties of the BPF influence the overall health of cells.

5. Conclusions

In general, the BPF is known to have protective effects on human health by lower-
ing lipids, its antidiabetic action, and by modulating oxidative stress and inflammatory
biomarkers [53]. The results obtained also highlight the beneficial effects of the BPF on
mitochondrial bioenergetics and oxidative metabolism, counting them as further biological
targets for the healthy effect of the BPF on humans.



Cells 2022, 11, 1401 13 of 15

Author Contributions: Conceptualization, S.N. and C.B.; methodology, M.F. and V.M.; validation,
E.P., F.T. and G.R.; formal analysis, C.A.; investigation, C.A. and D.L.M.; writing—original draft
preparation, F.O. and S.N.; writing—review and editing, C.B., M.F., E.P., V.M. and G.R.; visualization,
F.O., C.B. and S.N.; supervision, S.N. All authors have read and agreed to the published version of
the manuscript.

Funding: This research was funded by the CARISBO Foundation, grant number 2021.0173 to S.N.;
MIUR, grant numbers PON-MIUR 03PE000_78_1 and PON-MIUR 03PE000_78_2 to V.M.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Nesci, S.; Pagliarani, A.; Algieri, C.; Trombetti, F. Mitochondrial F-Type ATP Synthase: Multiple Enzyme Functions Revealed by

the Membrane-Embedded FO Structure. Crit. Rev. Biochem. Mol. Biol. 2020, 55, 309–321. [CrossRef] [PubMed]
2. Martin, J.L.; Ishmukhametov, R.; Spetzler, D.; Hornung, T.; Frasch, W.D. Elastic Coupling Power Stroke Mechanism of the

F1-ATPase Molecular Motor. Proc. Natl. Acad. Sci. USA 2018, 115, 5750–5755. [CrossRef] [PubMed]
3. Niu, Y.; Moghimyfiroozabad, S.; Safaie, S.; Yang, Y.; Jonas, E.A.; Alavian, K.N. Phylogenetic Profiling of Mitochondrial Proteins

and Integration Analysis of Bacterial Transcription Units Suggest Evolution of F1Fo ATP Synthase from Multiple Modules. J. Mol.
Evol. 2017, 85, 219–233. [CrossRef] [PubMed]

4. Yanagisawa, S.; Frasch, W.D. Protonation-Dependent Stepped Rotation of the F-Type ATP Synthase c-Ring Observed by Single-
Molecule Measurements. J. Biol. Chem. 2017, 292, 17093–17100. [CrossRef] [PubMed]

5. Junge, W.; Nelson, N. ATP Synthase. Annu. Rev. Biochem. 2015, 84, 631–657. [CrossRef] [PubMed]
6. Davies, K.M.; Anselmi, C.; Wittig, I.; Faraldo-Gómez, J.D.; Kühlbrandt, W. Structure of the Yeast F1Fo-ATP Synthase Dimer and

Its Role in Shaping the Mitochondrial Cristae. Proc. Natl. Acad. Sci. USA 2012, 109, 13602–13607. [CrossRef]
7. Mitchell, P.; Moyle, J. Respiration-Driven Proton Translocation in Rat Liver Mitochondria. Biochem. J. 1967, 105, 1147–1162.

[CrossRef]
8. Pinke, G.; Zhou, L.; Sazanov, L.A. Cryo-EM Structure of the Entire Mammalian F-Type ATP Synthase. Nat. Struct. Mol. Biol. 2020,

27, 1077–1085. [CrossRef] [PubMed]
9. Alavian, K.N.; Beutner, G.; Lazrove, E.; Sacchetti, S.; Park, H.-A.; Licznerski, P.; Li, H.; Nabili, P.; Hockensmith, K.; Graham, M.;

et al. An Uncoupling Channel within the C-Subunit Ring of the F1FO ATP Synthase Is the Mitochondrial Permeability Transition
Pore. Proc. Natl. Acad. Sci. USA 2014, 111, 10580–10585. [CrossRef]

10. Bonora, M.; Bononi, A.; De Marchi, E.; Giorgi, C.; Lebiedzinska, M.; Marchi, S.; Patergnani, S.; Rimessi, A.; Suski, J.M.;
Wojtala, A.; et al. Role of the c Subunit of the FO ATP Synthase in Mitochondrial Permeability Transition. Cell Cycle 2013,
12, 674–683. [CrossRef]

11. Nesci, S.; Pagliarani, A. Incoming News on the F-Type ATPase Structure and Functions in Mammalian Mitochondria. BBA Adv.
2021, 1, 100001. [CrossRef]

12. Izzo, V.; Bravo-San Pedro, J.M.; Sica, V.; Kroemer, G.; Galluzzi, L. Mitochondrial Permeability Transition: New Findings and
Persisting Uncertainties. Trends Cell Biol. 2016, 26, 655–667. [CrossRef] [PubMed]

13. Nesci, S. The Mitochondrial Permeability Transition Pore in Cell Death: A Promising Drug Binding Bioarchitecture. Med. Res. Rev.
2020, 40, 811–817. [CrossRef] [PubMed]

14. Nesci, S.; Trombetti, F.; Algieri, C.; Pagliarani, A. A Therapeutic Role for the F1FO-ATP Synthase. SLAS Discov. 2019, 24, 893–903.
[CrossRef]

15. Bernardi, P.; Rasola, A.; Forte, M.; Lippe, G. The Mitochondrial Permeability Transition Pore: Channel Formation by F-ATP
Synthase, Integration in Signal Transduction, and Role in Pathophysiology. Physiol. Rev. 2015, 95, 1111–1155. [CrossRef]

16. Maiuolo, J.; Carresi, C.; Gliozzi, M.; Musolino, V.; Scarano, F.; Coppoletta, A.R.; Guarnieri, L.; Nucera, S.; Scicchitano, M.;
Bosco, F.; et al. Effects of Bergamot Polyphenols on Mitochondrial Dysfunction and Sarcoplasmic Reticulum Stress in Diabetic
Cardiomyopathy. Nutrients 2021, 13, 2476. [CrossRef]

17. Nesci, S.; Palma, E.; Mollace, V.; Romeo, G.; Oppedisano, F. Enjoy Your Journey: The Bergamot Polyphenols from the Tree to the
Cell Metabolism. J. Transl. Med. 2021, 19, 457. [CrossRef]

18. Salerno, R.; Casale, F.; Calandruccio, C.; Procopio, A. Characterization of Flavonoids in Citrus Bergamia (Bergamot) Polyphenolic
Fraction by Liquid Chromatography–High Resolution Mass Spectrometry (LC/HRMS). PharmaNutrition 2016, 4, S1–S7. [CrossRef]

19. Gliozzi, M.; Maiuolo, J.; Oppedisano, F.; Mollace, V. The Effect of Bergamot Polyphenolic Fraction in Patients with Non Alcoholic
Liver Steato-Hepatitis and Metabolic Syndrome. PharmaNutrition 2016, 4, S27–S31. [CrossRef]

http://doi.org/10.1080/10409238.2020.1784084
http://www.ncbi.nlm.nih.gov/pubmed/32580582
http://doi.org/10.1073/pnas.1803147115
http://www.ncbi.nlm.nih.gov/pubmed/29760063
http://doi.org/10.1007/s00239-017-9819-3
http://www.ncbi.nlm.nih.gov/pubmed/29177973
http://doi.org/10.1074/jbc.M117.799940
http://www.ncbi.nlm.nih.gov/pubmed/28842481
http://doi.org/10.1146/annurev-biochem-060614-034124
http://www.ncbi.nlm.nih.gov/pubmed/25839341
http://doi.org/10.1073/pnas.1204593109
http://doi.org/10.1042/bj1051147
http://doi.org/10.1038/s41594-020-0503-8
http://www.ncbi.nlm.nih.gov/pubmed/32929284
http://doi.org/10.1073/pnas.1401591111
http://doi.org/10.4161/cc.23599
http://doi.org/10.1016/j.bbadva.2020.100001
http://doi.org/10.1016/j.tcb.2016.04.006
http://www.ncbi.nlm.nih.gov/pubmed/27161573
http://doi.org/10.1002/med.21635
http://www.ncbi.nlm.nih.gov/pubmed/31617227
http://doi.org/10.1177/2472555219860448
http://doi.org/10.1152/physrev.00001.2015
http://doi.org/10.3390/nu13072476
http://doi.org/10.1186/s12967-021-03131-7
http://doi.org/10.1016/j.phanu.2015.10.001
http://doi.org/10.1016/j.phanu.2015.11.003


Cells 2022, 11, 1401 14 of 15

20. Maiuolo, J.; Bava, I.; Carresi, C.; Gliozzi, M.; Musolino, V.; Scarano, F.; Nucera, S.; Scicchitano, M.; Bosco, F.; Ruga, S.; et al.
The Effects of Bergamot Polyphenolic Fraction, Cynara Cardunculus, and Olea Europea L. Extract on Doxorubicin-Induced
Cardiotoxicity. Nutrients 2021, 13, 2158. [CrossRef]

21. Maiuolo, J.; Gliozzi, M.; Carresi, C.; Musolino, V.; Oppedisano, F.; Scarano, F.; Nucera, S.; Scicchitano, M.; Bosco, F.; Macri, R.; et al.
Nutraceuticals and Cancer: Potential for Natural Polyphenols. Nutrients 2021, 13, 3834. [CrossRef] [PubMed]

22. Bruno, A.; Pandolfo, G.; Crucitti, M.; Cedro, C.; Zoccali, R.A.; Muscatello, M.R.A. Bergamot Polyphenolic Fraction Supplementa-
tion Improves Cognitive Functioning in Schizophrenia: Data From an 8-Week, Open-Label Pilot Study. J. Clin. Psychopharmacol.
2017, 37, 468–471. [CrossRef] [PubMed]

23. Carresi, C.; Musolino, V.; Gliozzi, M.; Maiuolo, J.; Mollace, R.; Nucera, S.; Maretta, A.; Sergi, D.; Muscoli, S.; Gratteri, S.; et al.
Anti-Oxidant Effect of Bergamot Polyphenolic Fraction Counteracts Doxorubicin-Induced Cardiomyopathy: Role of Autophagy
and c-KitposCD45negCD31neg Cardiac Stem Cell Activation. J. Mol. Cell. Cardiol. 2018, 119, 10–18. [CrossRef] [PubMed]

24. Nesci, S.; Ventrella, V.; Trombetti, F.; Pirini, M.; Pagliarani, A. Thiol Oxidation Is Crucial in the Desensitization of the Mitochondrial
F1FO-ATPase to Oligomycin and Other Macrolide Antibiotics. Biochim. Biophys. Acta 2014, 1840, 1882–1891. [CrossRef]

25. Nesci, S.; Ventrella, V.; Trombetti, F.; Pirini, M.; Pagliarani, A. Preferential Nitrite Inhibition of the Mitochondrial F1FO-ATPase
Activities When Activated by Ca(2+) in Replacement of the Natural Cofactor Mg(2+). Biochim. Biophys. Acta 2016, 1860, 345–353.
[CrossRef]

26. Nesci, S.; Ventrella, V.; Trombetti, F.; Pirini, M.; Pagliarani, A. The Mitochondrial F1FO-ATPase Desensitization to Oligomycin by
Tributyltin Is Due to Thiol Oxidation. Biochimie 2014, 97, 128–137. [CrossRef]

27. Fiske, C.H.; Subbar, Y.S. The Colorimetric Determination of Phosphorus. J. Biol. Chem. 1925, 66, 375–400. [CrossRef]
28. Chance, B.; Williams, G.R. Respiratory Enzymes in Oxidative Phosphorylation. III. The Steady State. J. Biol. Chem. 1955,

217, 409–427. [CrossRef]
29. Chance, B.; Williams, G.R.; Holmes, W.F.; Higgins, J. Respiratory Enzymes in Oxidative Phosphorylation: V. A Mechanism for

Oxidative Phosphorylation. J. Biol. Chem. 1955, 217, 439–451. [CrossRef]
30. Nesci, S.; Algieri, C.; Trombetti, F.; Ventrella, V.; Fabbri, M.; Pagliarani, A. Sulfide Affects the Mitochondrial Respiration, the Ca2+-

Activated F1FO-ATPase Activity and the Permeability Transition Pore but Does Not Change the Mg2+-Activated F1FO-ATPase
Activity in Swine Heart Mitochondria. Pharmacol. Res. 2021, 166, 105495. [CrossRef]

31. Algieri, C.; Trombetti, F.; Pagliarani, A.; Fabbri, M.; Nesci, S. The Inhibition of Gadolinium Ion (Gd3+) on the Mitochondrial
F1FO-ATPase Is Linked to the Modulation of the Mitochondrial Permeability Transition Pore. Int. J. Biol. Macromol. 2021,
184, 250–258. [CrossRef] [PubMed]

32. Bernardini, C.; Zannoni, A.; Turba, M.E.; Fantinati, P.; Tamanini, C.; Bacci, M.L.; Forni, M. Heat Shock Protein 70, Heat Shock
Protein 32, and Vascular Endothelial Growth Factor Production and Their Effects on Lipopolysaccharide-Induced Apoptosis in
Porcine Aortic Endothelial Cells. Cell Stress Chaperones 2005, 10, 340–348. [CrossRef] [PubMed]

33. Bernardini, C.; Algieri, C.; La Mantia, D.; Zannoni, A.; Salaroli, R.; Trombetti, F.; Forni, M.; Pagliarani, A.; Nesci, S. Relationship
between Serum Concentration, Functional Parameters and Cell Bioenergetics in IPEC-J2 Cell Line. Histochem. Cell Biol. 2021,
156, 59–67. [CrossRef] [PubMed]

34. Nesci, S.; Trombetti, F.; Pagliarani, A.; Ventrella, V.; Algieri, C.; Tioli, G.; Lenaz, G. Molecular and Supramolecular Structure of the
Mitochondrial Oxidative Phosphorylation System: Implications for Pathology. Life 2021, 11, 242. [CrossRef] [PubMed]

35. Fernandez-Vizarra, E.; Zeviani, M. Mitochondrial Disorders of the OXPHOS System. FEBS Lett. 2021, 595, 1062–1106. [CrossRef]
36. Brookes, P.S.; Yoon, Y.; Robotham, J.L.; Anders, M.W.; Sheu, S.-S. Calcium, ATP, and ROS: A Mitochondrial Love-Hate Triangle.

Am. J. Physiol. Cell Physiol. 2004, 287, C817–C833. [CrossRef]
37. Nesci, S.; Trombetti, F.; Ventrella, V.; Pirini, M.; Pagliarani, A. Kinetic Properties of the Mitochondrial F1FO-ATPase Activity

Elicited by Ca(2+) in Replacement of Mg(2+). Biochimie 2017, 140, 73–81. [CrossRef]
38. Nesci, S.; Pagliarani, A. Ca2+ as Cofactor of the Mitochondrial H+-Translocating F1FO-ATP(Hydrol)Ase. Proteins Struct. Funct.

Bioinform. 2021, 89, 477–482. [CrossRef]
39. Urbani, A.; Giorgio, V.; Carrer, A.; Franchin, C.; Arrigoni, G.; Jiko, C.; Abe, K.; Maeda, S.; Shinzawa-Itoh, K.; Bogers, J.F.M.;

et al. Purified F-ATP Synthase Forms a Ca2+-Dependent High-Conductance Channel Matching the Mitochondrial Permeability
Transition Pore. Nat. Commun. 2019, 10, 4341. [CrossRef]

40. Mnatsakanyan, N.; Llaguno, M.C.; Yang, Y.; Yan, Y.; Weber, J.; Sigworth, F.J.; Jonas, E.A. A Mitochondrial Megachannel Resides in
Monomeric F1FO ATP Synthase. Nat. Commun. 2019, 10, 5823. [CrossRef]

41. Nesci, S.; Lenaz, G. The Mitochondrial Energy Conversion Involves Cytochrome c Diffusion into the Respiratory Supercomplexes.
Biochim. Biophys. Acta Bioenerg. 2021, 1862, 148394. [CrossRef] [PubMed]

42. Algieri, C.; Trombetti, F.; Pagliarani, A.; Ventrella, V.; Bernardini, C.; Fabbri, M.; Forni, M.; Nesci, S. Mitochondrial Ca2+-Activated
F1 FO-ATPase Hydrolyzes ATP and Promotes the Permeability Transition Pore. Ann. N. Y. Acad. Sci. 2019, 1457, 142–157.
[CrossRef] [PubMed]

43. Nesci, S.; Ventrella, V.; Trombetti, F.; Pirini, M.; Pagliarani, A. Multi-Site TBT Binding Skews the Inhibition of Oligomycin on the
Mitochondrial Mg-ATPase in Mytilus Galloprovincialis. Biochimie 2011, 93, 1157–1164. [CrossRef] [PubMed]

44. Algieri, C.; Trombetti, F.; Pagliarani, A.; Ventrella, V.; Nesci, S. The Mitochondrial F1FO-ATPase Exploits the Dithiol Redox State
to Modulate the Permeability Transition Pore. Arch. Biochem. Biophys. 2021, 712, 109027. [CrossRef]

http://doi.org/10.3390/nu13072158
http://doi.org/10.3390/nu13113834
http://www.ncbi.nlm.nih.gov/pubmed/34836091
http://doi.org/10.1097/JCP.0000000000000730
http://www.ncbi.nlm.nih.gov/pubmed/28591067
http://doi.org/10.1016/j.yjmcc.2018.04.007
http://www.ncbi.nlm.nih.gov/pubmed/29654879
http://doi.org/10.1016/j.bbagen.2014.01.008
http://doi.org/10.1016/j.bbagen.2015.11.004
http://doi.org/10.1016/j.biochi.2013.10.002
http://doi.org/10.1016/S0021-9258(18)84756-1
http://doi.org/10.1016/S0021-9258(19)57191-5
http://doi.org/10.1016/S0021-9258(19)57193-9
http://doi.org/10.1016/j.phrs.2021.105495
http://doi.org/10.1016/j.ijbiomac.2021.06.065
http://www.ncbi.nlm.nih.gov/pubmed/34126146
http://doi.org/10.1379/CSC-98R1.1
http://www.ncbi.nlm.nih.gov/pubmed/16333987
http://doi.org/10.1007/s00418-021-01981-2
http://www.ncbi.nlm.nih.gov/pubmed/33725198
http://doi.org/10.3390/life11030242
http://www.ncbi.nlm.nih.gov/pubmed/33804034
http://doi.org/10.1002/1873-3468.13995
http://doi.org/10.1152/ajpcell.00139.2004
http://doi.org/10.1016/j.biochi.2017.06.013
http://doi.org/10.1002/prot.26040
http://doi.org/10.1038/s41467-019-12331-1
http://doi.org/10.1038/s41467-019-13766-2
http://doi.org/10.1016/j.bbabio.2021.148394
http://www.ncbi.nlm.nih.gov/pubmed/33631178
http://doi.org/10.1111/nyas.14218
http://www.ncbi.nlm.nih.gov/pubmed/31441951
http://doi.org/10.1016/j.biochi.2011.04.008
http://www.ncbi.nlm.nih.gov/pubmed/21530606
http://doi.org/10.1016/j.abb.2021.109027


Cells 2022, 11, 1401 15 of 15

45. Algieri, V.; Algieri, C.; Maiuolo, L.; De Nino, A.; Pagliarani, A.; Tallarida, M.A.; Trombetti, F.; Nesci, S. 1,5-Disubstituted-1,2,3-
Triazoles as Inhibitors of the Mitochondrial Ca2+-Activated F1 FO-ATP(Hydrol)Ase and the Permeability Transition Pore. Ann. N.
Y. Acad. Sci. 2021, 1485, 43–55. [CrossRef]

46. Algieri, C.; Trombetti, F.; Pagliarani, A.; Ventrella, V.; Nesci, S. Phenylglyoxal Inhibition of the Mitochondrial F1FO-ATPase
Activated by Mg2+ or by Ca2+ Provides Clues on the Mitochondrial Permeability Transition Pore. Arch. Biochem. Biophys. 2020,
681, 108258. [CrossRef]

47. Mnatsakanyan, N.; Jonas, E.A. ATP Synthase C-Subunit Ring as the Channel of Mitochondrial Permeability Transition: Regulator
of Metabolism in Development and Degeneration. J. Mol. Cell. Cardiol. 2020, 144, 109–118. [CrossRef]

48. Casadio, R.; Melandri, B.A. CaATP Inhibition of the MgATP-Dependent Proton Pump (H+-ATPase) in Bacterial Photosynthetic
Membranes with a Mechanism of Alternative Substrate Inhibition. JBIC 1996, 1, 284–291. [CrossRef]

49. Giorgio, V.; Burchell, V.; Schiavone, M.; Bassot, C.; Minervini, G.; Petronilli, V.; Argenton, F.; Forte, M.; Tosatto, S.; Lippe, G.; et al.
Ca(2+) Binding to F-ATP Synthase β Subunit Triggers the Mitochondrial Permeability Transition. EMBO Rep. 2017, 18, 1065–1076.
[CrossRef]

50. Garone, C.; Pietra, A.; Nesci, S. From the Structural and (Dys)Function of ATP Synthase to Deficiency in Age-Related Diseases.
Life 2022, 12, 401. [CrossRef]

51. Rajha, H.N.; Paule, A.; Aragonès, G.; Barbosa, M.; Caddeo, C.; Debs, E.; Dinkova, R.; Eckert, G.P.; Fontana, A.; Gebrayel, P.;
et al. Recent Advances in Research on Polyphenols: Effects on Microbiota, Metabolism, and Health. Mol. Nutr. Food Res. 2022,
66, e2100670. [CrossRef] [PubMed]

52. Kluge, M.A.; Fetterman, J.L.; Vita, J.A. Mitochondria and Endothelial Function. Circ. Res. 2013, 112, 1171–1188. [CrossRef]
[PubMed]

53. Carresi, C.; Gliozzi, M.; Musolino, V.; Scicchitano, M.; Scarano, F.; Bosco, F.; Nucera, S.; Maiuolo, J.; Macrì, R.; Ruga, S.; et al. The
Effect of Natural Antioxidants in the Development of Metabolic Syndrome: Focus on Bergamot Polyphenolic Fraction. Nutrients
2020, 12, 1504. [CrossRef] [PubMed]

http://doi.org/10.1111/nyas.14474
http://doi.org/10.1016/j.abb.2020.108258
http://doi.org/10.1016/j.yjmcc.2020.05.013
http://doi.org/10.1007/s007750050055
http://doi.org/10.15252/embr.201643354
http://doi.org/10.3390/life12030401
http://doi.org/10.1002/mnfr.202100670
http://www.ncbi.nlm.nih.gov/pubmed/34806294
http://doi.org/10.1161/CIRCRESAHA.111.300233
http://www.ncbi.nlm.nih.gov/pubmed/23580773
http://doi.org/10.3390/nu12051504
http://www.ncbi.nlm.nih.gov/pubmed/32455840

	Introduction 
	Materials and Methods 
	Chemicals and Reagents 
	Preparation of the Bergamot Polyphenolic Fraction (BPF) 
	Preparation of the Mitochondrial Fractions 
	Mitochondrial F-ATPase Activity Assays 
	Evaluation of Oxidative Phosphorylation 
	MPTP Evaluation 
	Cell Cultures 
	Cellular Metabolism 
	Cell Viability 
	Statistical Analysis 

	Results 
	Effect of the BPF on Isolated Mitochondria 
	Mg2+- and Ca2+-activated F1FO-ATPase Activity in the Presence of the BPF 
	BPF Effect on Oxidative Phosphorylation 
	MPTP Desensitization to Ca2+ 

	Effect of BPF on pAECs 

	Discussion 
	Conclusions 
	References

