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Fig. 5a/Extended Data Figs. 6d,7b 

representative blot shown in Ext. Data Fig. 6d 
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Fig. 5a/Extended Data Fig. 7b 
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Fig. 5a/Extended Data Fig. 7b 
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Fig. 5a/Extended Data Fig. 7b 

AT026 AT027 AT028 AT029Naïve Naïve NT-22 NT-20 AT008 AT022 AT023 AT024 AT025

AT039 AT040 AT041AT030 AT031 AT032 AT033 AT034 AT035 AT036 AT037 AT038

700

1000
Normal splicing (826)

Mis-splicing (762)

700

1000
Normal splicing (826)

Mis-splicing (762)

Case
(ATM -/c.7865C>T) 

Case
(ATM -/c.7865C>T) (ATM +/-) 

Carrier,
paternal

bp

bp

Supplementary Fig. 1 (page 5/18)



Fig. 5a/Extended Data Fig. 7b 
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Fig. 5b/Extended Data Fig. 8a
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Fig. 5b/Extended Data Fig. 8a
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Extended Data Fig. 8c - AT008

representative blot shown in Ext. Data Fig. 8c 
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representative blot shown in Ext. Data Fig. 8c 
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Extended Data Figs. 9c,10 

A representative blot shown in External Data Figure 9c
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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representative blots shown in Ext. Data Fig. 11a 

Extended Data Figs. 11a,b
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Supplementary Fig 1. Unprocessed gel and blot images
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