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Abstract: Antibiotic-resistant bacteria (ARBs) and antibiotic-resistant genes (ARGs) as new types of
contaminants are discharged into the environment, increasing the risk of horizontal gene transfer
(HGT). However, few researchers have examined the impacts of airborne ARB deactivation on HGT
risk. The deactivation of airborne Escherichia coli 10667 (carrying sul genes) and the emission and
removal of ARGs were mainly investigated in this study. Moreover, the potential mechanisms of HGT
and transfer frequencies under microwave (MW) and ultraviolet (UV) irradiation were investigated
using the nonresistant E. coli GMCC 13373 and E. coli DH5α with plasmid RP4 as the recipient and
donor, respectively. E. coli CICC 10667 and E. coli DH5α with RP4 plasmid achieve log inactivation
values as high as 5.5-log and 5.0-log, respectively, which were quite different from the antibiotic-
sensitive strain E. coli CGMCC 13373 (3.4-log) subjected to MW irradiation. For UV disinfection, E. coli
DH5α with the RP4 plasmid was reduced at 4.4-log, E. coli CGMCC 13373 was reduced at 2.3-log,
and E. coli CICC 10667 was inactivated at 2.1-log. The removal rates of ARGs and HGT frequencies
under MW irradiation were compared with those under UV irradiation. The ARGs removal efficiency
(85.5%) obtained by MW was higher than that obtained by UV (48.2%). Consequently, the HGT
frequency (0.008) of airborne ARGs released to the recipient (forward transfer) decreased and was
lower than that under UV irradiation (0.014). Moreover, the plasmid RP4 was transferred from the
donor to the surviving damaged E. coli 10667 as cell permeability (reverse transfer) was increased at a
high HGT frequency (0.003) by MW, which was close to the value by UV (0.002). Additionally, sul1
and sul2 genes were confirmed to be more resistant to MW than the sul3 gene. These findings reveal
the mechanism of HGT between damaged E. coli 10667 and surrounding environmental microbes.
Microwave is a promising technology for disinfecting airborne microbes and preventing the spread
of antibiotic resistance.

Keywords: antibiotic-resistant bacteria (ARB); antibiotics-resistant genes (ARGs); microwave; UV;
horizontal gene transfer (HGT)

1. Introduction

As a global crisis affecting public health and the ecological environment, antibiotic
resistance (AR) is caused by the excessive use and abuse of antibiotics in the field of
medicine, aquaculture, and livestock farming [1–3]. Pathogens in the hospital environment
are often resistant, presenting a significant risk to human health [4,5]. In recent years,
antibiotic-resistant bacteria (ARBs) and antibiotic-resistant genes (ARGs) have been de-
tected extensively in surface water, severely threatening the safety of drinking water [6,7].
AR is expected to cause as many as 10 million deaths annually by 2050 if no action is
implemented immediately [8].
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The degradation of total DNA (tDNA) containing intracellular DNA (iDNA) as well
as extracellular DNA (eDNA) is highlighted by increased ARG levels. eDNA is obtained
due to the loss of integrity of bacteria and effective emission from alive bacteria, whereas
iDNA detects a fraction of bacteria [8–10]. When eDNA that benefits ARGs is secreted
into the environment, other bacterial recipients utilize the naked eDNA through horizontal
gene transfer (HGT), and thus ARGs transmission occurs in the same family or various
families (cross-species) of bacteria [11–14]. Additionally, some damaged bacteria have
a high cell membrane permeability after disinfection and quickly assimilate discharged
ARGs or plasmids from sensitive donors and then become ARBs. However, a limited
number of studies have determined HGT during ARB disinfection, and no study has
compared microwave (MW) and ultraviolet (UV) airborne disinfection technologies with
HGT. Therefore, practical and promising technologies are urgently needed to decrease ARG
enrichment and inactivate ARBs.

Nevertheless, some studies have described the regrowth of surviving cells under
UV irradiation [15,16] and indicated that UV-inactivated ARBs are susceptible to photo-
activation due to a lack of activity in continuous disinfection [17,18]. UV and ozone
treatments and chlorination are common disinfection methods. Although chlorine and
ozone treatment are effective in inactivating bacteria, they often generate toxic by-products,
and thus their applications are limited [19,20]. By contrast, UV is widely used in water and
air disinfection.

MW irradiation can quickly denature enzymes, proteins, and membranes by disrupt-
ing cellular metabolic activity and is an effective disinfection method without undesirable
disinfection by-products [19,20]. Currently, MW irradiation has been chiefly used for the
disinfection of water [21], solids [22], and food [23]. However, the used of the technology
in airborne disinfection is rarely reported due to the weak absorption of MW energy by
air [24].

Given these challenges, one effective solution is applying MW-absorbing materials
(MAMs) that effectively utilize MW energy [25,26]. Two main factors, namely interface
impedance matching and electromagnetic wave loss, usually affect the microwave absorp-
tion properties of materials [25,26]. Magnetic applications based on iron materials, such
as Fe, γ-Fe2O3, and Fe3O4, have the advantage of exhibiting good electromagnetic wave
absorption [27]. A significant feature of iron-based materials is that they absorb radar
waves through their extensive magnetic anisotropy and high magnetic susceptibility [28].

In this study, MW treatment based on absorption materials (MAMs) was compared
with UV irradiation in terms of performance in inactivating ARBs and ARGs. The electrical
energy per order (EE/O) performance of MW and UV for the release and degradation of
ARGs was investigated. For the first time, we investigated the airborne HGT frequencies
of Escherichia coli 10667 (containing sul genes) ARGs released into a recipient in the envi-
ronment (forward transfer) and the survivability of injured E. coli 10667 (sul) delivered by
plasmid RP4 from the environment (reverse transfer) after MW or UV irradiation.

2. Materials and Methods
2.1. Chemicals and Reagents

All chemical reagents were of analytical grade or higher purity and were purchased
from various commercial suppliers. Sodium chloride (NaCl) and anhydrous sodium
sulfate (Na2SO4) were purchased from Macklin (Shanghai, China). Sodium dihydrogen
phosphate (NaH2PO4) and trisodium phosphate (Na3PO4) were purchased from Rhawn
(China). Nutrient broth agar was purchased from Aobox Biotechnology Co., Ltd. (Beijing,
China). Phosphate buffer saline, sulfanilamide, and tetracycline were purchased from
Sigma-Aldrich Co., LLC (St. Loius, MO, USA). E. coli (CICC 10667) and E. coli (GMCC
13373) were purchased from the China Center of Industrial Culture Collection and the
Institute of Microbiology, Chinese Academy of Sciences, respectively. E. coli DH5α was
purchased from the Query Network for Microbial Species of China.
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2.2. Preparation of Antibiotic-Resistant Bacterial Samples

E. coli (CICC 10667), which indicates higher resistance (>50 mg/L) to sulfanilamide
(sul1, sul2, and sul3), was designated as the target antibiotic-resistant bacteria. E. coli strains
are the common type of Gram-negative microorganism that can proliferate under simple
culture conditions, have fast and robust propagation abilities, and are easy to control. The
sequences of primers are listed in Table S1. E. coli glycerol samples that were preserved at
−80 ◦C and incubated at 37 ◦C in a nutrient broth medium (10 g/L peptones, 3 g/L beef
extract, 5 g/L NaCl, pH 7.2) in a shaking incubator at 160 rpm for 16–24 h till a stationary
phase of growth was reached [29]. The interactions among treated ARBs, environmental
bacteria, E. coli DH5α with RP4 plasmid containing tetracycline-resistant genes (>16 mg/L),
and nonresistant E. coli GMCC 13373 (sensitive to antibiotics) were investigated. The
microbial strains were centrifuged at (10,000 rpm) for 10 min at 4 ◦C. The bacterial cells
were triplicate washed with a sterilized saline solution (NaCl, 0.9%) and resuspended in
purified double-distilled water to obtain a bacterial cell suspension with a concentration of
around 108 (CFU/m3).

2.3. Experimental Setup of MW and UV Irradiation Device

Figure 1a shows an aerosol generator (ATM226, Topas, Dresden, Germany) atomiz-
ing an aqueous suspension containing airborne bacteria. The airborne E. coli strain that
comprises tetracycline-resistant genes was mixed with disinfected air passed through the
MW setup from the inlet to the outlet along the MAMs. The cylinder-shaped tube in the
microwave device had a diameter of 100 × 550 mm and included two MW absorption
materials (Fe3O4@SiCcfs). The MW was applied at a power of 150, 300, and 500 W and
irradiation time of 20 s. After microwave irradiation, an impinger sampler (AGI-30 sam-
pler, Jolyc Technology Co., Ltd., Beijing, China) was used for obtaining emission airborne
samples. The flow rate of the sampling pump was 12.5 L/min, and each sampling duration
was 10 min. The inlet flow rate was the sum of F1 and F2, which was an equal flow rate to
the outlet. F1 and F2 indicated the flow rate of the air pump (7.5 L/min) and the aerosol
generator (5 L/min), respectively. The volume of the designated sample solution was
30 mL of 0.9% NaCl solution [30]. All collected samples were stored in sealed sterile flasks
at 4 ◦C. Then, the samples were collected within 2 days for DNA extraction or subsequent
use [31,32].
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 Figure 1. (a) Experimental setup for airborne ARB exposure to (a) MW and (b) UV irradiation MAMs:
microwave absorbing materials.

The irradiation time in this study was equal to the empty bed residence time in the
reactors and was calculated using Equation (1).

T = V/Q (1)
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where T is the irradiation time, V is the reactor volume, and Q is the flow rate. Time was
controlled with a microwave switch and monitored with a flow meter.

Figure 1b is a schematic illustration of the experimental setup for inactivating airborne
microorganisms. The UV device was cylindrical with a dimension of 7 cm × 47 cm and was
equipped with a vertically positioned UV light. UVC irradiation (254 nm) was obtained
using various power levels (e.g., 8, 14, 23, and 28 W). The bacteria containing aqueous
suspension was nebulized with sterile air production of bacterial bioaerosol. The airstream
containing airborne bacteria was collected and tested after passing through the UV unit
from the bottom to the top. The bacteria’s exposure time to UV irradiation was adjusted
by regulating the airflow rate through the UV unit between 0.26 and 0.65 m3/h [33]. The
bacterial concentration was estimated according to the number of CFUs acquired through
plate counting and divided by the volume of bioaerosol collected (m3). Each experiment
was performed in triplicate.

2.4. DNA Extraction and ARGs Analysis

According to the instructions of the FastDNA Spin kit manufacturer, 5 mL of samples
were pre-investigated and disinfected using a DNeasy Power water kit (Qiagen GmbH,
Hilden, Germany). Then, tDNA was obtained from the filter membrane after 5 mL of
sample was screened through a 0.22-m filter membrane (MP Biomedicals, CA). More
detailed information can be found in the Supplementary Material [28,34,35]. A Q5000
micro-UV spectrophotometer was used to determine the DNA concentration (Quawell,
USA). A Bio-Rad iQ5 qualitative polymerase chain reactor (qPCR, Bio-Rad Company, CA,
USA) was used for analyzing the copy number of tARGs and iARGs (sul1, sul2, and sul3).
Extracted DNA was preserved at the temperature of (−20 ◦C). The qPCR reaction mixtures
(total amount = 25 µL) contained 9.5 µL double-distilled water (ddH2O) (9.5 µL), 1.0 µL
forward primer and reverse primer (1.0 µL), TB Green Premix Ex Taq II (12.5 µL, Takara),
and 1.0 µL samples (a control sample of ddH2O was used). The qPCR reaction was set at
95 ◦C for 30 s, following 40 cycles of 95 ◦C for 5 s and 30 s at the annealing temperature.
All of the reactions were performed in triplicate.

2.5. Horizontal Gene Transfer Experiments

We analyzed the risks of HGT releasing ARGs into the environment by MW and UV
treatment as shown in Figure 2. The E. coli DH5α strain with the RP4 plasmid at a concen-
tration of 108 CFU/m3, which encrypts a high level of tetracycline resistance (>16 mg/L),
and the E. coli GMCC 13373 (non-resistant bacteria) at a concentration of 109 CFU/m3

were used to investigate the contact between the E. coli 10,667 (sul) by a deactivation proce-
dure (the injured E. coli 10,667 [sul]) and surrounding bacteria. Experiment (1) depicts the
“Forward transfer” impact of the injured E. coli 10,667 (sul) on environmental bacteria. In
contrast, experiment (2) was designated “reverse transfer” and demonstrated the influence
of surrounding bacteria on injured E. coli 10667 (sul).

By contrast, experiment (2) was designated as “reverse transfer”. This experiment
demonstrated the influence of surrounding bacteria on damaged E. coli 10667 (sul).

A total amount of 5 mL treated E. coli CICC 10667 (sul) suspension was cultured in
100 mL of nutrient broth medium with the suspensions of E. coli GMCC 13373 (5 mL) and
5 mL E. coli DH5α at 37 ◦C separately. The mixed solution was incubated at 160 rpm for
6–48 h till a phase of maturation was reached. As a control, the non-treated E. coli CICC
10,667 (sul) suspension was utilized. Furthermore, the washed sample and placed on the
Petri dish of nutrient agar with suitable antibiotics. On the left-hand side, the recipient
strain (E. coli GMCC 13373) was investigated using free antibiotics plates. The donor
and the sum of the donor and transconjugants were displayed, and plates with 50 mg/L
sulfanilamide were used. On the right-hand side, the donor strain (E. coli DH5α), the
recipient, was analyzed on plates comprising 50 mg/L sulfanilamide. The transconjugant
was displayed on plates comprising sulfanilamide (50 mg/L) and tetracycline (16 mg/L).
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The risks of HGT were examined under MW and UV irradiation. All experiments were
conducted in three replicates.
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Figure 2. Process of the HGT experimental design. Experiment 1 (forward transfer): treated sample
and E. coli GMCC 13373 as donor and recipient strains, respectively; Experiment 2 (reverse transfer):
treated sample and E. coli DH5α as recipient and donor strains, respectively.

Equations (2) and (3) were used in determining the frequency of horizontal transfer
for forward and reverse transfer [36].

Frequency of horizontal transfer (forward transfer) =
(CP2 − CP1)

(
CFU/m3 )

CP3(CFU/m3)
(2)

Frequency of horizontal transfer (reverse transfer) =
CP5

(
CFU/m3)

CP4(CFU/m3)
(3)

where CP1, CP2, CP3, CP4, and CP5 are the concentrations of different samples on the
various nutrient agar plates.

2.6. Statistical Analysis of Airborne Samples

The removal efficiency of airborne microorganisms was calculated using analysis
of variance and the paired t-test (sigma plot 10 component) at 10 min sampling time at
different MW power outputs. p values of less than 0.05 indicated statistically enormous
variation at the 95% self-assurance level.

3. Results and Discussion
3.1. Comparison of Inactivation Performance of Antibiotic Resistant and Antibiotic Sensitive
Bacteria under MW or UV Exposure

This study used three types of E. coli strains for testing, as shown in Figure 3. The
concentration of E. coli CICC 10667 (2.5 × 103 CFU/m3) under MW irradiation was lower
than the concentrations of E. coli CGMCC 13373 (3.3 × 104 CFU/m3) and E. coli DH5α
with RP4 plasmid (5.3 × 103 CFU/m3) at 750 W (Figure 3a). The logarithmic inactivation
efficiency of E. coli CICC 10667 (0.9-log. 3.3-log, 4.0-log, and 5.5-log), E. coli CGMCC 13373
(1.0-log, 1.2-log, 2.4-log, and 3.4-log), and (0.8-log, 2.7-log, 3.8-log, 5.0-log) was calculated
under MW irradiation at 150, 300, 500, and 700 W, as shown in Figure 3c. A previous study
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discovered that by less than 2 min of residence time, the removal efficiency rates were 90%
at 700 W, 65% at 385 W, and 50% at 119 W [37]. This study presented higher inactivation
performance than the results of the previous study [14] because of the absorbing materials
used.
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Figure 3. Inactivation performance of various strains of E. coli (CICC 10667), E. coli (GMCC13373),
and E. coli DH5α with RP4 plasmid under MW irradiation based on MAMs at different power outputs
(150, 300, 500, and 700 W), and UV irradiation at different power outputs (8, 16, 23, and 28 W) at 20 s
irradiation time: (a) MW concentrations, (b) UV concentrations, (c) MW log efficiency, and (d) UV log
efficiency.

Similarly, the survival concentration decreased when UV power increased. The con-
centration of E. coli DH5α with RP4 plasmid (2.0 × 103) was lower than the concentrations
of E. coli GMCC13373 and E. coli CICC 10667, which were 1.0 × 105 and 5.0 × 104 CFU/m3

at 28 W. The log inactivation efficiency was calculated for various stains under different UV
irradiation power outputs, as shown in Figure 3b,d. The inactivation rates of the two E. coli
strains with resistance to multiple antibiotics were very similar but different from those
of antibiotic-sensitive strains, as observed in Figure 3c. For the model fitting of airborne
microbe inactivation by MW exposure, the antibiotic-sensitive strain E. coli CGMCC 13373
showed better self-protection than multidrug-resistant bacteria. The inactivation efficiency
of E. coli DH5α with the RP4 plasmid was 4.4-log, which was higher than that of E. coli
CGMCC 13373. The inactivation efficiency rates of E. coli CICC 10667 and E. coli CGMCC
13373 were 2.1-log and 2.3-log, respectively, which were higher than the inactivation ef-
ficiency of E. coli CICC 10667 (Figure 3d). This result implied that different bacteria had
different levels of tolerance to UV light [38]. E. coli DH5α with the RP4 plasmid was more
sensitive to degradation during UV treatment, whereas E. coli CICC 10667 was more easily
degraded by MW than the other strains.



Int. J. Environ. Res. Public Health 2022, 19, 4332 7 of 13

3.2. Effect of MW or UV Irradiation on the Forward and Reverse Transfer Frequencies

Different disinfection technologies, including MW irradiation based on absorption
material or UV irradiation, were used in comparing the forward and reverse transfer
frequencies under various power outputs. As shown in Figure 4a, the forward transfer
frequency (ARGs released from damaged E. coli 10667 (sul) into the environmental recipient)
gradually reduced under MW. However, the reverse transfer frequency of plasmid RP4
from environmental bacteria to surviving damaged E. coli 10667 (sul) under MW gradually
increased from 1.30 × 10−2 to 1.40 × 10−2 and even to 1.50 × 10−2 as power increased
(0–300 W). The frequency decreased to 6.7 × 10−3 and 3.0 × 10−3 at 500 and 700 W,
respectively. Figure 4b shows that the forward frequency was 1.75 × 10−2, 1.65 × 10−2,
1.50 × 10−2, and 1.40 × 10−3 under UV irradiation at 8, 16, 23, and 28 W, respectively.
However, reverse transfer frequency was significantly affected by UV light. The frequencies
were 1.30 × 10−2, 1.0 × 10−2, 5.0 × 10−3, and 2.0 × 10−3 under UV irradiation at the same
power output.

Int. J. Environ. Res. Public Health 2022, 19, x FOR PEER REVIEW 8 of 14 
 

 

3.2. Effect of MW or UV Irradiation on the Forward and Reverse Transfer Frequencies 

Different disinfection technologies, including MW irradiation based on absorption 

material or UV irradiation, were used in comparing the forward and reverse transfer fre-

quencies under various power outputs. As shown in Figure 4a, the forward transfer fre-

quency (ARGs released from damaged E. coli 10667 (sul) into the environmental recipient) 

gradually reduced under MW. However, the reverse transfer frequency of plasmid RP4 

from environmental bacteria to surviving damaged E. coli 10667 (sul) under MW gradually 

increased from 1.30 × 10−2 to 1.40 × 10−2 and even to 1.50 × 10−2 as power increased (0–300 

W). The frequency decreased to 6.7 × 10−3 and 3.0 × 10−3 at 500 and 700 W, respectively. 

Figure 4b shows that the forward frequency was 1.75 × 10−2, 1.65 × 10−2, 1.50 × 10−2, and 1.40 

× 10−3 under UV irradiation at 8, 16, 23, and 28 W, respectively. However, reverse transfer 

frequency was significantly affected by UV light. The frequencies were 1.30 × 10−2, 1.0 × 

10−2, 5.0 × 10−3, and 2.0 × 10−3 under UV irradiation at the same power output. 

  

Figure 4. Effect of various power outputs on the forward and reverse transfer frequency under (a) 

MW or (b) UV irradiation. The concentration of bacteria was 108 CFU/m3, the donor/recipient ratio 

was 1:1, and the reaction time was 16 h. The error line indicated the standard deviation of the three 

repeated tests. 

In this study, MW significantly decreased the HGT frequencies of the emitted ARGs 

into the recipient (forward transfer) as compared with UV. By contrast, the reverse trans-

fer frequency was higher than that under UV because the donor plasmid RP4 was used in 

transferring the surviving injured E. coli 10667 (sul) cells with increased cell permeability. 

3.3. Potential Assessment of ARGs Horizon Transfer 

The inactivation performance of ARGs and HGT frequency under MW or UV irradi-

ation were compared. As shown in Figure 5a, the inactivation of E. coli 10667 (sul) and the 

removal of tARGs significantly varied between MW and UV irradiation. The inactivation 

rates of E. coli 10667 (sul) by MW and UV were 6.3-log and 2.5-log, respectively. MW pre-

sented a significantly higher removal efficiency (85.5%) than UV disinfection (48.2%). 

0 150 300 500 700
0

20

40

60

80

100

120

140

160

H
o

ri
z
o

n
ta

l 
fr

e
q

u
e

n
c

y
 (

x
1

0
-4

)

MW (W)

 Forward transfer  Revervse transfer (a)

0 8 16 23 28
0

20

40

60

80

100

120

140

160

180

200

H
o

ri
z
o

n
a
t 

fr
e
q

u
e
n

c
y
 (

×
1
0

-4
) 
 

UV(W)

 Forward tarnsfer  Reverse transfer (b)

Figure 4. Effect of various power outputs on the forward and reverse transfer frequency under (a)
MW or (b) UV irradiation. The concentration of bacteria was 108 CFU/m3, the donor/recipient ratio
was 1:1, and the reaction time was 16 h. The error line indicated the standard deviation of the three
repeated tests.

In this study, MW significantly decreased the HGT frequencies of the emitted ARGs
into the recipient (forward transfer) as compared with UV. By contrast, the reverse transfer
frequency was higher than that under UV because the donor plasmid RP4 was used in
transferring the surviving injured E. coli 10667 (sul) cells with increased cell permeability.

3.3. Potential Assessment of ARGs Horizon Transfer

The inactivation performance of ARGs and HGT frequency under MW or UV irradia-
tion were compared. As shown in Figure 5a, the inactivation of E. coli 10667 (sul) and the
removal of tARGs significantly varied between MW and UV irradiation. The inactivation
rates of E. coli 10667 (sul) by MW and UV were 6.3-log and 2.5-log, respectively. MW
presented a significantly higher removal efficiency (85.5%) than UV disinfection (48.2%).

The removal efficiency of tARGs under MW irradiation was considerably higher than
that under UV irradiation. Exposed ARB (sul) showed higher resistance, and tARGs were
not easily degraded by UV irradiation [39]. Furthermore, UV irradiation developed a
pyrimidine dimer, restricting the iDNA copies and regulating gene expression [40,41].
As a result, the fraction of iARGs under MW irradiation was higher than that under UV
irradiation. By contrast, the fraction of eARGs under MW irradiation was lower than that
under UV irradiation as shown in the Supplementary Material in Figure S1(c) [42].
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Additionally, the results shown in Figure 5b,c indicate that the genes can display
resistance to deactivation. The sul3 gene had the lowest resistance due to the presence of
possible dimers, including thymus pyrimidine (TT) dimers. TT dimers influence DNA
copies and gene transcription by breaking the hydrogen bonds across double-stranded
iDNA molecules, thus impeding DNA synthesis [40,43–45].

The HGT frequency was compared between MW and UV irradiation. It was observed
that MW (0.008) detected a lower frequency of ARGs that were released from damaged
E. coli 10667 (sul) into the environment recipient (forward transfer) than UV (0.014). Sim-
ilarly, we explored the reverse transfer of RP4 plasmid. MW (0.003) displayed a higher
frequency than UV (0.002) from the environment bacterium to the damaged E. coli 10667
(sul), as presented in Figure 5d. The high reverse transfer frequency under MW irradi-
ation improved the cell membrane penetrability of the survival damaged E. coli 10667
(sul). Meanwhile, the total HGT frequency of UV irradiation was higher than that of MW
irradiation.
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Figure 5. Comparison of MW and UV on (a) the removal of E. coli 10667 (sul) and tARGs, (b)
individual iARGs concentrations, (c) tARG concentrations, and (d) effects of MW and UV irradiation
on HGT frequency.

In summary, the above findings indicated that MW is an effective airborne disinfection
technology for E. coli and can control the transmission of AR. However, future research
should consider the transmission of AR with MW disinfection for other microorganisms.

3.4. Survival of Concentrations of Various Strains at Different Irradiation Times

In Figure 6a, the survival concentrations under the MW irradiation based on absorbing
material under different irradiation times in various strains are reported. Under UV
irradiation, the concentrations of E. coli DH5α with RP4, strains of E. coli GMCC13373,
and the concentration of strain E. coli CICC 10667 were obtained, as shown in Figure 6b.
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The result showed that E. coli GMCC13373 was highly resistant to MW, whereas E. coli
CICC 10667 and E. coli DH5α with RP4 plasmid were easily inactivated and showed similar
survival concentrations. By contrast, E. coli CICC 10667 presented high resistance to UV,
whereas the other two strains showed similar results under UV treatment.
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3.5. Eenergy Efficiency per Order (EE/O) of Various Strains at Different Power Outputs
under MW or UV Irradiation

In Figure 7, the EE/O (kJ/m3) describes the electrical energy required to degrade
various strains by one order of magnitude for the assessment of energy requirement
(Equation (4)) [46].

EE/O =
P × T

1000 × V × lg(C0/Ct)
(4)

where EE/O is the energy required to degrade airborne by one order of magnitude (kJ/m3),
P shows the power of the device (Watt), T is the time of reaction (s), V is the volume
of airborne (m3), Co is the initial concentration of airborne microbe before MW or UV
irradiation, and Ct is the concentration after treatment. The EE/O values after MW and UV
treatments are shown in Figure 7. The present study showed that the energy consumption
of MW was higher than that under UV irradiation.
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Figure 7. EE/O of various strains of E. coli (GMCC13373), E. coli (CICC10667), and E. coli DH5α with
RP4 plasmid under (a) MW irradiation at different power outputs (150, 300, 500, and 700 W), (b) UV
irradiation at various power outputs (8, 16, 23, and 28 W) at 20 s irradiation time.



Int. J. Environ. Res. Public Health 2022, 19, 4332 10 of 13

3.6. Mechanism of HGT under MW or UV Applications

A comparison of MW and UV disinfection in HGT is depicted in Figure 8. The E. coli
GMCC 13373 was used as the recipient in forward transfer, and E. coli DH5α was used
as the donor in reverse transfer. Under MW irradiation, iARGs were released from the
cell into the airborne environment and became a source for the spread of environmental
eARGs. Forward transfer occurred when the recipient bacteria absorbed naked DNA from
deceased donor bacteria in the environment and incorporated it into their chromosomes or
transformed it into an autonomous extra-chromosomal replicon [47].
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Figure 8. Mechanisms for HGT under MW or UV irradiation. Forward transfer (E. coli GMCC 13,373
as recipients) and reverse transfer (E. coli DH5α as donors).

However, a plasmid DNA can be transferred through a channel by interacting with
a donor-carrying plasmid and recipient bacteria through a pilus or pore in the reverse
transfer process [48]. A double-stranded DNA (plasmid) molecule imitates self-sufficiently
and reproduces genetic material, which is transported to a living cell and nucleus [49]. UV
irradiation may damage DNA by penetrating a cell wall rather than producing free radicals.
By contrast, the rate of reverse transfer under UV irradiation was significantly lower than
that under MW irradiation. The above results showed a connection between treated E. coli
10667 (sul) and surrounding bacteria. The released ARGs disseminated through the forward
and reverse transfer mechanisms of HGT in the environment.

4. Conclusions

The present study investigated the effects of MW or UV irradiation on ARBs and
ARGs. The strains of E. coli CICC 10667 (5.5-log) and E. coli DH5α with RP4 plasmid
(5.0-log) were more accessible for inactivation than a common strain of E. coli CGMCC
13373 (3.4-log) under MW irradiation. During UV disinfection, E. coli DH5α with the RP4
plasmid achieved a log inactivation value of 4.4-log, and E. coli CGMCC 13373 had 2.3-log.
E. coli CICC 10667 had 2.1-log. EE/O was higher under MW irradiation than under UV
irradiation.

The impacts of ARG deactivation and HGT by MW were compared with those under
UV irradiation. The ARG inactivation rate (85.5%) under MW irradiation was higher
than that under UV irradiation (48.2%). Similarly, MW significantly decreased the HGT
frequency (0.008) of the released ARGs into the recipient (forward transfer) relative to
UV (0.014). MW (0.003) was slightly higher when compared with UV (0.002), and the
permeability of surviving damaged E. coli 10667 (sul) cells was increased and transferred
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with plasmid RP4 from the donor (reverse transfer). Moreover, the mechanisms of E. coli
10667 (sul) deactivation and injured DNA under MW and UV treatments were analyzed. In
summary, MW treatment is a promising method for the airborne disinfection and control
of ARGs.

Supplementary Materials: The following are available online at https://www.mdpi.com/article/
10.3390/ijerph19074332/s1, Figure S1: The extraction of intracellular DNA (iDNA), Table S1: The
effects of MW, and UV at various power, Text S1: The extraction of intracellular DNA (iDNA).
References [50,51] are cited in the supplementary materials.

Author Contributions: Conceptualization, C.W. and H.C.; Methodology, L.L.; Formal Analysis,
A.A.L.; Writing—original draft preparation, C.W. and H.C.; Writing—review and editing, A.A.L. and
D.H.K.; Software, A.A.L.; Data curation, A.A.L.; Investigation, A.A.L.; Supervision, C.W. All authors
have read and agreed to the published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The study did not report any data.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Martínez, J.L. Antibiotics and Antibiotic Resistance Genes in Natural Environments. Science 2008, 321, 365–367. [CrossRef]
2. Zhang, Q.-Q.; Ying, G.-G.; Pan, C.-G.; Liu, Y.-S.; Zhao, J.-L. Comprehensive Evaluation of Antibiotics Emission and Fate in the

River Basins of China: Source Analysis, Multimedia Modeling, and Linkage to Bacterial Resistance. Environ. Sci. Technol. 2015, 49,
6772–6782. [CrossRef] [PubMed]

3. Zhang, M.; Wan, K.; Zeng, J.; Lin, W.; Ye, C.; Yu, X. Co-selection and stability of bacterial antibiotic resistance by arsenic pollution
accidents in source water. Environ. Int. 2020, 135, 105351. [CrossRef] [PubMed]

4. Tseng, C.C.; Hsiao, P.K.; Chang, K.C.; Cheng, C.C.; Yiin, L.M.; Hsieh, C.J. Detection of viable antibiotic-resistant/sensitive
Acinetobacter baumannii in indoor air by propidium monoazide quantitative polymerase chain reaction. Indoor Air 2015, 25,
475–487. [CrossRef]

5. Ouyang, W.; Gao, B.; Cheng, H.; Zhang, L.; Wang, Y.; Lin, C.; Chen, J. Airborne bacterial communities and antibiotic resistance
gene dynamics in PM2.5 during rainfall. Environ. Int. 2020, 134, 105318. [CrossRef] [PubMed]

6. Hu, J.; Shi, J.; Chang, H.; Li, D.; Yang, M.; Kamagata, Y. Phenotyping and Genotyping of Antibiotic-Resistant Escherichia coli
Isolated from a Natural River Basin. Environ. Sci. Technol. 2008, 42, 3415–3420. [CrossRef] [PubMed]

7. Stoll, C.; Sidhu, J.P.S.; Tiehm, A.; Toze, S. Prevalence of Clinically Relevant Antibiotic Resistance Genes in Surface Water Samples
Collected from Germany and Australia. Environ. Sci. Technol. 2012, 46, 9716–9726. [CrossRef]

8. Calderón-Franco, D.; van Loosdrecht, M.C.M.; Abeel, T.; Weissbrodt, D.G. Free-floating extracellular DNA: Systematic profiling
of mobile genetic elements and antibiotic resistance from wastewater. Water Res. 2021, 189, 116592. [CrossRef]

9. Zarei-Baygi, A.; Smith, A.L. Intracellular versus extracellular antibiotic resistance genes in the environment: Prevalence, horizontal
transfer, and mitigation strategies. Bioresour. Technol. 2021, 319, 124181. [CrossRef]

10. Slipko, K.; Reif, D.; Wögerbauer, M.; Hufnagl, P.; Krampe, J.; Kreuzinger, N. Removal of extracellular free DNA and antibiotic
resistance genes from water and wastewater by membranes ranging from microfiltration to reverse osmosis. Water Res. 2019, 164,
114916. [CrossRef]

11. Rodríguez-Beltrán, J.; Rodríguez-Rojas, A.; Yubero, E.; Blázquez, J. The animal food supplement sepiolite promotes a direct
horizontal transfer of antibiotic resistance plasmids between bacterial species. Antimicrob. Agents Chemother. 2013, 57, 2651–2653.
[CrossRef] [PubMed]

12. Wang, D.-N.; Liu, L.; Qiu, Z.-G.; Shen, Z.-Q.; Guo, X.; Yang, D.; Li, J.; Liu, W.; Jin, M.; Li, J.-W. A new adsorption-elution technique
for the concentration of aquatic extracellular antibiotic resistance genes from large volumes of water. Water Res. 2016, 92, 188–198.
[CrossRef] [PubMed]

13. Ahmed, Y.; Lu, J.; Yuan, Z.; Bond, P.L.; Guo, J. Efficient inactivation of antibiotic resistant bacteria and antibiotic resistance genes
by photo-Fenton process under visible LED light and neutral pH. Water Res. 2020, 179, 115878. [CrossRef] [PubMed]

14. Dodd, M.C. Potential impacts of disinfection processes on elimination and deactivation of antibiotic resistance genes during
water and wastewater treatment. J. Environ. Monit. 2012, 14, 1754–1771. [CrossRef]

15. Alexander, J.; Knopp, G.; Dötsch, A.; Wieland, A.; Schwartz, T. Ozone treatment of conditioned wastewater selects antibiotic
resistance genes, opportunistic bacteria, and induce strong population shifts. Sci. Total Environ. 2016, 559, 103–112. [CrossRef]

https://www.mdpi.com/article/10.3390/ijerph19074332/s1
https://www.mdpi.com/article/10.3390/ijerph19074332/s1
http://doi.org/10.1126/science.1159483
http://doi.org/10.1021/acs.est.5b00729
http://www.ncbi.nlm.nih.gov/pubmed/25961663
http://doi.org/10.1016/j.envint.2019.105351
http://www.ncbi.nlm.nih.gov/pubmed/31794937
http://doi.org/10.1111/ina.12165
http://doi.org/10.1016/j.envint.2019.105318
http://www.ncbi.nlm.nih.gov/pubmed/31726367
http://doi.org/10.1021/es7026746
http://www.ncbi.nlm.nih.gov/pubmed/18522127
http://doi.org/10.1021/es302020s
http://doi.org/10.1016/j.watres.2020.116592
http://doi.org/10.1016/j.biortech.2020.124181
http://doi.org/10.1016/j.watres.2019.114916
http://doi.org/10.1128/AAC.02363-12
http://www.ncbi.nlm.nih.gov/pubmed/23529735
http://doi.org/10.1016/j.watres.2016.01.035
http://www.ncbi.nlm.nih.gov/pubmed/26854607
http://doi.org/10.1016/j.watres.2020.115878
http://www.ncbi.nlm.nih.gov/pubmed/32417561
http://doi.org/10.1039/c2em00006g
http://doi.org/10.1016/j.scitotenv.2016.03.154


Int. J. Environ. Res. Public Health 2022, 19, 4332 12 of 13

16. Sousa, J.M.; Macedo, G.; Pedrosa, M.; Becerra-Castro, C.; Castro-Silva, S.; Pereira, M.F.R.; Silva, A.M.T.; Nunes, O.C.; Manaia, C.M.
Ozonation and UV254nm radiation for the removal of microorganisms and antibiotic resistance genes from urban wastewater. J.
Hazard. Mater. 2017, 323, 434–441. [CrossRef]

17. Wang, X.; Hu, X.; Wang, H.; Hu, C. Synergistic effect of the sequential use of UV irradiation and chlorine to disinfect reclaimed
water. Water Res. 2012, 46, 1225–1232. [CrossRef]

18. Destiani, R.; Templeton, M.R. Chlorination and ultraviolet disinfection of antibiotic-resistant bacteria and antibiotic resistance
genes in drinking water. AIMS Environ. Sci. 2019, 6, 222–241. [CrossRef]

19. Plazas-Tuttle, J.; Das, D.; Sabaraya, I.V.; Saleh, N.B. Harnessing the power of microwaves for inactivating Pseudomonas aeruginosa
with nanohybrids. Environ. Sci. Nano 2018, 5, 72–82. [CrossRef]

20. Wang, C.; Zhang, Z.W.; Liu, H. Microwave-induced release and degradation of airborne endotoxins from Escherichia coli bioaerosol.
J. Hazard. Mater. 2019, 366, 27–33. [CrossRef]

21. Takashima, H.; Miyakawa, Y.; Kanno, Y. Microwave sterilization with metal thin film coated catalyst in liquid phase. Mater. Sci.
Eng. C 2007, 27, 898–903. [CrossRef]

22. Mawioo, P.M.; Rweyemamu, A.; Garcia, H.A.; Hooijmans, C.M.; Brdjanovic, D. Evaluation of a microwave based reactor for the
treatment of blackwater sludge. Sci. Total Environ. 2016, 548–549, 72–81. [CrossRef] [PubMed]

23. Awuah, G.B.; Ramaswamy, H.S.; Economides, A.; Mallikarjunan, K. Inactivation of Escherichia coli K-12 and Listeria innocua in
milk using radio frequency (RF) heating. Innov. Food Sci. Emerg. Technol. 2005, 6, 396–402. [CrossRef]

24. Wu, Y.; Yao, M. Control of airborne and liquid-borne fungal and pet allergens using microwave irradiation. J. Occup. Environ.
Hyg. 2013, 10, 547–555. [CrossRef] [PubMed]

25. Chen, H.; Huang, Z.; Huang, Y.; Zhang, Y.; Ge, Z.; Qin, B.; Liu, Z.; Shi, Q.; Xiao, P.; Yang, Y.; et al. Synergistically assembled
MWCNT/graphene foam with highly efficient microwave absorption in both C and X bands. Carbon 2017, 124, 506–514.
[CrossRef]

26. Zhang, Y.; Huang, Y.; Chen, H.; Huang, Z.; Yang, Y.; Xiao, P.; Zhou, Y.; Chen, Y. Composition and structure control of ultralight
graphene foam for high-performance microwave absorption. Carbon 2016, 105, 438–447. [CrossRef]

27. Zhu, L.; Kong, X.; Yang, C.; Ren, B.; Tang, Q. Fabrication and characterization of the magnetic separation photocatalyst C-
TiO2@Fe3O4/AC with enhanced photocatalytic performance under visible light irradiation. J. Hazard. Mater. 2020, 381, 120910.
[CrossRef]

28. Sun, G.; Dong, B.; Cao, M.; Wei, B.; Hu, C. Hierarchical Dendrite-Like Magnetic Materials of Fe3O4, γ-Fe2O3, and Fe with High
Performance of Microwave Absorption. Chem. Mater. 2011, 23, 1587–1593. [CrossRef]

29. Guo, M.-T.; Huang, J.-J.; Hu, H.-Y.; Liu, W.-J.; Yang, J. Quantitative Characterization and Prediction Modeling of Photoreactivation
of Coliforms After Ultraviolet Disinfection of Reclaimed Municipal Wastewater. Water Air Soil Pollut. 2013, 224, 1774. [CrossRef]

30. Lin, X.; Willeke, K.; Ulevicius, V.; Grinshpun, S. Effect of Sampling Time on the Collection Efficiency of All-Glass Impingers. Am.
Ind. Hyg. Assoc. J. 1997, 58, 480–488. [CrossRef]

31. Lasky, L.C.; McCullough, J.; Zanjani, E.D. Liquid storage of unseparated human bone marrow. Evaluation of hematopoietic
progenitors by clonal assay. Transfusion 1986, 26, 331–334. [CrossRef] [PubMed]

32. Gluckman, E. History of cord blood transplantation. Bone Marrow Transplant. 2009, 44, 621–626. [CrossRef] [PubMed]
33. Wang, C.; Lu, S.; Zhang, Z. Inactivation of airborne bacteria using different UV sources: Performance modeling, energy utilization,

and endotoxin degradation. Sci. Total Environ. 2019, 655, 787–795. [CrossRef] [PubMed]
34. Mao, D.; Luo, Y.; Mathieu, J.; Wang, Q.; Feng, L.; Mu, Q.; Feng, C.; Alvarez, P.J.J. Persistence of extracellular DNA in river

sediment facilitates antibiotic resistance gene propagation. Environ. Sci. Technol. 2014, 48, 71–78. [CrossRef] [PubMed]
35. Hao, H.; Shi, D.; Yang, D.; Yang, Z.; Qiu, Z.; Liu, W.; Shen, Z.; Yin, J.; Wang, H.; Li, J.; et al. Profiling of intracellular and

extracellular antibiotic resistance genes in tap water. J. Hazard. Mater. 2019, 365, 340–345. [CrossRef]
36. Guo, M.-T.; Zhang, G.-S. Graphene oxide in the water environment could affect tetracycline-antibiotic resistance. Chemosphere

2017, 183, 197–203. [CrossRef]
37. Wu, Y.; Yao, M. In situ airborne virus inactivation by microwave irradiation. Chin. Sci. Bull. 2014, 59, 1438–1445. [CrossRef]
38. Guo, M.-T.; Tian, X.-B. Impacts on antibiotic-resistant bacteria and their horizontal gene transfer by graphene-based TiO2&Ag

composite photocatalysts under solar irradiation. J. Hazard. Mater. 2019, 380, 120877. [CrossRef]
39. Zheng, J.; Su, C.; Zhou, J.; Xu, L.; Qian, Y.; Chen, H. Effects and mechanisms of ultraviolet, chlorination, and ozone disinfection on

antibiotic resistance genes in secondary effluents of municipal wastewater treatment plants. Chem. Eng. J. 2017, 317, 309–316.
[CrossRef]

40. Chang, P.H.; Juhrend, B.; Olson, T.M.; Marrs, C.F.; Wigginton, K.R. Degradation of Extracellular Antibiotic Resistance Genes with
UV254 Treatment. Environ. Sci. Technol. 2017, 51, 6185–6192. [CrossRef]

41. Wang, H.; Wang, J.; Li, S.; Ding, G.; Wang, K.; Zhuang, T.; Huang, X.; Wang, X. Synergistic effect of UV/chlorine in bacterial
inactivation, resistance gene removal, and gene conjugative transfer blocking. Water Res. 2020, 185, 116290. [CrossRef] [PubMed]

42. Sharma, V.K.; Johnson, N.; Cizmas, L.; McDonald, T.J.; Kim, H. A review of the influence of treatment strategies on antibiotic
resistant bacteria and antibiotic resistance genes. Chemosphere 2016, 150, 702–714. [CrossRef]

43. Destiani, R.; Templeton, M.R.; Kowalski, W. Relative Ultraviolet Sensitivity of Selected Antibiotic Resistance Genes in Waterborne
Bacteria. Environ. Eng. Sci. 2017, 35, 770–774. [CrossRef]

http://doi.org/10.1016/j.jhazmat.2016.03.096
http://doi.org/10.1016/j.watres.2011.12.027
http://doi.org/10.3934/environsci.2019.3.222
http://doi.org/10.1039/C7EN00702G
http://doi.org/10.1016/j.jhazmat.2018.11.088
http://doi.org/10.1016/j.msec.2006.10.010
http://doi.org/10.1016/j.scitotenv.2016.01.013
http://www.ncbi.nlm.nih.gov/pubmed/26799809
http://doi.org/10.1016/j.ifset.2005.06.002
http://doi.org/10.1080/15459624.2013.818234
http://www.ncbi.nlm.nih.gov/pubmed/24011331
http://doi.org/10.1016/j.carbon.2017.09.007
http://doi.org/10.1016/j.carbon.2016.04.070
http://doi.org/10.1016/j.jhazmat.2019.120910
http://doi.org/10.1021/cm103441u
http://doi.org/10.1007/s11270-013-1774-z
http://doi.org/10.1080/15428119791012577
http://doi.org/10.1046/j.1537-2995.1986.26486262739.x
http://www.ncbi.nlm.nih.gov/pubmed/2873668
http://doi.org/10.1038/bmt.2009.280
http://www.ncbi.nlm.nih.gov/pubmed/19802032
http://doi.org/10.1016/j.scitotenv.2018.11.266
http://www.ncbi.nlm.nih.gov/pubmed/30481706
http://doi.org/10.1021/es404280v
http://www.ncbi.nlm.nih.gov/pubmed/24328397
http://doi.org/10.1016/j.jhazmat.2018.11.004
http://doi.org/10.1016/j.chemosphere.2017.04.145
http://doi.org/10.1007/s11434-014-0171-3
http://doi.org/10.1016/j.jhazmat.2019.120877
http://doi.org/10.1016/j.cej.2017.02.076
http://doi.org/10.1021/acs.est.7b01120
http://doi.org/10.1016/j.watres.2020.116290
http://www.ncbi.nlm.nih.gov/pubmed/32818733
http://doi.org/10.1016/j.chemosphere.2015.12.084
http://doi.org/10.1089/ees.2017.0179


Int. J. Environ. Res. Public Health 2022, 19, 4332 13 of 13

44. Pei, R.; Cha, J.; Carlson, K.H.; Pruden, A. Response of antibiotic resistance genes (ARG) to biological treatment in dairy lagoon
water. Environ. Sci. Technol. 2007, 41, 5108. [CrossRef]

45. Liu, X.; Hu, J.Y. Effect of DNA sizes and reactive oxygen species on degradation of sulphonamide resistance sul1 genes by
combined UV/free chlorine processes. J. Hazard. Mater. 2020, 392, 122283. [CrossRef]

46. Xie, R.; Meng, X.; Sun, P.; Niu, J.; Jiang, W.; Bottomley, L.; Li, D.; Chen, Y.; Crittenden, J. Electrochemical oxidation of ofloxacin
using a TiO2-based SnO2-Sb/polytetrafluoroethylene resin-PbO2 electrode: Reaction kinetics and mass transfer impact. Appl.
Catal. B Environ. 2017, 203, 515–525. [CrossRef]

47. Hall, R.M. Integrons and gene cassettes: Hotspots of diversity in bacterial genomes. Ann. N. Y. Acad. Sci. 2012, 1267, 71–78.
[CrossRef] [PubMed]

48. Huddleston, J.R. Horizontal gene transfer in the human gastrointestinal tract: Potential spread of antibiotic resistance genes.
Infect. Drug Resist. 2014, 7, 167–176. [CrossRef]

49. Yang, S.; Tschaplinski, T.J.; Engle, N.L.; Carroll, S.L.; Martin, S.L.; Davison, B.H.; Palumbo, A.V.; Rodriguez, M.; Brown, S.D.
Transcriptomic and metabolomic profiling of Zymomonas mobilis during aerobic and anaerobic fermentations. BMC Genom.
2009, 10, 34. [CrossRef] [PubMed]

50. Pei, R.T.; Kim, S.C.; Carlson, K.H.; Pruden, A. Effect of River Landscape on the sediment concentrations of antibiotics and
corresponding antibiotic resistance genes (ARG). Water Res. 2006, 40, 2427–2435. [CrossRef]

51. Xi, C.W.; Zhang, Y.L.; Marrs, C.F.; Ye, W.; Simon, C.; Foxman, B.; Nriagu, J. Prevalence of antibiotic resistance in drinking water
treatment and distribution systems. Appl. Environ. Microbiol. 2009, 75, 5714–5718. [CrossRef]

http://doi.org/10.1021/es070051x
http://doi.org/10.1016/j.jhazmat.2020.122283
http://doi.org/10.1016/j.apcatb.2016.10.057
http://doi.org/10.1111/j.1749-6632.2012.06588.x
http://www.ncbi.nlm.nih.gov/pubmed/22954219
http://doi.org/10.2147/IDR.S48820
http://doi.org/10.1186/1471-2164-10-34
http://www.ncbi.nlm.nih.gov/pubmed/19154596
https://doi.org/10.1016/j.watres.2006.04.017
https://doi.org/10.1128/AEM.00382-09

	Introduction 
	Materials and Methods 
	Chemicals and Reagents 
	Preparation of Antibiotic-Resistant Bacterial Samples 
	Experimental Setup of MW and UV Irradiation Device 
	DNA Extraction and ARGs Analysis 
	Horizontal Gene Transfer Experiments 
	Statistical Analysis of Airborne Samples 

	Results and Discussion 
	Comparison of Inactivation Performance of Antibiotic Resistant and Antibiotic Sensitive Bacteria under MW or UV Exposure 
	Effect of MW or UV Irradiation on the Forward and Reverse Transfer Frequencies 
	Potential Assessment of ARGs Horizon Transfer 
	Survival of Concentrations of Various Strains at Different Irradiation Times 
	Eenergy Efficiency per Order (EE/O) of Various Strains at Different Power Outputs under MW or UV Irradiation 
	Mechanism of HGT under MW or UV Applications 

	Conclusions 
	References

