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Abstract

Kawasaki disease (KD) is an acute systemic vasculitis of an
unknown aetiology. A small proportion of children exposed to
severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) or
infected by Yersinia reproducibly develop principal symptoms of
KD in various ethnic areas, but not in all studies. These microbes
provoke a rapid cell-damaging process, called ‘pyroptosis’, which is
characterised by a subsequent release of proinflammatory cellular
components from damaged endothelial and innate immune cells.
In agreement with these molecular events, patients with KD show
elevated levels of damage-associated molecular patterns derived
from cell death. In addition, an overwhelming amount of
oxidative stress-associated molecules, including oxidised
phospholipids or low-density lipoproteins, are generated as by-
products of inflammation during the acute phase of the disease.
These molecules induce abnormalities in the acquired immune
system and activate innate immune and vascular cells to produce a
range of proinflammatory molecules such as cytokines,
chemokines, proteases and reactive oxygen species. These
responses further recruit immune cells to the arterial wall, wherein
inflammation and oxidative stress closely interact and mutually
amplify each other. The inflammasome, a key component of the
innate immune system, plays an essential role in the development
of vasculitis in KD. Thus, innate immune memory, or ‘trained
immunity’, may promote vasculitis in KD. Hence, this review will
be helpful in understanding the pathophysiologic pathways
leading to the development of principal KD symptoms and
coronary artery lesions in patients with KD, as well as in subsets of
patients with SARS-CoV-2 and Yersinia infections.
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INTRODUCTION

Kawasaki disease (KD) is one of the most
prevalent vasculitis syndromes in childhood. In
addition to the common symptoms of KD

associated with systemic inflammation, 25–30% of
patients develop coronary artery abnormalities if
untreated.1,2 After introduction of high-dose
intravenous immunoglobulin and additional
therapies, the incidence of coronary artery lesions
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decreases to 5% or less. Despite the therapeutic
advances, KD is a leading cause of childhood-
onset acquired heart disease in developed
countries.2

Although over 50 years has passed since the
first report, the aetiology of KD remains
unknown. Epidemiological studies have suggested
that KD may develop in children with genetically
predisposing factors when they are exposed to
environmental or infectious triggers.2,3

A small proportion of children exposed to
severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2) develop principal KD symptoms
fulfilling the diagnostic criteria for KD in Europe4–
6 and the United States.7 This is the first virus to
be consistently and reproducibly associated with
the development of principal KD symptoms in
multiple areas even with low rates; for instance,
no more than one out of 1000 children exposed
to SARS-CoV-2 in Italy developed KD symptoms.5

Such children have genetic predisposition (high in
Hispanic and Black, and low in Asian) and show
an older age at onset and atypical symptoms of
KD.4–7 This hyperinflammatory disorder associated
with coronavirus disease-2019 (COVID-19),
fulfilling full or partial criteria for KD, has been
termed ‘pediatric inflammatory multisystem
syndrome’ in the United Kingdom, and
‘multisystem inflammatory syndrome in children
(MIS-C)’ in the United States.4–7 Patients with MIS-
C who met the case definition by Centers for
Disease Control and Prevention have shown
considerable heterogeneities in the clinical and
laboratory features, and only 28 (4.9%) of 570
patients with MIS-C develop principal KD
symptoms.7 There have been several studies on
the pathophysiology of MIS-C as a whole,8–10 but
not of a subset of MIS-C with KD symptoms.

Thus, this review focuses on providing an up-to-
date pathophysiology of KD, which might help in
understanding the pathophysiologic pathways
present in subsets of patients with SARS-CoV-2
and Yersinia infections fulfilling the diagnostic
criteria for KD.

INSIGHTS FROM THREE KD ANIMAL
MODELS

There are three representative murine models of
KD. In these models, the administration of
either Candida albicans water-soluble fraction
(CAWS), Lactobacillus casei cell wall extract
(LCWE) or a nucleotide-binding oligomerisation

domain-containing protein 1 (NOD1) ligand
potently induces coronary arteritis.11–13 Although
none of these models completely capture the
clinical features of KD, they serve as useful tools
for investigating cellular and molecular
mechanisms of KD vasculitis.14

Candida albicans water-soluble fraction is an
extracellular mannoprotein produced by
C. albicans. It is a ligand of Dectin-2, a C-type
lectin receptor of innate immunity. CAWS induces
biphasic cardiac-specific vasculitis, which is
characterised by neutrophil and monocyte
infiltration, endothelial activation and local
production of inflammatory cytokines or
chemokines, such as granulocyte–macrophage
colony-stimulating factor and C–C motif
chemokine ligand 2 (CCL2).15,16 In addition, CAWS
induces vasculitis in nude mice, severe combined
immunodeficiency (SCID) mice,11 Rag1- knockout
(KO) mice,17 Rag-cc-KO mice16 and B-cell-deficient
(Igh�/�) mice.17 Thus, T cells and B cells are
dispensable in the induction of vasculitis by
CAWS. The nuclear factor-kappa B (NF-jB)
pathway is involved in this process, and
mitochondrial reactive oxygen species (ROS)-
activated nucleotide-binding oligomerisation
domain, leucine-rich repeat and pyrin domain-
containing 3 (Nlrp3) inflammasome is responsible
for interleukin (IL)-1b production in bone marrow-
derived dendritic cells.18 As etanercept treatment
reduces the incidence and severity of CAWS-
induced vasculitis, tumor necrosis factor (TNF) also
plays an important role in the development of
vasculitis.19 Further, Candida metapsilosis water-
soluble fraction also induces coronary arteritis and
anaphylactoid shock.20

In the LCWE murine model, the Rag1-, Myd88-
and Toll-like receptor (Tlr) 2-KO mice and the
C3H/HeJ mice, harbouring a spontaneous
mutation in Tlr4, do not develop coronary
vasculitis.12,21–23 These data are consistent with
the fact that LCWE contains superantigens and
pathogen-associated molecular patterns (PAMPs),
both of which are responsible for the phenotypic
presentation of this model.12 Thus, T cells and
innate immune cells are indispensable for
inducing coronary arteritis in the LCWE model.12

In this model, CD11c+ dendritic cells or
macrophages, vascular stromal cells and cytokines,
such as TNF, IL-1a and IL-1b, are important in the
pathogenesis of coronary arteritis.24,25 While IL-1a
is released from damaged cells as an endogenous
damage-associated molecular pattern (DAMP), the
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inflammasome-dependent signals are involved in
IL-1b production.26 Endothelial Nlrp3
inflammasome may also contribute to the
development of LCWE-induced coronary
arteritis.27 In addition, experimental data in the
LCWE model have shown that nitric oxide (NO)
and its reactive nitrogen derivative, peroxynitrite,
have a role in the development of coronary
arteritis and aneurysms. 28 Peroxynitrite is a
powerful oxidant with damaging effects on lipids,
proteins and DNA, and it can work as a DAMP.29

Lactobacillus casei cell wall extract model of KD
shares many features with human disease in terms
of the clinical course, disease susceptibility in the
young and treatment response to drugs.30

However, the major immune cells within coronary
artery lesions in the acute phase of the LCWE
model are T cells.31 This finding is distinct from
the cell populations (monocytes/macrophages and
neutrophils) present in human-autopsied KD
specimens within 2 weeks after the disease
onset.32

FK565 (a NOD1 ligand) is a synthetic
acyltripeptide with a molecular weight of 502.6
and is one of the derivatives of FK156 isolated
from Streptomyces olivaceogriseus.14 On binding
to NOD1, FK565 functions as a PAMP. In the
murine model of KD with FK565, NOD1 ligands
supposedly activate the proinflammatory signals

in vascular cells of coronary arteries to produce
large quantities of chemokines and cytokines,
such as CCL213 and IL-1b.33 In response to the
increased chemokines and cytokines, circulating
monocytes are recruited to the FK565-activated
endothelial cells where they subsequently
differentiate into cardiac CD11c+ macrophages.34

In fact, CD11c+ macrophage-deficient mice have
revealed an importance of these macrophages in
the promotion of the pathogenic process of acute
coronary arteritis. We have further reproduced
coronary arteritis in SCID- and Rag1-KO mice.13,34

The immunological features of three murine
models of KD are summarised in Table 1.

All three models use cell wall components as
vasculitis-inducing agents. KD-like vasculitis can be
induced by innate immune PAMPs in a T- or B-
cell-independent manner in CAWS and NOD1
ligand models.11,13,16,17,34 In the LCWE and CAWS
models, Nlrp3 inflammasome, one of the core
molecules firing up the innate immunity, plays a
critical role in the induction of vasculitis. In all
three models, oxidised molecules appear to serve
as innate immune DAMPs, which is observed in
humans as well. Finally, the vasculitis-inducing
potential of CAWS greatly varies with the
structure of mannosyl linkages of Candida
mannan, which are modulated by the culture
conditions.14,20 Similarly, the pathogenic activities

Table 1. Three representative mouse models of Kawasaki disease

CAWS model LCWE model NOD1 ligand model

Triggers

PAMPs CAWS LCWE NOD1 ligand (FK565)

DAMPs Oxidised molecules Oxidised molecules

IL-1a

Oxidised molecules

Others – Superantigen –

PRR Dectin-2 TLR2 NOD1

Innate immunity Vascular cells

Cardiac macrophages

NLRP3 inflammasome

Vascular stromal cells

Macrophage, DC

NLRP3 inflammasome

Endothelial cells

Cardiac macrophages

Acquired immunity T-cell/B-cell-independent T-cell-dependent (CD8+T cells) T-cell/B-cell-independent

Vasculitis

Induction

Scid mice+

Rag1-KO mice+
Scid mice�

Rag1-KO mice�
Scid mice+

Rag1-KO mice+

Cytokine/chemokine TNF-a, IL-1b, GM-CSF

CCL2

TNF-a, IL-1b, IL-1a IL-1b, CCL2

Major infiltrating cellsa Monocytes/macrophages

Neutrophils

T cells, macrophages DC Monocytes/macrophages

Neutrophils

CAWS, Candida albicans water-soluble fraction; CCL2, C–C motif chemokine ligand 2; DAMPs, damage-associated molecular patterns; DC,

dendritic cell; GM-CSF, granulocyte–macrophage colony-stimulating factor; IL, interleukin; KO, knockout; LCWE, Lactobacillus casei cell wall

extract; NLRP3, nucleotide-binding oligomerisation domain, leucine-rich repeat and pyrin domain-containing 3; NOD, nucleotide-binding

oligomerisation domain-containing protein; PAMPs, pathogen-associated molecular patterns; PRR, pattern recognition receptor; Scid, severe

combined immunodeficiency; TLR, Toll-like receptor; TNF, tumor necrosis factor.
aThe major infiltrating cells in the human coronary arterial lesions of acute Kawasaki disease are monocytes/ macrophages and neutrophils.32
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of NOD1 ligands differ among the synthetic
derivatives of FK565 according to their chemical
structures.13

INVOLVEMENT OF MICROBES, PAMPS
AND DAMPS IN KD

The clinical findings (fever, rash, oral and
conjunctival injection and cervical adenitis),
unique age distribution (over 80% of the cases
occur between the ages of 6 months and 4 years)
and epidemiological features (existence of
epidemics, community outbreaks and seasonality)
of KD1,2 mimic those of acute infections.

Various microbes and triggers have been
reported to be associated with KD, but their
causal relationships are yet to be confirmed.2 Only
a few microbes, such as SARS-CoV-2 and Yersinia,
reproducibly develop principal KD symptoms
fulfilling the diagnostic criteria for KD.

With regard to SARS-CoV-2, it infects
endothelial cells, immune cells and many other
cells using the angiotensin-converting enzyme 2
receptor.35 The viral elements are detected within
endothelial cells, and induction of apoptosis and
pyroptosis might have an important role in
endothelial injury in patients with COVID-19.36

Since KD symptoms in COVID-19 typically appear
2–4 weeks after the infection, development of KD
symptoms in SARS-CoV-2 seems to be an immune-
mediated mechanism rather than a direct
consequence of the viral infection.5,35 Consiglio
et al.8 reported a possible involvement of
autoantibodies in the pathogenesis of MIS-C,
although the autoantibody signals were low and
diffuse. Moreover, the role of autoantibodies is
not clear in the abovementioned KD murine
models and in patients with classic KD.14 Given
the suppressed acquired immunity,35,37 the
autoimmune mechanisms are less likely to be
involved in KD-like symptoms in patients with
MIS-C.

As for bacteria, Yersinia pseudotuberculosis is
associated with two unique systemic
inflammatory disorders: Far East scarlet-like
fever (FESLF)38 and a subset of KD, in addition
to self-limiting gastroenteritis. Superantigen
Y. pseudotuberculosis-derived mitogen A (YPMa)
is implicated in the pathogenesis of FESLF, but
not in KD. Patients with FESLF usually show
positive anti-YPMa antibodies and increased
levels of atypical lymphocytes and activated T

cells38, while patients with KD rarely show such
findings.14,39,40 Furthermore, coronary artery
lesions are not documented in FESLF.38

In Japan, children infected with
Y. pseudotuberculosis develop symptoms fulfilling
the diagnostic criteria for KD at a frequency of
12–35%,41 while, in Europe, the incidence of KD
increases when the risk of exposure to
Y. pseudotuberculosis infection is temporally and
regionally higher.42 In line with these studies,
9–10% of the patients hospitalised with KD, in
certain areas of Japan, show serological evidence
of Y. pseudotuberculosis infection.39 These
patients are more likely to develop abdominal
symptoms and cardiac sequelae than KD patients
without Y. pseudotuberculosis.

Children infected with Yersinia enterocolitica
also develop symptoms fulfilling the diagnostic
criteria for KD in Europe, Australia (3%; one out
of 32 patients), the United States and Japan (our
observation; 10%: two out of 20 patients).43,44

Most patients show abdominal symptoms and
incomplete KD symptoms (five of six patients)
without coronary artery lesions.43,44

In summary, subsets of patients with
Y. pseudotuberculosis and Y. enterocolitica
infections also develop symptoms fulfilling the
diagnostic criteria for KD. The incidence of
Yersinia infection-associated development of KD
symptoms varies with the geographical regions.
Moreover, Yersinia infection triggers the
activation of macrophages and caspase-1 in vivo
and redirects the modality of the host cell death
from noninflammatory apoptosis to inflammatory
pyroptosis.45

There have been reports of nonmicrobial
triggers as well. For instance, patients with KD
associated with burn and severe sunburn injuries
have been reported in Canada, Japan and
China.46–49 In these patients, KD occurred on days
2–5 of the burn or sunburn injury, and seven of
the 10 patients showed negative results in their
wound cultures. All patients responded to
intravenous immunoglobulin administration, and
one patient had coronary artery dilatation.46–49

Damage-associated molecular patterns including
small molecules and bioactive lipids that leak
from damaged cells are significantly elevated
immediately after a burn injury. Because necrosis
is a predominant type of cell death in burns,
these molecules contribute to the activation of
many monocytes/macrophages, which is a
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characteristic pathological finding in patients with
burns.50 An infant with KD, following severe
sunburns, showed high serum levels of high-
mobility group box protein 1 (HMGB1), one of the
DAMPs identified during the acute phase of KD.47

However, additional host and microbial factors
may also be involved in the induction of KD, as
burns and severe sunburn injuries are rarely
associated with KD.

In summary, pyroptosis during infection with
Yersinia and SARS-CoV-2, and necrosis in burn or
sunburn injuries release proinflammatory cellular
contents such as DAMPs. ROS immediately oxidise
these molecules, including the membrane
phospholipids of the damaged cells.51 DAMPs
including oxidised phospholipids and low-density
lipoproteins (LDLs) activate the endothelial and
innate immune cells to further produce
proinflammatory cytokines and ROS. These
processes induce the activation of the NLRP3
inflammasome, resulting in the acceleration of
pyroptosis of the endothelial cells and
monocytes.52 S100 proteins, HMGB1, heat-shock
proteins, oxidised phospholipids, apoptosis-
associated speck-like protein containing a caspase
recruitment domain, caspase-1 and gasdermin D
are all recognised as cell death-related molecules;
these molecules are elevated in the sera of
patients with KD.53–59 Thus, the abovementioned
data suggest that proinflammatory cell death
(pyroptosis and necrosis) of endothelial and

innate immune cells may play a significant role in
the development of KD vasculitis (Table 2).

PATHOPHYSIOLOGY OF KD

The initial immune reactions of KD consist of
trigger and acute reactive phases. Initial triggers
include antigen-driven innate and acquired
immune responses to viral and bacterial
pathogens. Activation of the innate immune
system must be stringently regulated. Otherwise,
excessive activation can lead to systemic
inflammation and tissue damage. The main
pathophysiology of acute phase of KD is
associated with innate immune hyperactivation,
accompanying a Th17-related immune response
and a strong inhibition of most T-cell and B-cell
responses14.

An analogous condition has been observed with
SARS-CoV-2. The virus (trigger) initially interacts
with the host as a conventional viral antigen.
Subsequently, apoptosis and pyroptosis can be
provoked by a cytopathic virus, SARS-CoV-2, in
endothelial and immune cells in certain
individuals.36 In patients with severe COVID-19
and MIS-C, DAMPs such as HMGB1 and S100A are
elevated.60–62 Thus, it is possible that DAMPs from
pyroptosis lead to further activation of innate
immune system around a few weeks after the
infection,35,63,64 when KD symptoms might appear
in children exposed to SARS-CoV-2.

Table 2. Kawasaki disease and DAMPs released by cell death

DAMPs26 Functions Related cell death Levels in KD Reference

ASC Lysosomal damage

IL-1b activation

Pyroptosis Increased 53

Calreticulin ‘Eat me signal’ Immunogenicity Apoptosis Increased 54

Defensin-a Antimicrobial

Anti-inflammatory

Apoptosis

NCD

Increased 55

Heat-shock proteins Monocyte and neutrophil attraction

DC maturation

Necroptosis

NCD

Increased 56

HMGB1 DCs and macrophage activation

Cytokine activation

Apoptosis necroptosis pyroptosis Increased 53,57

IL-6 Immune response T-cell differentiation Necroptosis

NCD

Increased 2

Oxidised phospholipids Proinflammatory

Prothrombotic

Necroptosis pyroptosis52 Increased 58

S100 proteins Leucocyte recruitment cytokine induction Necroptosis

NCD

Increased 40,59

ASC, Apoptosis-associated speck-like protein containing a CARD; CD, cluster of differentiation; DAMP, damage-associated molecular patterns;

DC, dendritic cell; HMGB1, high-mobility group box 1 protein; IL, interleukin; KD, Kawasaki disease; NCD, necrotic cell death; NLRP3, nucleotide-

binding oligomerisation domain, leucine-rich repeat and pyrin domain-containing 3.
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Activation of the innate immune system at
acute phase of KD

The following clinical and laboratory findings
support the concept that the acute phase of KD
is driven primarily by the innate immune system.
First, the absolute neutrophil and monocyte
counts in peripheral blood increase. The majority
of the activated T cells in the peripheral blood
are cdT cells, one of the innate immune cells.40

In addition, the major immune cell populations
in the coronary arterial lesions are
monocytes/macrophages and neutrophils.32 These
innate immune cells express high levels of
effector molecules such as elastase and matrix
metalloproteinases,65 thereby suggesting their
involvement in the destruction of the elastic
lamina of the arterial wall. Neutrophils may
contribute to vascular inflammation and cell
damage through the enhanced formation of
neutrophil extracellular traps.66 Second, patients
with KD have the highest recurrence rate within
12 months following the first episode, and this
high-incidence rate of recurrence has been
observed in patients who showed cardiac
sequelae during the first episode.67 In addition,
patients with a recurrent episode of KD are more
likely to have coronary artery abnormalities.68

Recurrence in a short interval and in a more
severe form in patients with KD may be
attributed not to the immunological memory of
the acquired immune system but to the innate
immune memory (trained immunity).69 Trained
immunity is a concept that states that innate
immune cells can undergo metabolic and
epigenetic reprogramming, resulting in enhanced
immune responses to heterologous reinfection or
endogenous danger signals.69 This concept may
also be applicable to the cells of
nonhaematopoietic origin, such as epithelial cells,
endothelial cells and vascular smooth muscle
cells.70 In fact, endothelial cells especially
function as sentinel innate immune cells and
detect foreign pathogens and endogenous
danger signals in the bloodstream.70,71 Oxidised
phospholipids and LDLs, as DAMPs, modify the
epigenetic status of monocytes and vascular cells,
facilitate memory responses and boost
inflammation.72 Since oxidised phospholipids and
LDLs are elevated during the acute phase of
KD,58 we hypothesise that such DAMPs may
reprogramme the cellular metabolism and boost

hyperinflammation of innate immune cells and
vascular cells in patients with KD during its onset
and recurrence.67,68

Furthermore, the clinical and laboratory data
have shown that serum IL-1b levels increase and
IL-1 signalling is upregulated in KD.73,74 These
data suggest that the inflammasome, a key
component of the innate immune system, is
associated with the development of KD vasculitis.
Indeed, NLRP3 inflammasome appears to be one
of the inflammatory signalling platforms bearing
vasculitis in KD.75

Soluble innate immune pattern recognition
molecules (PRMs) are key players of the humoral
arm of innate immunity. They act as opsonins
and enhance the clearance of pathogens, dying
cells and cellular materials by phagocytic cells;
they are also involved in leucocyte recruitment
and activation.76 Soluble PRMs can be classified
into four groups: PRMs such as pentraxins,77

collectins (mannose-binding lectin)78 and
ficolins79 with the ability to activate the
complement system; PRMs such as serum amyloid
A that are unable to activate the complement
system;80 the complement components
themselves;81,82 and other molecules such as
soluble CD1483 and natural antibodies.84

Consistent to our previous finding that some
PAMPs/DAMPs from patients with KD bind to
immunoglobulin G by column experiments,85

intravenous immunoglobulin (IVIG) might exert
its effect through adsorbing a variety of pattern
recognition receptors, including M-ficolin,79 with
the constant regions, and thus clear PAMPs/
DAMPs from the blood of patients with KD. The
soluble PRMs are shown in Table 3.

Natural antibodies, with specificity for both
microbial and self-antigens, act as the first line of
defence against infections and promote the
clearance of dead cell debris. Oxidation-specific
epitopes, serving as DAMPs, are major targets of
IgM natural antibodies.84 IgM natural antibodies
recognise the phosphocholine moiety of oxidised
phosphatidylcholine present in oxidised LDLs and
in membranes of dying cells, as well as other
oxidation-specific epitopes (malondialdehyde).
Because the generation of oxidation-specific
epitopes is associated with cellular death or
oxidative damage of molecules, these epitopes
represent critical tags that allow innate immunity
to distinguish between the viable and damaged
or dying cells.82,84

2021 | Vol. 10 | e1284

Page 6

ª 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of

Australian and New Zealand Society for Immunology, Inc.

The pathophysiology of Kawasaki disease T Hara et al.



Abnormalities in the acquired immune
system

Kawasaki disease is also regarded as a condition
that is associated with acquired immune
abnormalities. It is characterised by decreased
absolute T-cell counts in the peripheral blood,
marked suppression of T-cell receptor/CD3-
induced T-cell proliferation,86 downregulation of
T-cell receptor and B-cell receptor signalling
pathways,40,74,87,88 and decreased regulatory T
and B cells during the acute phase of the
disease.89,90 The proportion of T helper (Th) 17
cells are significantly elevated during the acute
phase of KD.91

As oxidised phospholipids and LDLs are
markedly elevated in blood obtained from
patients with acute KD,58 these findings suggest
that the oxidised phospholipids and LDLs activate
the innate immune and endothelial cells, but
induce T-cell anergy.92 The oxidised LDLs lead to a
significant elevation of Th17 cells and a reduction
in regulatory T cells in a dose- and time-
dependent manner.93

With respect to B cells, the antibody responses
are not generally suppressed in KD.86 Genetic
variants of B-cell-related genes (CD40, CD40L and
BLK) increase the susceptibility of children to
development of KD.2,94,95 A difference in the

expression levels of CD40/CD40 ligand (L) and B
lymphoid tyrosine kinase (BLK) might affect the
production rate and type of antibody produced in
response to an external stimulus in patients with
KD. These studies suggest that B cells and
antibodies play a role in the pathogenesis of
KD.96 Furthermore, the difference might also
influence oxidised LDL-triggered CD40/CD40L
signalling pathway in the endothelial cells to
induce inflammation.97,98 In fact, CD40L
expression on circulating cells is correlated with
the occurrence of coronary artery lesions.99 In
addition to the expression in B cells, BLK is also
expressed in cdT cells and dendritic cells that may
play a role in the vascular inflammation.100 From
another point of view, natural antibodies against
oxidised lipids101 may be produced and involved
in the clearance of apoptotic or pyroptotic cells
during the acute and convalescent stages. B cells
represent a unique component of the acquired
immune system as they express both the B-cell
receptor and pattern recognition receptors, such
as Toll-like receptors.102

In autoimmune aspects of KD, various studies
have shown the presence of immune complexes in
the peripheral blood of patients with KD, but it
remains controversial whether the presence of
immune complexes correlates with the severity of
KD.103 Extensive efforts have been made in search

Table 3. Soluble pattern recognition molecules in Kawasaki disease

Soluble PRMs76 Significance and function

Blood levels

in KD Reference

Pentraxins Induced by infection, tissue damage and inflammation

Pentraxin 3 Blood level reflects the extent of tissue damage. Opsonic activity,

removal of dead cells

Increased 76,77

C-reactive protein The prototype of the pentraxin family removal of microbes and dead cells Increased 76

Collectins Collagen containing C-type lectins

Mannose-binding lectin Opsonic activity, complement activation, removal of dead cells Increased 78

Ficolins Have a fibrinogen-like and collagen-like domain 76

M-ficolins Opsonic activity, complement activation, removal of dead cells, bind to IgG Increased 79

Serum amyloid A Interacts with microorganisms and microbe-derived molecules

Serum amyloid A Opsonic activity, leucocyte recruitment and local proinflammatory

cytokine production

Increased 80

Complement components Eliminating a great diversity of pathogens and dead cells

C3 Activates the alternating pathway Increased 81

C4 Activates the classical pathway No change 81

Factor H Regulates the alternative pathway Decreased 82

Others

Soluble CD14 Mediates the activation of endothelial cells Increased 83

Natural antibodies React to the oxidation-specific epitopes on dead cell phospholipids

and in plasma-oxidised LDL

No data available 84

PRMs, pattern recognition molecules.

ª 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of

Australian and New Zealand Society for Immunology, Inc.
2021 | Vol. 10 | e1284

Page 7

T Hara et al. The pathophysiology of Kawasaki disease



of the deposit of immune complex at vascular
lesions of KD in Japan and other countries.103

However, no immune complex depositions have
been detected in KD vasculitis lesions by Japanese
and American pathologists.104,105 In addition, KD
vasculitis is characterised by granulomatous
inflammation with monocytes/macrophage
infiltrations, whereas fibrinoid necrosis rarely
occurs.105 Thus, these pathological findings of KD
are also distinct from those of immune complex-
associated vasculitis.

This might also be the case with anti-
endothelial cell autoantibodies (AECAs). In fact,
AECAs are not always increased in patients with
KD, and the causal effect of AECAs remains to be
determined in different cohorts.106 KD shows
epidemiological (seasonal variation and outbreaks
in broad regions), clinical (almost one out of 100
children in Japan have the disease by age 5, self-
limitedness, low recurrence rate and no significant
association with autoimmune diseases) and
laboratory (T-cell suppression) features. Thus, the
autoimmune aspect of KD may not be closely
associated with the pathogenic mechanisms of
vasculitis, but it may reflect a secondary event in
the affected patients.14,30

In severe COVID-19, inappropriate acquired
immune responses (lymphopenia, marked
reductions in circulating CD3+, CD4+ and CD8+ T
cells) and ineffective activation of cytotoxic CD8+

T cells and NK cells are also observed.35 In MIS-C,
lymphopenia with decreased CD3+, na€ıve CD4+

and CD8+ T cells is evident.8 In addition, acquired
immune responses against self-antigens may play
a role in the immunopathogenesis of MIS-C,8,62

although the rapid resolution of inflammation in
MIS-C goes against this theory.

Identification of possible PAMPs in KD sera

We detected serum KD-associated molecules with
high specificity and low sensitivity by liquid
chromatography–mass spectrometry (LC-MS) in a
previous study.85 Some serum KD-associated
molecules show fragmentation patterns similar to
those of PAMPs from biofilm extracts obtained
from Y pseudotuberculosis and airborne bacteria
using liquid chromatography–tandem mass
spectrometry. The pathogenic mechanisms of the
biofilms include the production of large amounts
of bioactive molecules through quorum-sensing
mechanism. In fact, KD-associated molecules
are produced in large quantities when

Y. pseudotuberculosis is cultured in an in vitro
biofilm-forming condition;85 this is similar to the
production of toxic shock syndrome toxin-1, which
is 1000-fold higher when Staphylococcus aureus is
cultured in an in vitro tampon sac biofilm
condition.107 In a subsequent high-resolution LC-
MS-based lipidomic analysis, we confirmed that
the KD- associated molecules possessed structures
similar to those found in biofilm extracts from
Y. pseudotuberculosis.58

Oxidative stress and DAMPs in KD

Free radicals in ROS and reactive nitrogen species
(RNS) often exert deleterious effects on human
health. Intracellular sources of ROS and RNS
include the mitochondria, endoplasmic reticulum,
lysosome, peroxisome and enzymes in the
cytoplasm and plasma membrane.108 Oxidative
stress represents a condition of an imbalance
between oxidants and antioxidants, which is in
favor of the oxidants.

In cardiovascular diseases, the excessive
generation of ROS by nicotinamide adenine
dinucleotide phosphate oxidases, uncoupled
endothelial nitric oxide synthase (NOS),
mitochondria, endoplasmic reticulum and xanthine
oxidase has particular relevance.109 As concurrent
messengers with inflammatory signals, the elevated
ROS activate the canonical NF-jB pathway and
lead to the expression of downstream
inflammatory and antioxidant genes, activation of
the inflammasome and secretion of cytokines or
chemokines.109 Further, peroxynitrite is an RNS
product of the reaction of NO with superoxide,
and it can damage various cellular components, as
it is a strong oxidising and nitrating agent. Excess
ROS and RNS are associated with diverse
pathophysiological events in cardiovascular
diseases, such as endothelial dysfunction, vascular
inflammation and atherosclerosis.109

Inflammation can be both a cause and a
consequence of increased oxidative stress. At the
active sites of inflammation, the inflammatory
cells, vascular endothelial cells and smooth muscle
cells are all capable of releasing ROS, enzymes
and chemical mediators to result in oxidative
stress. Oxidative stress also stimulates the NF-jB
pathway and expression of cytokines and
chemokines to further enhance the inflammation.
Thus, inflammation and oxidative stress closely
interact and mutually amplify the effects of each
other.108,109
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During the acute phase of KD (Figure 1),
majority of the cells infiltrating the coronary
arteries are neutrophils and macrophages,32 which
are the primary sources of ROS. The ROS extend
the damage to the inflammatory cells themselves
and adjacent cells, such as vascular cells.110–112

Activated neutrophils and monocytes also release
a large amount of myeloperoxidase, which is a
pro-oxidant enzyme that amplifies the formation
of ROS and development of coronary arteritis in
KD.111 In addition, the NOx and NO-derived
species (3-nitrotyrosine) levels in plasma, inducible
NOS mRNA levels in mononuclear cells and
amount of NO produced by neutrophils are
elevated in patients with acute KD.111,113,114 Thus,
both oxidative and nitrative stresses concur in the
acute phase of KD,110–115 as shown in Table 4.

Secondary products of ROS also contribute to
the development of vascular diseases. Lipid
peroxidation products such as oxidised
phospholipids are implicated in the regulation of
NF-jB activation, inflammation, thrombosis,
angiogenesis, endothelial function and immune
tolerance.92,109 Intriguingly, oxidised
phospholipids or LDLs activate the innate immune
system, increase the production of a range of

proinflammatory molecules such as cytokines,
chemokines, eicosanoids, proteases, ROS and RNS,
and lead to immune cell recruitment and arterial
wall inflammation.109 In addition to these
proinflammatory functions, the oxidised
phospholipids exert prothrombotic effects on a
variety of cell types in the vessel walls.109

During the acute phase of KD, an
overwhelming amount of oxidative stress-
associated molecules are generated as by-products
of inflammation (Table 4). The lipid peroxidation
products include malondialdehyde,115 F2-
isoprostanes,116 and oxidised phospholipids and
LDLs.58,117 Oxidised phospholipids evoke arterial
wall inflammation in humans,118 and oxidised
LDLs induce pyroptosis in vascular endothelial
cells.119 Actually, blood levels of oxidised
phosphatidylcholines58 and oxidised LDLs117 are
associated with the development of coronary
arteritis.

Lectin-like oxidised LDL receptor-1 (LOX-1)
is a major scavenger receptor for oxidised
LDLs in vascular cells120,121 and is involved in
endothelial dysfunction, smooth muscle cell
migration and proliferation, inflammation and
atherogenesis.122,123 LOX-1 ligand assay measures

Figure 1. Hypothetical model for the pathophysiology of Kawasaki disease. Innate immune pathogen-associated molecular patterns (PAMPs)

from microbes activate proinflammatory signals in innate immune and vascular cells through pattern recognition receptors (PRR), thereby

producing large amounts of chemokines and cytokines. Massively produced damage-associated molecular patterns (DAMPs) from cell death and

oxidative stress in the circulating blood exert pleiotropic effects on platelets, monocytes, neutrophils, endothelial cells and vascular smooth muscle

cells through receptor [lectin-like oxidised LDL receptor-1 (LOX-1)]-mediated and receptor-independent mechanisms. Soluble pattern recognition

molecules (PRMs) are also involved in the pathophysiology of Kawasaki disease. In response to these stimulations, monocytes and neutrophils in

the peripheral blood are recruited to stimulated vascular cells. Subsequently, monocytes differentiate into macrophages. These macrophages and

neutrophils play a pivotal role in the development of acute coronary arteritis. Inflammation and oxidative stress mutually amplify each other,

leading to the induction of acute KD. HMGB1, high-mobility group box 1; LDL, low-density lipoprotein.
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the biological activity of apolipoprotein B based
on its binding to LOX-1.124 Using immobilised
recombinant human LOX-1, various types of
modified LDLs can be detected as LOX-1 ligands in
patients with KD.58 Therefore, LOX-1 ligand assay
may better reflect the pathogenic activities of
apolipoprotein B than the measurements of
oxidised lipids or oxidised LDLs by LC-MS or
monoclonal antibodies. LOX-1 ligand assay would
be useful in the diagnosis of acute KD and
possibly in the diagnosis of MIS-C fulfilling the
diagnostic criteria for KD.

CONCLUSIONS

Pathogen-associated molecular patterns and
inflammatory cell death-associated DAMPs appear
to play a significant role in the development of
KD. Subsequently, inflammation and oxidative
stress mutually amplify each other, and possibly
lead to the induction of KD. KD and a subset of
MIS-C fulfilling the diagnostic criteria for KD show
some common but distinct pathophysiological
features. Therefore, further study will be
necessary to find out whether the strategy for the
diagnosis and treatment of KD may be useful in
the management of a subset of MIS-C fulfilling
the diagnostic criteria for KD.
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