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Supplementary Figure S1.  A  Metabolic reactions of C. albicans with the most substantially differing flux rates 
of  C. albicans individual growth or paired with inhibiting Lactobacillus. Top: The flux of C. albicans when grown 
individually and the median flux of C. albicans when paired with inhibiting Lactobacillus.    B  KEGG pathway 
annotation of metabolic pathways.
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Butanoate metabolism
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Fatty acid metabolism
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Oxidative phosphorylation
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