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Fig. 5a/Extended Data Figs. 6d,7b 

representative blot shown in Ext. Data Fig. 6d 
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Fig. 5a/Extended Data Fig. 7b 
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Fig. 5a/Extended Data Fig. 7b 
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Fig. 5a/Extended Data Fig. 7b 
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Fig. 5a/Extended Data Fig. 7b 
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Fig. 5b/Extended Data Fig. 8a
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Fig. 5b/Extended Data Fig. 8a
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Extended Data Fig. 8c - AT008

representative blot shown in Ext. Data Fig. 8c 
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representative blot shown in Ext. Data Fig. 8c 
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Extended Data Figs. 9c,10 

A representative blot shown in External Data Figure 9c
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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Extended Data Fig. 10 
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representative blots shown in Ext. Data Fig. 11a 

Extended Data Figs. 11a,b
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Supplementary Fig 1. Unprocessed gel and blot images
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