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The positive effects of mesenchymal stem cells (MSCs) are primarily activated through molecular secretions known as paracrine
activity, which regulates the function of various cell types including immune cells. Accumulating evidence shows that exosomes
of soluble factors released from MSCs are potential alternative agents for stem cell-based therapy, although the exact underlying
mechanism has not been elucidated. The purpose of this study was to evaluate the potential effects of exosomes produced by
adipose-derived MSCs and to examine the changes in anti-inflammatory genes in concurrence with the polarization of M2
macrophages in cellular models ex vivo. Isolated exosomes were used to investigate the inflammatory modulation in pro-
inflammatory cytokine-treated fibroblasts and THP-1 cells. The anti-inflammatory mRNA expression associated with M2
macrophages was significantly upregulated after exosome treatment in an interferon gamma and tumor necrosis factor alpha-
treated inflammatory environment. Furthermore, melatonin-stimulated exosomes exerted superior anti-inflammatory
modulation via exosomal miRNAs miR-34a, miR-124, and miR-135b, compared with exosomes. Our results indicate that
melatonin-stimulated exosomes originating from adipose-derived MSCs are safe and efficient tools for regenerative medicine to

treat inflammatory diseases.

1. Introduction

Mesenchymal stem cells (MSCs) are promising cell sources
owing to their multipotent and immunosuppressive properties
[1]. Accumulating evidence shows that MSCs exert anti-
inflammatory effects by modulating immune cells and the
inflammatory environment [2]. Hence, clinical applications
using various types of MSCs have been actively conducted to
develop new treatments, especially for inflammation-related
disorders such as graft-versus-host disease, multiple sclerosis,
joint diseases, inflammatory bowel diseases, inflammatory air-
way disease, and pulmonary diseases [3]. Although the effec-
tiveness of MSCs is predominantly associated with paracrine
effects rather than direct differentiation or engraftment, the
underlying mechanisms of MSC therapy are unclear [4].
Recently, the use of bioactive molecules released from
MSCs has been described as a novel treatment strategy

because of its low tumorigenicity and immunogenicity [5].
Among the trophic factors of MSCs, exosomes have attracted
much attention as new mediators in cell-to-cell interactions
[6]. Exosomes, one of the extracellular vesicles secreted by
cells, are cup-shaped lipid-bilayer nano-sized vesicles (40—
120 nm). Exosomes originating from the endosomal pathway
contain biological factors such as proteins, lipids, and nucleic
acids that mediate intercellular communication [7]. MSC-
derived exosomes can promote phenotypic and functional
changes in the surrounding cells and microenvironment by
inducing the activation of regenerative events [8]. Recent
studies have also demonstrated that exosomes play impor-
tant roles in the regulation of inflammatory phenotypes via
M2 macrophage polarization [9, 10]. Therefore, an exact
understanding of the immunomodulatory effects of exo-
somes is essential to develop more efficient therapeutic strat-
egies for curing intractable or chronic inflammatory diseases.
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It has been demonstrated that MSC-derived exosomes
can upregulate anti-inflammatory factors IL-10 and TGF-f3
and downregulate inflammatory factors IL-6 and TNF«
[11, 12]. In the present study, we examined the anti-
inflammatory properties of exosomes secreted from adipose
MSCs, using fibroblasts and THP-1 cells treated with pro-
inflammatory cytokines interferon gamma (IFNy) and
tumor necrosis factor alpha (TNF«). We conducted exper-
iments to investigate whether the exosomes could induce
anti-inflammatory environments in these models.

2. Materials and Methods

2.1. Flow Cytometry. Human adipose tissue-derived MSCs
were obtained from healthy donors with the approval from
the research ethics committee of Severance Hospital of Yon-
sei University, Seoul, Republic of Korea, following informed
consent (approval no. 4-2019-0060). For surface marker
analysis, cultured MSCs were harvested as single cells and
incubated with fluorescein isothiocyanate (FITC) or phyco-
erythrin- (PE-) conjugated antibodies (BD Biosciences Phar-
mingen, San Diego, CA, USA). The antibodies used in this
study were anti-CD14, anti-CD29, anti-CD31, anti-CD34,
anti-CD44, anti-CD45, anti-CD73, anti-CD90, anti-CD105,
and anti-CD106. Data were acquired using a flow cytometer
(Cytomics Flow Cytometer, Beckman Coulter, Fullerton, CA,
USA). FITC- and PE-conjugated isotype control antibodies
were used as negative controls.

2.2. Isolation of Exosomes. Exosomes were isolated from
MSCs using the ExoQuick-TC exosome precipitation reagent,
according to the manufacturer’s protocols (System Biosci-
ences, CA, USA). Briefly, 5mL culture medium was trans-
ferred to a 15mL conical tube after centrifugation at
1500 x g for 5min at RT to remove dead cells and cell debris.
Thereafter, the 1 mL ExoQuick-TC reagent was added to the
medium supernatant and mixed via four inversions. The mix-
ture was incubated overnight at 4°C. The next day, the mixture
was centrifuged at 1500 x g for 30 min to pellet the exosomes.
The exosome pellet was suspended in phosphate-buffered
saline after removing the supernatant. Following quantifica-
tion using a BCA protein assay kit (Invitrogen, Carlsbad,
CA, USA), exosomes were stored at —80°C until use. Ten
micrograms per milliliter of exosomes was used for the exper-
iments. The morphology of isolated exosomes was observed
using transmission electron microscopy (TEM) (JEM-1011,
JEOL, Japan). Briefly, a formvar-carbon-coated EM grid was
placed formvar-side down on top of an exosome drop for
1 min. Thereafter, the grid was placed on a drop of 2% uranyl
acetate and blotted with filter paper. Finally, excess uranyl ace-
tate was removed.

2.3. Western Blotting. The western blot assay was performed
as reported previously [9]. Briefly, following boiling at 95°C
for 5 min, exosomes were separated on 12% gradient precast
gels via sodium dodecyl sulfate polyacrylamide gel electro-
phoresis and transferred onto a polyvinylidene difluoride
membrane (Bio-Rad Laboratories, Redmond, WA, USA).
Following blocking with 5% skim milk in Tris-buffered saline
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with Tween, the membrane was incubated overnight at 4°C
with the primary antibodies CD9 (Abcam, Cambridge, MA,
USA; 1:400) and CD63 (Abcam; 1:500). The next day, the
membrane was incubated with HRP-conjugated secondary
antibodies and anti-mouse and anti-rabbit IgG (Invitrogen;
1:1000) at RT for 1h. Following incubation with enhanced
chemiluminescence substrate (Bio-Rad) for 1min, the
expression was detected using an LAS4000 mini system
(GE Healthcare, Uppsala, Sweden).

2.4. Cell Proliferation Assay. Fibroblasts were seeded at a den-
sity of 1 x 10°/well in a 96-well plate (BD Falcon, USA) to
analyze cell proliferation. When cells were plated, IFNy and
TNFa were added to each well (10-40 ng/mL). As previously
described, the growth activity was determined using a WST-
8-based EZ-Cytox kit (Daeil Lab, Seoul, Korea) [13]. Two
days later, cell proliferation was analyzed according to the
manufacturer’s instructions. Briefly, the EZ-Cytox reagent
was added to each well and incubated for 3h. Following
shaking for 1 min, the absorbance was measured at 450 nm
using a microplate reader (Molecular Devices, San Jose, CA,
USA). Untreated cells were used as controls. To optimize
the concentration of melatonin, MSCs were treated with
varying concentrations (0.5-50 4uM) of melatonin. Prolifera-
tion rates were evaluated using an EZ-Cytox kit after 3 d.
Untreated cells (0 uM of melatonin) were used as controls.

2.5. Real-Time PCR Assay. Quantitative PCR was performed
as described previously [9]. Briefly, total RNA was isolated
using the RiboEx reagent (GeneAll, Seoul, Korea). Extracted
RNA was reverse transcribed into cDNA using Maxime RT
PreMix, according to the manufacturer’s protocols (iNtRON,
Seongnam, Korea). PCR was performed using the LightCy-
cler 480 SYBR Green I Master mix on a LightCycler 480 Sys-
tem under the following conditions: 95°C for 5 min, 95°C for
105, 45 cycles of 60°C for 20, and 72°C for 15s. The primer
sequences used are listed in Table 1. Differences between the
crossing point (Cp) values of glyceraldehyde 3-phosphate
dehydrogenase (GAPDH) and target genes were used to
calculate ACp values. Relative expression levels were deter-
mined using the following formula: relative expression
level = 2-(84Cp=CACP)  Eor miRNA reactions, PCR was per-
formed at 95°C for 10 min, followed by 40 cycles of 95°C
for 15s, 60°C for 1min, and 72°C for 10s. U6 snRNA
was used as an internal control.

2.6. Statistical Analysis. Data are expressed as the mean +
standard deviation. Statistical analysis was performed using
SPSS 18 (SPSS Inc., Chicago, IL, USA). Data were analyzed
using one-way analysis of variance followed by Bonferroni’s
correction or Student’s ¢-test. Statistical significance was set
at P <0.05.

3. Results

3.1. Identification of MSCs and Exosomes. MSCs were iso-
lated from the adipose tissue of healthy human donors. Cul-
tured MSCs were examined and photographed under an
inverted microscope. The adherent cells exhibited spindle
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TABLE 1: Primers used for real-time PCR.

Name Sequence
GAPDH F: ACCCACTCCTCCACCTTTGA
R: CTGTTGCTGTAGCCAAATTCGT
IL-6 F: AGACAGCCACTCACCTCTTCAG
R: TTCTGCCAGTGCCTCTTTGCTG
IL-8 F: AAGAGAGCTCTGTCTGGACC
R: GATATTCTCTTGGCCCTTGG
TSG-6 F: GGTGTGTACCACAGAGAAGCA
R: GGGTTGTAGCAATAGGCATCC
TGE-R1 F: TACCTGAACCCGTGTTGCTCTC
R: GTTGCTGAGGTATCGCCAGGAA
CD163 F: CGGCTGCCTCCACCTCTAAGT
R: ATGAAGATGCTGGCGTGACA
TNFa F: TTGAGGGTTTGCTACAACATGGG
R: GCTGCACTTTGGAGTGATCG
Arg-1 F: ACAGTTTGGCAATTGGAAGCA
R: CACCCAGATGACTCCAAGATCAG
CD206 F: TTCGGACACCCATCGGAATTT
R: CACAAGCGCTGCGTGGAT
IL-10 F: TCTCCGAGATGCCTTCAGCAGA
R: TCAGACAAGGCTTGGCAACCCA
U6 F: CTCGCTTCGGCAGCACATATACT
R: ACGCTTCACGAATTTGCGTGTC
miR-34a F: ACACTCCAGCTGTGACTGGTTGACCAGA
R: CTCAACTGGTGTCGTGGA
miR-124 F: TAAGGCACGCGGTGAATGCC
R: GATTGAATCGAGCACCAGTTAC
miR-135b F: GCTTATGGCTTTTCATTCCT

R: GTGCAGGGTCCGAGGT

fibroblast-like morphology (Figure 1(a)). Flow cytometry
results showed that the cells were positive for MSC markers
CD29, CD44, CD73, CD90, and CD105, but not for hemato-
poietic/endothelial markers CD14, CD31, CD34, CD45, and
CD106 (Figure 1(b)). These results demonstrated that the
cultured cells showed typical MSC characteristics.

Subsequently, exosomes isolated from MSCs were char-
acterized using TEM and western blotting. Morphological
characterization showed the existence of small membrane
vesicles measuring 57.77-62.02nm (Figure 1(c)). Western
blotting revealed that the isolated vesicles were positive for
the expression of exosomal markers such as CD9 and CD63
(Figure 1(d)). TEM and western blotting results revealed that
the vesicles isolated from MSCs were exosomes.

3.2. Effects of Exosomes on IFNy and TNFa-Treated
Fibroblasts. To determine whether pro-inflammatory cyto-
kines affect the morphology and proliferation activity of
fibroblasts, cells were cultured with IFNy and TNF« at con-
centrations from 10 to 40 ng/mL for 48 h. We observed that
treatment with pro-inflammatory cytokines induced an
enlarged senescent-like morphology at high concentrations
(40 ng/mL IFNy and 40 ng/mL TNF«) (Figure 2(a)). More-
over, the concentration of 40 ng/mL cytokines resulted in
the lowest growth rate of fibroblasts (Figure 2(b)). Therefore,
this concentration was selected to induce inflammation.

To evaluate the effects of exosomes on pro-inflammatory
cytokine-treated fibroblasts, the inflammation-related gene
expression was analyzed using real-time PCR. Our data show
that the expression levels of pro-inflammatory cytokines
TNFa and IL-6 genes increased in the presence of cyto-
kines and decreased upon exosome (10 ug/mL) treatment
(Figure 2(c)). Alternatively, the gene expression level of
the anti-inflammatory factor TSG-6 did not change despite
exosome treatment (Figure 2(c)). These results indicate
that exosomes exert anti-inflammatory effects by downreg-
ulating pro-inflammatory genes.

3.3. Effects of Exosomes on Proinflammatory Cytokine-
Treated THP-1 Cells. THP-1 cells are a human monocytic cell
line derived from an acute monocytic leukemia patient.
THP-1 cells respond to diverse inflammatory cytokines and
are used as an inflammation model in vitro [14]. To assess
the effects of exosomes on inflammation in greater detail,
we used the THP-1 cell line. Stimulation with IFNy and
TNFa« increased the expression of TNFa, IL-6, and IL-8,
which are associated with pro-inflammatory M1 macro-
phages; however, the expression of TGF- 1 and TSG-6,
which are related to anti-inflammatory M2 macrophages,
was significantly enhanced only in the presence of exosomes
(Figure 3). Collectively, these results indicate that exosomes
can inhibit inflammatory responses induced by IFNy and
TNFa.

3.4. Effects of Melatonin on MSC Proliferation and
Characterization of Melatonin-Stimulated Exosomes (Mel-
Exosome). Different concentrations (0-50 uM) of melatonin
were applied to cells to investigate its effects on THE MSC
proliferation activity and its optimal concentration. Overall,
the growth rates of cells increased after melatonin treatment
regardless of concentration (Figure 4(a)). At varying concen-
trations, 10 uM of melatonin resulted in the highest growth
rate after 3 d of culture (Figure 4(a)). These results are in line
with those of a previous study [15]. Therefore, melatonin at
10 uM was used as the optimal concentration.

To identify changes depending on melatonin treatment,
the exosome morphology derived from Mel-Exosome and
untreated cells was confirmed by TEM (Figure 4(b)). The size
of isolated exosomes was in the range of 30-50 nm, and the
CD9 exosomal marker was detected in both Mel-Exosome
and untreated exosomes, indicating that exosomes were not
influenced by melatonin treatment (Figure 4(b)).

3.5. Effects of Melatonin-Stimulated Exosomes on
Pronflammatory Cytokine-Treated THP-1 Cells. Following
treatment with 40 ng/mL IFNy and TNFa, THP-1 cells were
equivalently treated with 10 uM, 10 ug/mL exosomes, and
10 pug/mL melatonin (10 uM)-Mel-Exosome to evaluate the
ability of melatonin-stimulated exosomes. First, we evaluated
macrophage differentiation from THP-1 cells by real-time
PCR. We detected elevated gene expression levels of M2 mac-
rophage markers CD206 and CD163 under all conditions
(Figure 5). Notably, we observed that their expression levels
were significantly upregulated in melatonin-treated exosomes
(Figure 5). However, only melatonin-treated exosomes (Mel-
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FiGure 1: Isolation and characterization of adipose MSCs and adipose MSC-derived exosomes. (a) Spindle-shaped fibroblast-like
morphology observed via an inverted microscope (x100 magnification). (b) Surface markers of cultured cells showing the typical pattern
of MSCs. (c) TEM image of isolated exosomes (scale bar =200 nm). (d) The expression of CD9 and CD63 in exosomes was detected using
western blotting. A representative independent experiment is shown. MSCs: mesenchymal stem cells; TEM: transmission electron

microscopy.

Exosome) were able to upregulate the expression of the M2
macrophage marker Arg-1 (Figure 5).

Second, we detected the expression levels of anti-
inflammatory genes TGF-f31, TSG-6, and IL-10. We noticed
that the TSG-6 gene expression in the exosomes and Mel-
Exosome groups significantly increased, and that of TGF-
B1 was only markedly expressed in melatonin-treated exo-
somes (Figure 5). Notably, the IL-10 gene expression was sig-
nificant only after melatonin and Mel-Exosome treatment,
indicating that the IL-10 expression was affected by melato-
nin (Figure 5). Collectively, our data showed that exosomes
could induce M2 polarization in agreement with anti-
inflammatory changes, and Mel-Exosome could strongly
promote these effects, implying their applicability in
inflammation-related diseases.

Finally, we analyzed specific miRNAs miR-34a, miR-124,
and miR-135b of anti-inflammatory M2 macrophages
between exosomes and Mel-Exosome. As shown in Figure 6,
the expression of miR-34a, miR-124, and miR-135b signifi-
cantly increased in melatonin-stimulated exosomes compared
with untreated exosomes. The results of these studies ver-
ify that melatonin-stimulated exosomes (Mel-Exosome)
have powerful effects on M2 polarization-mediated anti-
inflammation.

4. Discussion

The therapeutic effects of MSCs are associated with the
transfer of their paracrine factors, which regulate cellular
functionality [16]. Previously, Jeong et al. showed that



BioMed Research International 5

0.6 -
0.5 A _[ %
g 0.4
8
EE
25 034
£s
)
=2
O 0.2 4
0.1
0.0 T T T
Control IFNy+TNFa IFNy+TNFa IFNy+TNFa
(10 ng/mL) (20 ng/mL) (40 ng/mL)
(a) (b)
*
f P - l
144 f 1T l
124
2
575 109
2 o)
EE o
58
22 4 /
2
0 : 77
Control IENy+TNFo IENy+TNFe
exosome
N T : .
6 f 1 l
4
o 0
S
E
22
5E 3 7
g
0 . 77
Control TENy+TNF« IENy+TNFa
exosome
«
[ . l
8 1 —
71 7
£
ER) ]
g2 ° %
23 41
£° 21 /
§ /
1
. %

T T
Control TFNy+TNF« TFNy+TNF«x
exosome

(0

FIGURE 2: Treatment with combination of IFNy and TNF« to induce inflammation in fibroblasts. (a) Optical images of MSCs stimulated with
IFNy and TNF« at concentrations of 10, 20, and 40 ng/mL for 48 h. A representative image based on three independent experiments is shown
(%200 magnification). (b) Cell proliferation evaluated using the WST-1-based colorimetric assay. * P < 0.05 compared with the control group. (c)
mRNA expression levels of inflammation-associated genes TNFa, IL6, and TSG6, analyzed using real-time PCR. Data are represented as the
mean * SD of three independent experiments. IFNy: interferon gamma; TNFa: tumor necrosis factor alpha; MSCs: mesenchymal stem cells.
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transplantation of cultured MSCs can form tumors with
chromosomal abnormalities in vivo [17]. An important
advantage of therapy using exosomes is freedom from clini-
cal risks of transplanted cells due to lower immunogenicity
and no risk of tumorigenicity [5]. Recent evidence has shown
that adipose-derived MSC exosomes induce M2 macrophages
with an anti-inflammatory phenotype [9]. Furthermore, sev-
eral studies also indicate that MSC-derived exosomes exert
anti-inflammatory effects by enhancing anti-inflammatory
factors such as IL-10 and TGF-p1 [18, 19]. Based on previous
reports, we investigated the potential effects of exosomes
derived from adipose MSCs in IFNy and TNF-a-treated
inflammatory models. Notably, exosomes markedly attenu-
ated inflammation-related genes, including TNF« and IL-6,
in pro-inflammatory cytokine-induced fibroblasts. In a pro-
inflammatory cytokine-stimulated THP-1 cellular model,
exosome treatment resulted in the notable induction of an
M2 macrophage-mediated anti-inflammatory environment.
The changes in the expression of inflammation-related
markers coincided with an increase in the expression of Arg-
1 and TSG-6 of anti-inflammatory M2 macrophages, suggest-
ing that exosomes could be used as therapeutic agents to con-
trol inflammation in the biomedical field.

Melatonin has been reported to play crucial roles in stem
cell research [20]. For example, melatonin has been demon-
strated to promote stem cell proliferation and therapeutic
efficacy by regulating inflammatory conditions [21-23].
However, the synergistic effect of combined melatonin and

exosome has been not extensively studied. MSCs stimulated
by pro-inflammatory cytokines secrete soluble molecules
known as paracrine factors, which promote M2 macrophage
polarization expressing Arg-1, CD206, and CD163. Polarized
M2 macrophages facilitate anti-inflammatory responses by
enhancing TGF-f1, TSG-6, and IL-10 [24]. To investigate
the effects of melatonin-stimulated exosomes on inflamma-
tion, we evaluated the expression of specific genes associated
with anti-inflammatory M2 macrophages. The relative gene
expression demonstrated that in comparison with untreated
exosomes, M2 macrophage-mediated anti-inflammatory
changes were reinforced after melatonin-stimulated exosome
application. Alternatively, some results showed that exo-
somes failed to induce substantial anti-inflammatory M2
macrophages. These results might be attributable to incom-
plete macrophage polarization, consistent with the conclu-
sions of previous findings [9]. It has been reported that
melatonin enhances the IL-10 expression to suppress inflam-
mation [25]. Our data demonstrated that the IL-10 expres-
sion significantly increased only by melatonin treatment.
Therefore, we believe that melatonin-stimulated exosomes
have a synergistic effect on the inflammatory environment.
An increasing number of reports indicate that exosome-
delivered miRNAs regulate inflammatory responses by tar-
geting mRNAs [26]. To determine whether exosomes exert
M2 macrophage-mediated anti-inflammatory effects via spe-
cific miRNAs, we analyzed the expression of miRNAs in
melatonin-stimulated miRNAs and compared them with
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those in untreated exosomes. MiR-34a has been reported to
promote M2 macrophages and miR-124 reduced M1 polari-
zation and enhanced M2 polarization [27, 28]. In addition,
the anti-inflammatory properties of MSCs have been linked
to miR-135b-mediated M2 polarization [29]. Thus, we con-
firmed that miR-34a, miR-124, and miR-135b were signifi-
cantly upregulated in melatonin-stimulated exosomes. The
upregulation of these miRNAs strongly supports a significant
increase in Arg-1, CD206, CD163, TGF-f1, TSG-6, and IL-
10 gene expression, which contributed to the promotion of
an anti-inflammatory microenvironment. Hence, our data
suggest that melatonin-stimulated exosomes may be a prom-
ising therapeutic tool to suppress inflammation caused by
chronic inflammatory diseases or autoimmune disorders,
even if the mechanisms are not fully understood.

5. Conclusions

Inflammation is a basic pathological mechanism of complex
biological responses in a variety of diseases. The inflamma-
tory reaction involves complex interactions of macrophages,
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neutrophils, and lymphocytes, which are called inflammatory
cells [30]. Although exosomes play a crucial role in modulat-
ing inflammatory responses, the mechanisms and signaling
pathways related to the activation or inactivation of diverse
inflammatory mediators and cytokines remain unclear.
Moreover, additional confirmatory data need to be acquired
using miRNA sequencing and analysis at the protein level.
Additionally, further investigations are necessary to explore
the synergistic effect of combined melatonin and exosomes
using animal models. In conclusion, the findings of the pres-
ent study contribute to the development of stem cell-based
cell-free therapies by providing valuable information that
can be used for inflammation-related diseases.

Data Availability

The data used to support the findings of this study are
available from the corresponding author upon request.

Conflicts of Interest

The authors declare that they have no known competing
financial interests or personal relationships that could have
appeared to influence the work reported in this paper.

Acknowledgments

This work was supported by the National Research Founda-
tion of Korea (NRF) grant funded by the Korean government
(MSIT) (June Seok Heo, No. 2019R1C1C1007036 and
Jinkwan Kim, No. 2018R1D1A1B07050071).

References

[1] J. S. Heo, Y. Choi, H. S. Kim, and H. O. Kim, “Comparison of
molecular profiles of human mesenchymal stem cells derived
from bone marrow, umbilical cord blood, placenta and adi-
pose tissue,” International Journal of Molecular Medicine,
vol. 37, no. 1, pp. 115-125, 2016.

[2] S.S. Iyer and M. Rojas, “Anti-inflammatory effects of mesen-
chymal stem cells: novel concept for future therapies,” Expert
Opinion on Biological Therapy, vol. 8, no. 5, pp. 569-581, 2008.

[3] L.T. Wang, C. H. Ting, M. L. Yen et al., “Human mesenchymal
stem cells (MSCs) for treatment towards immune- and
inflammation-mediated diseases: review of current clinical tri-
als,” Journal of Biomedical Science, vol. 23, no. 1, p. 76, 2016.

[4] M. Z. Ratajczak, M. Kucia, T. Jadczyk et al., “Pivotal role of
paracrine effects in stem cell therapies in regenerative medi-
cine: can we translate stem cell-secreted paracrine factors
and microvesicles into better therapeutic strategies?,” Leuke-
mia, vol. 26, no. 6, pp. 1166-1173, 2012.

[5] K.Yin, S. Wang, and R. C. Zhao, “Exosomes from mesenchy-
mal stem/stromal cells: a new therapeutic paradigm,” Bio-
marker Research, vol. 7, no. 1, 2019.

[6] G.K. Patel, M. A. Khan, H. Zubair et al., “Comparative analy-
sis of exosome isolation methods using culture supernatant for
optimum vyield, purity and downstream applications,” Scien-
tific Reports, vol. 9, no. 1, p. 5335, 2019.

[7] F.Vakhshiteh, F. Atyabi, and S. N. Ostad, “Mesenchymal stem
cell exosomes: a two-edged sword in cancer therapy,” Interna-
tional Journal of Nanomedicine, vol. 14, pp. 2847-2859, 2019.



BioMed Research International

(8]

(10]

(11]

(12]

(13]

(14]

(15]

(16]

(17]

(18]

(19]

(20]

[21]

(22]

G. Camussi, M. C. Deregibus, and C. Tetta, “Paracrine/endo-
crine mechanism of stem cells on kidney repair: role of
microvesicle-mediated transfer of genetic information,” Cur-
rent Opinion in Nephrology and Hypertension, vol. 19, no. 1,
pp. 7-12, 2010.

J. S. Heo, Y. Choi, and H. O. Kim, “Adipose-derived mesen-
chymal stem cells promote M2 macrophage phenotype
through exosomes,” Stem Cells International, vol. 2019, Article
ID 7921760, 10 pages, 2019.

D. K. Singla, T. A. Johnson, and Z. Tavakoli Dargani, “Exo-
some treatment enhances anti-inflammatory M2 macro-
phages and reduces inflammation-induced pyroptosis in
doxorubicin-induced cardiomyopathy,” Cells, vol. 8, no. 10,
p- 1224, 2019.

R. Blazquez, F. M. Sanchez-Margallo, O. de la Rosa et al,
“Immunomodulatory potential of human adipose mesenchy-
mal stem cells derived exosomes on in vitro stimulated T cells,”
Frontiers in Immunology, vol. 5, p. 556, 2014.

B. Zhang, Y. Yin, R. C. Laj, S. S. Tan, A. B. H. Choo, and S. K.
Lim, “Mesenchymal stem cells secrete immunologically active
exosomes,” Stem Cells and Development, vol. 23, no. 11,
pp. 1233-1244, 2014.

J. S. Heo, S. G. Lee, and H. O. Kim, “The flavonoid glabridin
induces OCT4 to enhance osteogenetic potential in mesenchy-
mal stem cells,” Stem Cells International, vol. 2017, Article ID
6921703, 10 pages, 2017.

L. Yang, H. Guo, Y. Li et al, “Oleoylethanolamide exerts
anti-inflammatory effects on LPS-induced THP-1 cells by
enhancing PPAR« signaling and inhibiting the NF-xB and
ERK1/2/AP-1/STAT3 pathways,” Scientific Reports, vol. 6,
no. 1, article 34611, 2016.

J. S. Heo, S. Pyo, J. Y. Lim et al., “Biological effects of melatonin
on human adipose-derived mesenchymal stem cells,” Interna-
tional Journal of Molecular Medicine, vol. 44, no. 6, pp. 2234-
2244, 2019.

W. S. Park, S. Y. Ahn, S. I. Sung, J. Y. Ahn, and Y. S. Chang,
“Strategies to enhance paracrine potency of transplanted mes-
enchymal stem cells in intractable neonatal disorders,” Pediat-
ric Research, vol. 83, no. 1-2, pp. 214-222, 2018.

J. O.Jeong, J. W. Han, J. M. Kim et al., “Malignant tumor for-
mation after transplantation of short-term cultured bone mar-
row mesenchymal stem cells in experimental myocardial
infarction and diabetic neuropathy,” Circulation Research,
vol. 108, no. 11, pp. 1340-1347, 2011.

R. Dong, Y. Liu, Y. Yang, H. Wang, Y. Xu, and Z. Zhang,
“MSC-derived exosomes-based therapy for peripheral nerve
injury: a novel therapeutic strategy,” BioMed Research Interna-
tional, vol. 2019, Article ID 6458237, 12 pages, 2019.

P. Xian, Y. Hei, R. Wang et al., “Mesenchymal stem cell-
derived exosomes as a nanotherapeutic agent for amelioration
of inflammation-induced astrocyte alterations in mice,” Ther-
anostics, vol. 9, no. 20, pp- 5956-5975, 2019.

Y. Shuai, L. Liao, X. Su et al., “Melatonin treatment improves
mesenchymal stem cells therapy by preserving stemness dur-
ing long-term in vitro expansion,” Theranostics, vol. 6,
no. 11, pp. 1899-1917, 2016.

C. Hu and L. Li, “Melatonin plays critical role in mesenchymal
stem cell-based regenerative medicine in vitro and in vivo,”
Stem Cell Research & Therapy, vol. 10, no. 1, p. 13, 2019.

H. Kato, G. Tanaka, S. Masuda et al., “Melatonin promotes
adipogenesis and mitochondrial biogenesis in 3T3-L1 preadi-

(23]

(24]

(25]

[26]

(27]

(28]

(29]

(30]

pocytes,” Journal of Pineal Research, vol. 59, no. 2, pp. 267-
275, 2015.

Y. Tang, B. Cai, F. Yuan et al, “Melatonin pretreatment
improves the survival and function of transplanted mesenchy-
mal stem cells after focal cerebral ischemia,” Cell Transplanta-
tion, vol. 23, no. 10, pp- 1279-1291, 2014.

G. Zheng, M. Ge, G. Qiu, Q. Shu, and J. Xu, “Mesenchymal
stromal cells affect disease outcomes via macrophage polariza-
tion,” Stem Cells International, vol. 2015, Article ID 989473, 11
pages, 2015.

S.J. Chen, S. H. Huang, J. W. Chen et al., “Melatonin enhances
interleukin-10 expression and suppresses chemotaxis to
inhibit inflammation in situ and reduce the severity of experi-
mental autoimmune encephalomyelitis,” International Immu-
nopharmacology, vol. 31, pp. 169-177, 2016.

M. Alexander, R. Hu, M. C. Runtsch et al., “Exosome-delivered
microRNAs modulate the inflammatory response to endo-
toxin,” Nature Communications, vol. 6, no. 1, 2015.

G. Liu and E. Abraham, “MicroRNAs in immune response and
macrophage polarization,” Arteriosclerosis, Thrombosis, and
Vascular Biology, vol. 33, no. 2, pp. 170-177, 2013.

J. Zhou, Z. Li, T. Wu, Q. Zhao, Q. Zhao, and Y. Cao,
“LncGBP9/miR-34a axis drives macrophages toward a pheno-
type conducive for spinal cord injury repair via STAT1/STAT6
and SOCS3,” Journal of Neuroinflammation, vol. 17, no. 1,
p. 134, 2020.

R. Domenis, A. Cifti, S. Quaglia et al., “Pro inflammatory
stimuli enhance the immunosuppressive functions of adipose
mesenchymal stem cells-derived exosomes,” Scientific Reports,
vol. 8, no. 1, article 13325, 2018.

A. Tedgui and Z. Mallat, “Anti-inflammatory mechanisms in
the vascular wall,” Circulation Research, vol. 88, no. 9,
pp. 877-887, 2001.



	Exosome and Melatonin Additively Attenuates Inflammation by Transferring miR-34a, miR-124, and miR-135b
	1. Introduction
	2. Materials and Methods
	2.1. Flow Cytometry
	2.2. Isolation of Exosomes
	2.3. Western Blotting
	2.4. Cell Proliferation Assay
	2.5. Real-Time PCR Assay
	2.6. Statistical Analysis

	3. Results
	3.1. Identification of MSCs and Exosomes
	3.2. Effects of Exosomes on IFNγ and TNFα-Treated Fibroblasts
	3.3. Effects of Exosomes on Proinflammatory Cytokine-Treated THP-1 Cells
	3.4. Effects of Melatonin on MSC Proliferation and Characterization of Melatonin-Stimulated Exosomes (Mel-Exosome)
	3.5. Effects of Melatonin-Stimulated Exosomes on Pronflammatory Cytokine-Treated THP-1 Cells

	4. Discussion
	5. Conclusions
	Data Availability
	Conflicts of Interest
	Acknowledgments

