BN N B BN Pathway

C.albicans_individual

Median_pairwise

ql-

SR \% Pt ev «%%"4“ (© o 8
S
Py e ) @h P

B@%o“a‘» &%@6\1 egg
Sl
5‘@*% PO
\&&*&"e‘@;@&‘ o o «%"}& T &S ’* ‘%‘ SEOCE
&

WS @* S
N
m,» &;@* o‘ @* £ w"é@“ 5 éw‘w‘w‘wﬁf &S

scius paracasel (W1

a
actobaci insor
CEiobacilis et By 20075
actobacilus_helveticus DPC_4
actobacillus_gasser
coiobacilus_gasser CECT 5714
actobacilus_asseri
SElobacliaamsori HoTas
acillus gasser] MV 22
cilus_gasseri ERR2221164
acillus_gasserl ERR1203930
cilusgasser ERR1204024
acillus_gasser ERR2221406
ol Gelbruschi subsp bulgarious ONCM | 1519
ol delbrusck” subsp bulgaious ATCC_ BAA. S
delbrusckil_subsp_bulgaricus;
delbrueckilsubsp_bulgaricus ATCC_11842
pentosus
delbrueckii_subsp_lactis DSM 20072
delbrueckil subsp_delbrieckii DSM 20074
ensenil 1753
rhamnosus_ERR1203919
thamnosus ERR2221226
Vaginails ATCC
ol ST 508
casol casel B2
Casel ATCC
)
casel ERR2221304
Case ERR2221291

5_ca:
s_casel ERR2221237

ga3gaRRasEaRRRYY

casoi |
delortiockd subsp bulgaricus_CNCM_{_1632

s ST 1664
_ruminis D 20403_NBRC._ 102161

ciluspar subsp_paracasel ATCC_ 25302
clls_paracasersubsp paracasel 570
sl sahol s oreL L B 3017 Tom_1157
i tor,

reuten -Sb21i2 ATCC._55730

BEEREEEEREEREEEEE
st
S3E i

13
&)
3
N

g
H
N

Set %)
858
S8

%

0

routeri
parscaial subep paracaselL7p120

@“"@“’

KEGG pathway annotation

Glyoxylate and dicarboxylate metabolism

Glycolysis / Gluconeogenesis

Pyruvate metabolism

Butanoate metabolism

Citrate cycle (TCA cycle)

Mannose/Mannitol, Fructose and Sorbose/Sorbitol metabolism
Pentose phosphate pathway

Phenylalanine, tyrosine and tryptophan metabolism
Valine, leucine and isoleucine metabolism

Glycine, serine and threonine metabolism
Pantothenate and CoA biosynthesis

One carbon pool by folate

Ubiquinone and other terpenoid-quinone biosynthesis
Oxidative phosphorylation

Methane metabolism

Nitrogen metabolism

Fatty acid metabolism

Glutathione metabolism
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Pathway

M Butanoate metabolism
[l Citrate cycle (TCA cycle)
M Fatty acid metabolism

M Glycine, serine and threonine metabolism
[ Glycolysis / Gluconeogenesis
[l Glyoxylate and dicarboxylate metabolism
Mannose/Mannitol, Fructose and Sorbose/Sorbitol metabolism
Methane metabolism
[l Nitrogen metabolism
One carbon pool by folate
B Oxidative phosphorylatlon
and CoA b h
[ ] Pentose phosphate pathway
I tyrosine and tr h:
Pyruvate metabolism
Ubiquinone and other terpenoid-quinone biosynthesis
M Valine, leucine and isoleucine metabolism

. Carbohydrate metabolism
. Amino acid metabolism
. Metabolism of cofactors and vitamins
. Energy metabolism
Global and overview maps

Metabolism of other amino acids

Supplementary Figure S1. A Metabolic reactions of C. albicans with the most substantially differing flux rates
of C. albicans individual growth or paired with inhibiting Lactobacillus. Top: The flux of C. albicans when grown
individually and the median flux of C. albicans when paired with inhibiting Lactobacillus. B KEGG pathway
annotation of metabolic pathways.



