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In the original publication of this manuscript, [Shen Z, Xiao Y, 
Wentai M et al. Genomic Diversity of Severe Acute Respiratory 
Syndrome–Coronavirus 2 in Patients With Coronavirus Disease 
2019. Clin Infect Dis; 71(15): 713-720. https://doi.org/10.1093/
cid/ciaa203], the reported dates for sample collection were un-
clear, reading:

“Eight COVID-19 pneumonia samples were collected from 
hospitals in Wuhan on January 2020”

This has been updated to read:
“Eight COVID-19 pneumonia samples were collected from 

hospitals in Wuhan on December 30, 2019 through January 1, 
2020”

The authors regret this error, and this has been corrected 
in the version currently available online. A revised supple-
mentary table has also been provided and is listed with the 
article.
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In the originally published version of this manuscript [Cannon 
LJ, Lopman BA, Payne DC, et al. Birth Cohort Studies Assessing 
Norovirus Infection and Immunity in Young Children: A 
Review. Clin Infect Dis;69(2):357–365. https://doi.org/10.1093/

cid/ciy985], the NIH grant R01AI125842 was missing from the 
funding section of the article. These details have been corrected 
only in this corrigendum to preserve the published version of 
record, and the author regrets this error.
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