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The pain receptor TRPV1 displays 
agonist-dependent activation 
stoichiometry
Adina Hazan*, Rakesh Kumar*, Henry Matzner & Avi Priel

The receptor channel TRPV1 (Transient Receptor Potential Vanilloid 1) is expressed by primary 
afferent sensory neurons of the pain pathway, where it functions as a sensor of noxious heat and 
various chemicals, including eicosanoids, capsaicin, protons and peptide toxins. Comprised of four 
identical subunits that organize into a non-selective cationic permeable channel, this receptor has a 
variety of binding sites responsible for detecting their respective agonists. Although its physiological 
role as a chemosensor has been described in detail, the stoichiometry of TRPV1 activation by its 
different ligands remains unknown. Here, we combined the use of concatemeric constructs harboring 
mutated binding sites with patch-clamp recordings in order to determine the stoichiometry for 
TRPV1 activation through the vanilloid binding site and the outer-pore domain by capsaicin and 
protons, respectively. We show that, while a single capsaicin-bound subunit was sufficient to achieve 
a maximal open-channel lifetime, all four proton-binding sites were required. Thus, our results 
demonstrate a distinct stoichiometry of TRPV1 activation through two of its different agonist-binding 
domains.

The pain receptor channel TRPV1 (Transient Receptor Potential Vanilloid 1), the ‘heat and capsaicin 
receptor’, plays a key role in the detection of a large array of noxious stimuli1,2. TRPV1 is expressed 
by primary afferent sensory neurons of the pain pathway, where it functions as a sensor of noxious 
heat (> 42 °C) and various noxious chemicals, including eicosanoids, capsaicin (the active component 
of chili peppers), protons and peptide toxins3–5. TRPV1’s overall transmembrane topology and subunit 
organization, illustrated in its recently solved cryo-EM structures, resembles voltage-gated potassium 
(KV) channels, where a functional channel is formed by the symmetrical arrangement of four identical 
subunits around a central ion-conducting pore6,7. Although its physiological role as a chemosensor has 
been described in detail, the molecular mechanism underlying its unique ability to respond to various 
types of agonists is not fully understood.

The TRPV1 channel displays distinct putative binding sites for its corresponding agonists8–15. For 
example, capsaicin, which is a small hydrophobic molecule, binds to the intracellulary-located vanilloid 
binding site (VBS), while protons bind to the extracellular outer-pore domain8,9. Interestingly, while these 
binding sites are located in physically separate regions throughout the receptor channel subunits, they 
both elicit channel activation16. Whether the diverse ligand-binding domains govern TRPV1 activation 
through similar or different allosteric mechanisms remains largely unknown. Furthermore, the stoichi-
ometry of TRPV1 activation by its different ligands is yet to be described. Elucidating TRPV1 activation 
mechanism(s) would uncover the molecular basis of this receptor’s unique ability to respond to a large 
array of noxious chemical stimuli.

Here, we determined the stoichiometry for activation of TRPV1 through the VBS and the outer-pore 
domain by capsaicin and protons, respectively. By engineering concatemeric TRPV1 constructs har-
boring various combinations of wild-type and mutated subunits, we established the minimal number 
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of capsaicin- and proton- bound sites required to evoke channel activation. Our results indicated that, 
while a single capsaicin-bound subunit is sufficient to achieve a maximal open-channel lifetime, all four 
proton-binding sites are required. We therefore propose that the two studied TRPV1 agonists activate 
the channel via distinct mechanisms, indicating a ligand-dependent stoichiometry of TRPV1 activation.

Results
Concatemeric TRPV1 is self-assembled and mimics wild type activation pattern. In order to 
determine the stoichiometry for activation of TRPV1 through the VBS and the outer-pore domain, we 
generated concatemeric TRPV1 constructs. Concatemers have been proven a useful tool to control the 
number and location of a mutated subunit of a homomeric protein17–23. TRPV1 is assembled as a homo-
tetrameric channel with intracellular N- and C-termini6,24. Using this feature as guidelines, we generated 
concatemeric wild type (wt) rat TRPV1 (rTRPV1) constructs (illustrated in Fig. 1a).

To verify the functionality of the tetrameric TRPV1 concatemer, we analyzed its response to its 
known agonists: capsaicin, protons and heat (Fig.  1)19,25. HEK293T cells transiently expressing the 
native rTRPV1 (wt) or tetrameric rTRPV1 concatemeric construct (four subunits, “4wt”) were contin-
uously perfused with the standard extracellular solution when protons (pH 5.5) were applied for 15 s, 
followed by a minute wash, and finally capsaicin (1 μ M). To avoid contamination and due to its hydro-
phobic nature, applications of high capsaicin concentrations (> 0.2 μ M) were restricted to the end of the 
experiments throughout the study. The current-voltage relationship was determined using whole-cell 
patch-clamp recordings. As shown in Fig.  1b, both extracellular protons (H+; cyan line) and capsaicin 
(CAP; orange line) elicited robust, outwardly rectifying currents in cells expressing either rTRPV1 (wt) 
or tetrameric rTRPV1 concatemer (4wt) construct. We further determined the current-voltage relation-
ships in response to heat (temperature range of 22°C–50°C) or capsaicin by applying the two electrodes 
voltage clamp (TEVC) technique in Xenopus laevis oocytes expressing wt or 4wt concatemer (Figs 1c and 
2; average currents at + 80 mV). In both heterologous systems expressing the 4wt concatemeric receptor, 
the current amplitude and kinetics were comparable to those previously reported for wt rTRPV1 (aver-
age current amplitude (± SEM): HEK293T: wt ICAP+80mV =  8.3 ±  1.2 nA and 4wt ICAP+80mV =  7.8 ±  1.8 nA; 
oocytes: wt ICAP+80mV =  5.6 ±  0.3 μ A and 4wt ICAP+80mV =  4.7 ±  0.2 μ A; average temperature threshold 
(±SEM): wt: 42 ±  1.2 °C; 4wt: 43 ±  1.6 °C, and average temperature sensitivity (±SEM): wt: Q10 =  27 ±  3; 
4wt: Q10 =  25 ±  2; Figs 1 and 2)10,12,26–28.

A potential pitfall in using concatemeric constructs is the possibility of the assembly of a functional 
channel from multiple polypeptides, which would result in a mixed channel population in the plasma 
membrane18,19. To test for this possibility, we generated various concatemeric wt rTRPV1 constructs, 
ranging in length from dimeric (2wt), trimeric (3wt), to tetrameric (4wt) and co-expressed them with 
the previously described dominant-negative (DN) rTRPV1 (NML676FAP) subunit (Fig. 2a)29. In order to 
retain a known cRNA molecular ratio between the concatemeric constructs and the DN subunit, oocytes 
were used for this analysis. As shown in Fig. 2b, the presence of DN rTRPV1 rendered significant reduc-
tion in the current elicited in response to capsaicin in wt, 2wt and 3wt constructs, while the 4wt current 
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Figure 1. TRPV1 tetrameric concatemer mimics the activation profile of the wild-type protein.  
(a) Schematic representation of wt and 4wt TRPV1 constructs. The concatemeric rat TRPV1 (rTRPV1) 
construct was engineered by insertion of a unique restriction enzyme site at the C terminal (without the 
stop codon) and to the N-terminal (without the start codon) of adjacent wt subunits (bottom; dashed line). 
(b) Both capsaicin (CAP; 1 μ M; orange line) and extracellular protons (H+; pH 5.5; cyan line) elicited 
robust, outwardly rectifying currents in HEK293 cells transiently expressing either rTRPV1 (“wt”; left) 
or concatemeric rTRPV1 (four subunits, “4wt”; right) construct. Current-voltage relationship traces were 
recorded using whole-cell patch-clamp recording (in 1 s−1 voltage-ramps between − 80 and + 80 mV).  
(c) Thermal response profiles of oocytes expressing either rTRPV1 (“wt”; light grey) or concatemeric 
rTRPV1 (“4wt”; dark grey) construct. The current at each indicated temperature was normalized to that 
evoked at 50 °C. Temperature threshold for both wt and 4wt constructs was 43 °C; the Q10 was 27 for wt and 
26 for 4wt rTRPV1.
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remained unaffected. Thus, the wt, 2wt and 3wt constructs formed a channel consisting of subunits from 
multiple polypeptides, while the tetrameric (4wt) concatemer assembled into a channel consisting of a 
single polypeptide. To further validate this finding, we generated a tetrameric concatemer in which the 
second subunit was mutated to the DN form (3wt/DN; wt-DN-wt-wt; Fig. 2a), and analyzed its response 
to heat-, proton- or capsaicin. We could not observe agonist-evoked currents as late as 10 days after 
construct injection to the oocytes (Fig. 2b). Next, we ruled out cleavage of the constructs in the process 
of assembly and trafficking by performing western blot analysis for rTRPV1 of the single subunit (wt) 
and the concatemeric construct (4wt)(Fig. 2c). Taken together, these findings demonstrate self-assembly 
of the 4wt rTRPV1 polypeptide into a functional channel.

In order to verify that our tetrameric construct maintained the sensitivity of the receptor channel to 
its different activators, we tested capsaicin and protons concentration-dependent activation of wt and 4wt 
rTRPV1 (Fig. 3). Using the whole-cell configuration of the patch clamp technique at a holding potential 
of − 40 mV, each cell was exposed to increasing concentrations of the activator (capsaicin or protons) 

Figure 2. TRPV1 tetrameric concatemer self-assembles into a functional receptor channel. (a) Schematic 
illustration of the different tandem constructs used to study the assembly of rTRPV1 concatemers. Black 
squares represent wild type rTRPV1 subunit (wt) and red squares represent dominate-negative subunits 
(DN) mutated in positions NML676FAP. (b) Bar diagram represents the average (± SEM) amplitudes of a 
whole-cell, capsaicin-evoked (1 μ M) currents from Xenopus laevis oocytes expressing the different tandem 
constructs either alone (black bars), or together with a DN construct (red bars; DN). Holding potential 
− 60 mV. Each bar represents readings from 6–15 oocytes. The statistical significance between currents 
evoked with or without DN was determined using unpaired Student’s t tests, where **represents P ≤  0.01, 
***represents P ≤  0.001. Note that no statistical significant difference in evoked currents was found between 
cells expressing 4wt with or without DN. (c) Western-blot analysis of HEK293T cells transiently expressing a 
single subunit (wt) or a tetrameric tandem (4wt) constructs, using an anti-rat TRPV1 antibody (α  rTRPV1). 
Note that, while the expression of a single subunit wt construct yielded a band corresponded to ~90 kDa, the 
only specific band observed in cells expressing the 4wt construct corresponded to a ~400 kDa size (indicated 
with arrows).
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with a 20–30 s wash between each application, when each activator was analyzed separately. Based on 
the concentration-response relationship fitted by the Hill equation for the effect of capsaicin and pro-
tons (Fig. 3), the estimated EC50 and Hill coefficient (n) for the 4wt TRPV1 construct were comparable 
to these estimated for the wt construct (for capsaicin: EC50 =  0.24 ±  0.02 μ M and nH =  1.3 for wt and 
EC50 =  0.15 ±  0.02 μ M and nH =  1.4 for 4wt; For protons: EC50 =  pH 5.27 ±  0.28 and nH =  1.5 for wt and 
EC50 =  pH 5.23 ±  0.24 and nH =  1.8 for 4wt; Fig.  3). Therefore, our results indicate that the tetrameric 
concatemeric construct mimics the activation pattern and agonist sensitivity of TRPV1 to its different 
activators.

A single available vanilloid binding site (VBS) is sufficient to activate TRPV1. Activation 
of TRPV1 by exo-vanilloids (such as capsaicin) and endo-vanilloids (such as 12-(S)- and 
15-(S)-hydroperoxyeicosatetraenoic acid (12- and 15-HPETE)) has been studied extensively in order 
to better understand pain physiology and behavior5,25,30; however, the stoichiometry and allosteric reg-
ulatory mechanisms through which they activate TRPV1 remain unknown. The Y511A (YA) substitu-
tion, located in the vanilloid binding site (VBS), was shown by mutagenesis and biochemical studies 
to substantially decrease the sensitivity of TRPV1 to capsaicin9,31–33. In order to determine the number 
of subunits necessary for capsaicin-mediated TRPV1 activation, we generated a series of concatemeric 
constructs composed of subunits that harbor either a wt (wt) or a mutated VBS (containing the YA sub-
stitution; ya) in various subunit combinations (Fig. 4a). We transiently expressed different concatemeric 
constructs containing various ratios of wt and mutated subunits in HEK293T cells and recorded the 
currents evoked by capsaicin and protons using whole-cell recordings. As expected, the 4ya construct (in 
which VBS is mutated in all subunits) was insensitive to capsaicin, even when the agonist was applied 
at a maximal concentration (100 μ M due to solubility; three orders of magnitude above the EC50 of the 
wt and 4wt, Fig. 3), while maintaining its sensitivity to protons (Fig. 4b). Interestingly, the inclusion of a 
single wt subunit (wt/3ya) was sufficient to induce a robust outward-rectifying current in response to a 
high capsaicin concentration (100 μ M; Fig. 4c). Therefore, our results indicate that a single VBS subunit 
is sufficient to activate the channel.

Next, we determined the concentration-response relationship of the various concatemeric constructs, 
using the whole-cell configuration of the patch clamp at holding voltage of − 40 mV. As shown in 
Fig. 4d, although elimination of capsaicin binding sites decreases receptor sensitivity to its agonist (4wt: 
EC50 =  0.15 μ M while wt/3ya: EC50 =  3.10 μ M), the Hill coefficient was unaffected and remained close to 
the values obtained for the 4wt and wt TRPV1 (wt: nH =  1.3; 4wt: nH =  1.4; 3wt/ya: nH =  1.1; 2wt/2ya: 
nH =  1.2; wt/3ya: nH =  1.1). Thus, these results suggest that a single VBS-containing subunit is suffi-
cient to produce the conformational changes required for channel activation, indicating that the sym-
metry model (MWC) best describes the allosteric regulation of TRPV1 in response to capsaicin20,22,34,35. 

Figure 3. TRPV1 tetrameric concatemer maintains sensitivity to capsaicin and protons. Normalized 
concentration-response relationships for capsaicin (left) and protons (right) of rTRPV1 (wt; empty circles) 
and the tetrameric concatemeric construct (4wt; full circles) transiently expressed in HEK293 cells. Each 
point represents the average (± SEM) response of 6–12 cells. Solid lines (black for both agonists of wt; 
orange for capsaicin, and cyan for protons of 4wt) are fit to the Hill equation (see Eq. (2)) with EC50 and nH 
for capsaicin of 0.24 ±  0.02 μ M and 1.3 for the wt receptor and 0.15 ±  0.02 μ M and 1.4 for the 4wt construct, 
respectively. The EC50 and nH for protons are pH 5.27 ±  0.28 and 1.5 for the wt receptor and pH 5.23 ±  0.24 
and 1.8 for the 4wt construct, respectively.
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Moreover, the high affinity of capsaicin to TRPV1 is possibly an outcome of its ability to bind each one of 
the four binding sites independently, as evident by the gradual change in the sensitivity in direct relation 
to the number of available intact VBS.

In order to determine whether the arrangement of intact and mutated subunit(s) affects channel 
activity, we generated all the tetrameric concatemer combinations for the 3wt/ya, wt/3ya and the 2wt/2ya, 
and analyzed their sensitivity to capsaicin by whole cell recordings (Fig. 5). If the location of the mutated 
subunit(s) affects channel sensitivity, the various combinations within each group are expected to have 
different response. As shown in Fig. 5, within each group, the different constructs showed comparable 
sensitivity to capsaicin, regardless of the location of the mutated subunit(s), demonstrating symmetry 
of the channel.

The open probability of TRPV1 is affected by the number of active VBS. Our results are con-
sistent with a concert model of capsaicin-mediated TRPV1 activation. In order to uncover the mecha-
nisms by which the sensitivity to capsaicin increases in direct relation to the number of VBS-containing 
subunits (Fig.  4d), single-channel currents were measured in the outside-out configuration of the 
patch-clamp technique (Fig.  6)36. In order to facilitate recording from a single channel, we used an 
inducible system, Flp-in TREX, which allows doxycycline-controlled construct expression levels. This 
system was shown to be highly useful in obtaining membrane patches with a single channel, which 
is challenging to achieve in transiently transfected cells due to high TRPV1 expression levels12,37. We 
therefore stably transfected Flp-in TREX HEK293 cells with the capsaicin sensitive concatemeric con-
structs for single channel analyses. The membrane potential was held at + 60 mV considering that the 
conductance of TRPV1 receptor channels is higher at positive potentials12,38,39. The pipette contained 
standard intracellular patch solution, and the patch of membrane was continuously perfused with stand-
ard extracellular solution. First, we selected outside out patches containing a functional, single channel 
by exposing them to capsaicin (2–30 μ M). Bursts of single channel activity were detected in 74 of 354 
(~21%) tested patches, but, in 58 of them, channel activity was lost within 20 s and did not recover fol-
lowing several minutes of wash; therefore, we used the remaining 16 single channels for further analysis. 
Representative current traces recorded in the presence of 2 μ M capsaicin for 4wt and wt/3ya channels 
are shown in Fig. 6a (top traces). In the 4wt receptor at 2 μ M capsaicin (saturated concentration for this 
construct; Fig.  3), a flickering burst of activity was evoked with an average amplitude of 5.2 ±  0.4 pA 
(corresponding to unitary conductance of 86 ±  3 pS) and open probability of 0.89 ±  0.10 (Fig.  6a, top 
trace). However, in the presence of only a single wt subunit (wt/3ya), the same capsaicin concentration 

Figure 4. A single VBS-containing subunit is sufficient to evoke capsaicin sensitive current. (a) 
Schematic representation of the different tetrameric concatemeric constructs used to study the stoichiometry 
for TRPV1 activation by capsaicin. Black squares represent wt subunits while empty circles represent 
subunits with an Y511A mutated VBS (ya). (b, c) Current-voltage relationship traces in HEK293 cells 
transiently expressing the 4ya (b) and wt/3ya (c) constructs in response to capsaicin (CAP; 100 μ M; orange 
line) and protons (H+; pH 5.5; cyan line). Currents were recorded using whole-cell patch-clamp recording 
(in 1 s−1 voltage ramps between − 80 and + 80 mV). Mutations in all VBS nearly eliminated the capsaicin 
response, while the proton response was intact (b). A single intact VBS was sufficient to produce a robust 
capsaicin response (c). (d) Normalized concentration-response relationships for capsaicin of the different 
concatemers. Each point represents the average (±SEM) response of 10–14 HEK293 cells transiently 
expressing the respective construct. Solid lines are fit to the Hill equation (see Eq. (2)): 4wt (full circles, dark 
red line; nH =  1.4; EC50 =  0.15 ±  0.02 μ M), 3wt/ya (empty squares, red line; nH =  1.1; EC50 =  0.42 ±  0.07 μ M), 
2wt/2ya (empty triangle; orange line; nH =  1.2; EC50 =  1.09 ±  0.08 μ M) and wt/3ya (full diamonds, yellow 
line; nH =  1.1; EC50 =  3.10 ±  0.47 μ M). Reduction in the number of subunits containing an intact VBS leads 
to a shift in the affinity of capsaicin.
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evoked short openings with similar average amplitude of 4.8 ±  0.5 pA (corresponding to unitary conduct-
ance of 80 ±  5 pS) but with an open probability of 0.05 ±  0.02 (Fig. 6a, middle trace). When we exposed 
the wt/3ya construct patch to 30 μ M capsaicin (a saturating concentration for this construct; Fig.  4d), 
flickering bursts of activity was observed, with an average amplitude of 4.9 ±  0.4 pA (corresponding to 
unitary conductance of 82 ±  3 pS) and an open probability of 0.73 ±  0.10 (Fig. 6a, bottom trace). Fig. 6b,c 
summarize the average amplitude and the open probability of the analyzed capsaicin sensitive constructs 
in 2 μ M and the relative saturating capsaicin concentration (as determined in Fig. 4d). Our results show 
that, while the unitary conductance remains same regardless of agonist concentration (Fig. 6b), the open 
probability was strongly correlated with the number of putative subunits (at 2 μ M; Fig.  6c, grey bars). 
Nevertheless, at relative saturating concentration for each of the constructs, similar high open probability 
bursts of activity were obtained. Thus, our results indicate that a single active VBS is sufficient to achieve 
a maximal open-channel lifetime.
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Figure 5. Activation of TRPV1 by capsaicin displays channel symmetry. Bar diagram representing the 
average (± SEM) amplitude of the whole-cell currents for each indicated group of tandem constructs evoked 
by the relative capsaicin concentration (3wt/ya group: 0.5 μ M, left bars; 2wt/2ya group: 1 μ M, middle bars; 
wt/3ya group: 3 μ M, right bars) normalized to the current amplitude of 30 μ M capsaicin (I30μ M CAP). Tested 
conditions were used according to the dose response determined in Fig. 4d. Below each bar diagram are 
schematic Illustrations of the different tandem constructs used to study the symmetry of the capsaicin 
response. Black squares represent wt subunits (wt) and empty circles represent subunits with a mutated 
VBS in position Y511A (ya). Holding potential − 40 mV. Each bar represents 4–7 HEK293T cells transiently 
expressing the respective construct. Statistical significance was determined with the unpaired Student’s t 
tests. No statically significant differences were found.
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Figure 6. A single VBS bound subunit evokes full channel activation. (a) Representative current records 
from an excised outside-out membrane patch of capsaicin-exposed Flp-in TREX HEK293 cells stably 
transfected with 4wt and wt/3ya TRPV1 concatemers. Upward (outward) currents indicate channel opening 
(grey dash line). Shown are representative channel activities upon exposing the patches to saturating 
capsaicin concentration (2 μ M CAP; orange line) of 4wt (top trace) and wt/3ya (middle trace) concatemers. 
Also shown is a representative channel activity of the same wt/3ya patch exposed to 30 μ M capsaicin (30 μ M 
CAP; red line; bottom trace). Holding potential at + 60 mV sampled at 50 kHz and filtered at 1 kHz for 
display. Note the similar channel activation for the relative saturating capsaicin concentration of the two 
constructs. (b, c) Bar diagram representing the average (±SEM) amplitude (b) and open probability (P(open); 
(c) of the single-channel current activated by capsaicin at 2 μ M (grey bars) and saturating concentration 
(Max. CAP; black bars) of the various concatemeric constructs. Each bar represents an average of 3–5 
patches. The statistical significance between the 2 μ M and the relative saturating concentration of capsaicin 
was determined using paired Student’s t test, where **represents P ≤  0.01 and ***represents P ≤  0.001. Note 
that all the different VBS-mutated concatemeric constructs reached similar open probability to that reached 
by the 4wt construct at saturating capsaicin concentrations.
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A maximal proton-mediated TRPV1 activation requires all four subunits. To determine TRPV1 
activation mechanism through an alternative ligand binding site, we analyzed the subunit stoichiometry 
of proton activation. The E600Q (EQ) and E648A (EA) substitutions located on the outer-pore domain 
of rTRPV1 substantially decrease its activation by low pH8,40–42. In order to assess the proton-mediated 
TRPV1 activation mechanism, we generated a series of concatemeric constructs containing subunits 
that harbor either an intact or a mutated (containing the E600Q/E648A dual substitutions; qa) protons 
binding site (Fig. 7a). We recorded the currents evoked by protons and capsaicin from HEK293T cells 
transiently expressing the different constructs using the whole-cell configuration of the patch clamp 
technique (Fig.  7b). The analyzed cell was continuously perfused with the standard extracellular solu-
tion. Concurrently, the cell was exposed initially to protons (pH 4) for 15 s, followed by minute wash, 
and finally capsaicin (1 μ M). A high proton concentration (pH 4) was used in order to saturate all 
binding sites, while higher proton concentrations (pH <  4) were excluded from analysis due to patch 
instability and leak currents. Throughout all the experiments, the extracellular solution and bath solution 
were supplemented with 50 μ M Amiloride to block ASIC1a activity, which is endogenously expressed 
by HEK293T cells12,42,43. Membrane currents in response to protons (pH 4) were observed in concate-
meric constructs having at least one proton-binding subunit (4wt, wt/3qa, 2wt/2qa and 3wt/qa; Fig. 7b). 
Representative traces shown in Fig.  7b were extracted from cells with comparable expression level, as 
estimated by the current amplitude for saturating capsaicin concentration (1 μ M, 1.5-1.8 nA at − 40 mV; 
see inset). The ratio between proton (pH 4) - and capsaicin (1 μ M) - mediated activation of the different 
constructs was normalized to the protons/capsaicin ratio of the 4wt construct (Fig.  7c). In contrast to 
the VBS, elimination of the proton-binding site in a single subunit (3wt/qa construct) led to a dramatic 
reduction in proton-mediated TRPV1 activation (Figs 4 and 7). Moreover, a receptor lacking three of its 
four protons-putative subunits (wt/3qa) nearly lost its sensitivity to protons (Fig. 7b,c).

In order to further determine whether protons activate TRPV1 in a distinct stoichiometry as com-
pared to vanilloids, we analyzed the concentration-response relationship of the concatemeric qa mutated 
constructs, using the whole-cell configuration of the patch clamp technique. Although the elimination of 
a single proton-binding site dramatically decreases the receptor maximal response to protons (Fig. 7b,c), 
receptor sensitivity and Hill coefficient were unaffected (4wt construct: EC50 =  5.23 ±  0.24, nH =  1.8; 3wt/
qa construct: EC50 =  pH 5.20 ±  0.32, nH =  1.6; Fig.  7d). Due to the impaired proton response in the 
2wt/2qa and wt/3qa constructs, we were not able to obtain saturation responses and, therefore, could 
not determine the concentration-relation of these constructs. To conclude, our results indicate that full 
protons-mediated TRPV1 activation requires all four subunits.

Discussion
Here we aimed to determine whether TRPV1 activation through different agonist binding sites follows 
distinct allosteric mechanisms. We combined the use of concatemeric constructs harboring mutated 
binding sites with patch-clamp recordings in order to determine the stoichiometry for TRPV1 acti-
vation through the vanilloid binding site (VBS) and the outer-pore domain by capsaicin and protons, 
respectively. Our results showed that while a single active VBS was sufficient to evoke full TRPV1 acti-
vation, similar proton-mediated channel activation required all four TRPV1 subunits. Thus, our findings 
demonstrated a distinct stoichiometry of TRPV1 activation through two of its different agonist-binding 
domains.

Interestingly, our results showed that not only a single active VBS was enough for capsaicin-mediated 
TRPV1 activation; it was sufficient to achieve a maximal open-channel lifetime (Figs  4 and 6). Thus, 
our findings suggest that the open channel stability is independent of the number of available binding 
sites, but rather depends on the duration of VBS occupancy. We further observed a shift in the capsai-
cin dose-response relationship as a direct function of the number of intact VBS (Fig. 4), indicating the 
presence of four functional binding sites in the wild-type TRPV1, and suggesting that the potency of 
capsaicin stems from its ability to independently bind each of the four sites. Capsaicin, similar to other 
exo- and endo-vanilloids, is a lipophilic molecule that needs to cross the plasma membrane in order to 
bind to VBS. Therefore, capsaicin efficacy derives from its potential accumulation within the cell and 
in proximity to the plasma membrane, in combination with the availability of four binding sites on its 
receptor. Relatively high capsaicin concentrations are required to achieve full TRPV1 activation through 
a single functional VBS (30 μ M for wt/3ya vs. 2 μ M for 4wt), which likely represents a scenario of binding 
sites occupancy rather than gating deficiency. Taken together, our results demonstrate that, while a single 
VBS is sufficient for capsaicin-mediated TRPV1 activation, high ligand potency requires the availability 
of all four VBS.

Similar to our findings regarding capsaicin-mediated activation of TRPV1, Janssens and Voets (2011) 
showed that TRPM8 harbors four independent binding sites for its agonist menthol22. However, contrary 
to our findings with TRPV1, their data demonstrates a stepwise mechanism for channel open state sta-
bilization by the agonist. Therefore, although both somatosensory TRP channels have four independent 
binding sites for their respective lipophilic ligands (capsaicin for TRPV1 and menthol for TRPM8), their 
gating mechanisms appear to be different. Nevertheless, VBS-mediated TRPV1 activation follows a sim-
ilar mechanism to that of the α 7 AchR, shown by Andersen et al. (2013) to be fully activated through a 
single neurotransmitter-binding site44.
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Figure 7. TRPV1 maximal activation by protons requires all four proton-binding subunits. (a) 
Illustration of the different tetrameric concatemeric constructs used to study the stoichiometry for TRPV1 
activation by protons. Black squares represent proton-binding intact subunits (wt) and grey squares represent 
subunits mutated in their proton-binding site in both positions E600Q and E648A (qa). (b) Whole-cell 
current traces (blue) in response to protons (pH 4; grey bar) of HEK293T cells transiently expressing the 
different mutant protons-binding concatemeric constructs, as indicated. Similar TRPV1 expression levels 
were estimated from the current evoked by saturating capsaicin concentration. Inset: representative whole-
cell current traces (orange) in response to capsaicin (1 μ M; light grey bar) of the 4wt and 4qa constructs. 
Note that the capsaicin response was unaffected by the mutation in the proton-binding sites. Holding 
potential of − 40 mV. (c) Bar diagram representing the average ratio (±SEM) between protons (pH 4) - and 
capsaicin (at saturating concentration; 1 μ M) - evoked amplitudes, normalized to the ratio obtained for the 
4wt construct. Each bar represents 12–14 HEK293T cells transiently expressing the indicated concatemeric 
constructs. The statistical significance between the 4wt and the different proton-binding mutant constructs 
was determined with unpaired Student’s t test, where * represents P ≤  0.05, **represents P ≤  0.01 and 
***represents P ≤  0.001. Note a reduction in protons to capsaicin ratio with the inclusion of a single subunit 
mutated in its proton-binding sites (3wt/qa). (d) Normalized concentration-response relationships for 
protons of the 4wt and 3wt/qa concatemeric constructs. Each point represents the average (±SEM) response 
of 5–8 HEK293T cells transiently expressing the indicated concatemeric constructs. Solid lines are fit to the 
Hill equation (see Eq. (2)): 4wt (full circles, cyan line; nH =  1.8; EC50 =  pH 5.23 ±  0.24), 3wt/qa (empty circle, 
blue line; nH =  1.6; EC50 =  pH 5.20 ±  0.32). Holding potential of − 40 mV.
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We obtained Hill slope factors of ~1 for all capsaicin-sensitive TRPV1 constructs (Figs  3 and 4). 
Various Hill coefficient values for capsaicin-mediated TRPV1 activation have been previously reported, 
their values generally in the 1–2 range23,38,39. Hill coefficient values are equal to the number of ligand 
binding sites, assuming the unlikely scenario that all bindings are completely cooperative39,45. Therefore, 
the obtained value potentially depends on the experimental procedures used in each study46.

In contrast to VBS/capsaicin-mediated TRPV1 activation, our results suggest that proton-mediated 
channel activation through its outer-pore domain behaves in a recessive manner (Fig. 7). Mutation of a 
single proton-binding subunit significantly reduced proton (pH 4)-evoked current (in whole-cell record-
ings at − 40 mV), whereas mutating three subunits nearly abolished TRPV1 activation. We suggest that 
protonation of each subunit is needed for shifting the channel from its resting to active conformation, 
resulting in a recessive manner of proton-mediated TRPV1 activation.

An elegant, simplified model for separation of ligand-binding from activation gating of ligand-gated 
ion channels was recently summarized by William Zagotta (2015)47, based on a model originally pro-
posed by Del Castillo and Katz (1957)48:

+ ( ) A R AR AR 1close

K

close

L

open
A

Where A is the agonist, R is the receptor, KA is the association equilibrium constant for bind-
ing and L is the equilibrium constant of the bound channel. Our results suggest that while a single 
capsaicin-sensitive VBS (in the wt/3ya construct) is sufficient for full opening of the channel, maximal 
open probability of this construct requires high activator concentration (Figs 4 and 6). Hence, mutations 
in VBS mostly affected KA. On the other hand, while abolishing the proton-binding capability of one 
subunit (in the 3wt/qa construct) dramatically decreased the amplitude of the proton-evoked current, 
no shift in dose response was obtained (Fig. 7). Hence, mutations in the proton-binding site primarily 
affected L. Therefore, our results indicate that TRPV1 activation mechanism is activator-dependent.

Methods
TRPV1 Receptor Mutagenesis. The tetrameric TRPV1 channel was generated by linking the N- and 
C- termini of four rTRPV1 genes with a short linker sequence (-GSGGSGS-) and flanking them with 
distinct restriction sites relative to the MCS of pCDNA3.1+  (Invitrogen, MA, USA). The methionine 
of the first subunit and the stop codon of the last were conserved, while the remaining were removed. 
The concatemers were sub-cloned sequentially into pCDNA3.1+  (Invitrogen, MA, USA) using T4 DNA 
ligase (Thermo Scientific, MA, USA).

Site directed mutagenesis of Y511A was performed on the rTRPV1 gene through overlap PCR tech-
niques using Phusion High-Fidelity DNA Polymerase (New England Biolabs, MA, USA), as previously 
described12,49. The restriction site AfeI was silently included with the mutation. The E600Q/E648A muta-
tions were created using Q5 site mutagenesis kit (New England Biolabs, MA, USA) and silently included 
the restriction site BglII with the E648A primer. All constructs were verified by sequencing and restric-
tion enzymes digestion.

Cell culture and transfection. Human embryonic kidney 293 cells (HEK293T) were cultured in 
Dulbecco’s modified Eagle’s medium (DMEM) (Sigma-Aldrich, MO, USA) supplemented with 10% fetal 
bovine serum (FBS), 1% Penicillin-Streptomycin, 2 mM l-Alanyl l-Glutamine, and 25 mM HEPES (pH 
7.3; Biological industries, Israel) (herein: Full DMEM) at 37 °C and 5% CO2. Cells were passed twice a 
week. Transfections were performed in 12-well plates containing 3 ×  105 cells using Mirus LT1 transfec-
tion reagent (Mirus Bio, WI, USA) with Opti-MEM I Reduced Serum Medium (Invitrogen, MA, USA). 
Generally, 300 ng of rTRPV1 in pCDNA3.1+  was used for transfection, while 700 ng of any of the con-
catemeric constructs expressed in pCDNA3.1+  were used. 200 ng EGFP inserted in pCDNA3.1+  was 
included with all DNA transfection to confirm successful transfection.

Generating and inducing stably expressing Flp-in TREX 293 cells. All combinations of the 
Y511A mutation were stably expressed in Flp-in TREX 293 cells following manufacturer’s protocol 
(Invitrogen, MA, USA). Briefly, cells were co-transfected (performed as described above) with pcDNA5/
FRT/TO containing the gene of interest and the Flp-recombinase expression vector pOG44 into the 
Flp-In host cell line (Invitrogen, MA, USA) at a ratio of 1:9, respectively, as previously described12. 
Successful recombination and maintenance of the gene of interest was confirmed through hygromycin B 
(200 μ g/ml; Sigma-Aldrich, MO, USA) selection to establish a stably-transfected cell line.

HEK293T Electrophysiology. Patch clamp experiments were executed using HEK293T cells in the 
whole cell or outside-out configuration 24 hrs after transfection, as previously described12,49–51. 30,000 
cells were plated on glass coverslips (12 mm) coated with relevant amounts of poly-D-Lysine (PDL; 
Sigma-Aldrich, MO, USA) and/or Matrigel (BD-biosciences, MA, USA) according to the configuration 
(see below). Patch electrodes were fabricated from borosilicate glass using the P1000 Micropipette Puller 
(Sutter Instrument, CA, USA) and fire-polished using the microforge MF-900 (Narishige, Tokyo, Japan). 
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Electrodes were coated with Sylgard (World Precision Instrument, FL, USA) to reduce the capacity of the 
recording pipette and to improve noise characteristics52. The bath solution contained (mM): 140 NaCl, 2.3 
KCl, 2 MgSO₄, 5 (4-(2-hydroxyethyl)-1-piperazineethanesulfonic acid (HEPES), and 5 2-(N-morpholino)
ethanesulfonic acid (MES) and was adjusted to pH 7.4 with NaOH. Calcium was excluded from external 
solution in order to avoid TRPV1 calcium dependent desensitization53. Following establishment of the 
whole cell or outside-out configuration36, cells were perfused using the ValveBank perfusion system 
(AutoMate Scientific, CA, USA). Stock solution of 10 mM Capsaicin (Sigma-Aldrich, MO, USA and 
Tocris bioscience, Bristol, UK) was prepared in DMSO (Sigma-Aldrich, MO, USA), and freshly dissolved 
in bath solution to the desired concentration. Recordings were performed using Axopatch 200B patch 
clamp amplifier (Molecular Devices, CA, USA), and data was collected and analyzed using pClamp 10.2 
software (Molecular Devices, CA, USA). All experiments were carried out at room temperature.

Whole Cell Recordings. HEK293T cells were plated on coverslips pre-coated with 0.05 mg/ml 
poly-D-Lysine (PDL; Sigma-Aldrich, MO, USA) and 1 μ g/ml Matrigel (BD-biosciences, Bedford, MA, 
USA) three hrs prior to recordings. Patch clamp experiments were filtered at 1 kHz using a low-pass 
Bessel filter and sampled at 2–5 kHz. Patch electrodes were fire-polished to a resistance of 2–4 MΩ . To 
avoid potential voltage errors due to receptor overexpression, dose responses were recorded at − 40 mV, 
with the maximal current limited to ~2.5 nA. The pipette solution contained (mM): 100 Cesium meth-
anesulfonate (CsMeSO3), 25 CsCl, 3 MgSO4, 3.62 CaCl2, 10 ethylene glycol tetraacetic acid (EGTA) 
and 30 HEPES adjusted to pH 7.2 with CsOH. Proton response recordings were performed with 50 μ M 
Amiloride in the bath solution (Sigma-Aldrich, MO, USA) in order to block natively expressed ASICs43.

Single Channel Recordings and Analysis. Single-channel currents were recorded in the outside-out 
patch configuration of the patch-clamp technique, as previously described12,49,51. All single-channel 
recordings were done using the stable cell line Flp-in TREX 293 cells. Cells were plated on coverslips 
coated with 0.2 mg/ml PDL one hour prior induction. Doxycycline concentration and induction times 
for obtaining a membrane patches with a single channel were determined for each construct37. Generally, 
0.3–1 μ g/ml doxycycline was used for 2–4 hrs prior to recordings. Patch electrodes were fire-polished 
to a resistance of 10–15 MΩ . The pipette solution contained (mM): 130 KCl, 4 NaCl, 2 MgSO4, 0.5 
CaCl2, 1 EGTA and 10 HEPES adjusted to pH 7.2 with KOH. Single-channel currents were low-pass 
filtered at 5 kHz and digitized at 50 kHz. Occasional large brief noise spikes were visually identified and 
removed from the current traces. Single-channel recordings were analyzed with the pCLAMP 10.2 pro-
gram Clampfit (Axon Instruments, USA), as previously described12,51. For each concatemeric construct, 
150–2000 events were collected from each of 3–5 separate patches. To determine channel amplitude, 
all-point amplitude histograms were created using data digitally filtered at 2 kHz. To determine chan-
nel open probability, traces filtered at 5 kHz were idealized using the half-amplitude threshold crossing 
method (pCLAMP 10.2)38.

Oocyte Preparation and Electrophysiology. Stage V–VI Xenopus laevis oocytes were prepared as 
previously described12,49. Oocytes were injected up to 24 hr after isolation with a total of 5 ng cRNA, and 
assayed 5–10 days later. Two electrode voltage-clamp recordings were carried out at RT using GeneClamp 
500 connected to digidata1322A and pCLAMP 8.2 (Molecular Devices, CA, USA). Electrodes (Sutter 
Instruments, CA, USA) were filled with 3 M KCl and had resistance of 0.5–1 MΩ . Oocytes were contin-
uously perfused with normal frog ringer (NFR) solution without calcium containing (mM): 115 NaCl, 
2.5 KCl, 2 MgSO2, and 10 HEPES, pH 7.4 with NaOH.

Western Blot Analysis. For Western-blot analysis under reducing conditions, HEK293T cells were 
transiently transfected with 4 μ g of concatemeric rTRPV1 (4wt), 1.5 μ g of wild type TRPV1, or 2.5 μ g 
of EGFP (all in pCDNA3.1+ ) in 6-well plates with 7.5 ×  105 cells, as previously described49,50. The fol-
lowing day cells were washed with ice cold PBS containing 0.2 g/L KH2PO4, 0.2 g/L KCl, 8.0 g/L NaCl, 
and 1.15 g/L Na2HPO4 (Sigma-Aldrich, MO, USA), and then mechanically lifted. The samples were cen-
trifuged for 30 s at 1000xg and then resuspended in a RIPA solution containing 150 mM NaCl, 1.0% 
IGEPAL®  CA-630, 0.5% sodium deoxycholate, 0.1% SDS, and 50 mM Tris, pH 8.0 and protease inhibitors 
including 1 mM AEBSF, 800 nM Aprotinin, 50 μ M Bestatin, 15 μ M E64, 20 μ M Leupeptin, and 10 μ M 
Pepstatin A, dissolved in DMSO (all regents from Thermo Scientific, MA, USA). Samples were incubated 
on ice for 30 min, with gentle perturbation every 10 min. After centrifuging for 30 min, the supernatant 
(total protein extract) was collected.

For each 10 μ l of total sample volume, a ratio of 6.5 μ l of lysis sample, 2.5 μ l of Lithium Dodecyl 
Sulfate (LDS) sample buffer, and 1 μ l of the reducing agent Dithiothreitol (DTT) (Invitrogen, MA, USA) 
were combined and then boiled at 95 °C for 5 min. Due to the predicted size of the concatemeric con-
structs (~400 kDa), protein samples were separated on a 3–8% SDS-PAGE Tris-Acetate gradient gel and 
transferred to a nitrocellulose membrane (Invitrogen, MA, USA) in the presence of 5% transfer buffer 
(Invitrogen, MA, USA), 0.1% Antioxidant (N,M-Dimethylformarmide), and 5% Methanol in double 
distilled water. The membrane was blocked with 5% nonfat dry milk in Tris-buffered saline (TBST) 
containing 50 mM Tris, 150 mM NaCl and 0.05% Tween 20. The membrane was incubated with pri-
mary rabbit-anti-rat rTRPV1 antibodies dissolved in TBST (1:2000; Alomone Labs, Jerusalem, Israel)54 
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overnight at 4 °C with gentle agitation. Blots were washed three times for 5 min each and incubated 
with goat-anti-rabbit HRP conjugated antibody (1:10,000; Jackson ImmunoResearch, PA, USA) for 
1 hr at RT, followed by developing with an ECL kit (PerkinElmer, MA, USA). Images were acquired 
using ChemiDoc XRS+  molecular imager (Bio-Rad, CA, USA) and analyzed using ImageLab software 
(Bio-Rad, CA, USA).

Data Analysis. Dose response curves were calculated by SigmaPlot software (San Jose, CA) using the 
sigmoidal Hill equation as follows:
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Where: I =  measured current, Imax =  maximal current at saturating dose (pre-measured for each con-
struct), x =  tested agonist concentration, EC50 =  the calculated concentration that elicits 50% of maximal 
current and n =  Hill coefficient.

Thermal threshold was determined by normalizing the response at each temperature to the response 
at the maximal applied temperature (50 °C; holding potential of + 80 mV)55. Temperature thresholds 
represent the point of intersection between linear fits and baseline and the steepest component of the 
Arrhenius profile. Arrhenius curves were obtained by plotting obtained current on a log-scale against 
the absolute temperatures. Q10 was calculated using the following equation:
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Where R2 =  current at the higher temperature (T2) and R1 =  current at the lower temperature (T1).
Standard errors were calculated using SigmaPlot software (San Jose, CA). Student’s t-test was used to 

determine statistical similarities between different groups.

References
1. Ramsey, I. S., Delling, M. & Clapham, D. E. An introduction to TRP channels. Annu. Rev. Physiol. 68, 619–47 (2006).
2. Julius, D. TRP channels and pain. Annu Rev Cell Dev Biol 29, 355–384 (2013).
3. Basbaum, A. I., Bautista, D. M., Scherrer, G. & Julius, D. Cellular and molecular mechanisms of pain. Cell 139, 267–284 (2009).
4. Dubin, A. E. & Patapoutian, A. Nociceptors: the sensors of the pain pathway. J Clin Invest 120, 3760–3772 (2010).
5. Vriens, J., Appendino, G. & Nilius, B. Pharmacology of vanilloid transient receptor potential cation channels. Mol Pharmacol 75, 

1262–1279 (2009).
6. Liao, M., Cao, E., Julius, D. & Cheng, Y. Structure of the TRPV1 ion channel determined by electron cryo-microscopy. Nature 

504, 107–112 (2013).
7. Cao, E., Liao, M., Cheng, Y. & Julius, D. TRPV1 structures in distinct conformations reveal activation mechanisms. Nature 504, 

113–118 (2013).
8. Jordt, S. E., Tominaga, M. & Julius, D. Acid potentiation of the capsaicin receptor determined by a key extracellular site. Proc 

Natl Acad Sci USA 97, 8134–8139 (2000).
9. Jordt, S. & Julius, D. Molecular basis for species-specific sensitivity to ‘hot’ chili peppers. Cell 108, 421–430 (2002).

10. Rosenbaum, T., Gordon-Shaag, A., Munari, M. & Gordon, S. E. Ca2+ /calmodulin modulates TRPV1 activation by capsaicin. J. 
Gen. Physiol. 123, 53–62 (2004).

11. Salazar, H. et al. A single N-terminal cysteine in TRPV1 determines activation by pungent compounds from onion and garlic. 
Nat. Neurosci. 11, 255–61 (2008).

12. Bohlen, C. J. et al. A bivalent tarantula toxin activates the capsaicin receptor, TRPV1, by targeting the outer pore domain. Cell 
141, 834–845 (2010).

13. Ufret-Vincenty, C. A., Klein, R. M., Hua, L., Angueyra, J. & Gordon, S. E. Localization of the PIP2 sensor of TRPV1 ion channels. 
J. Biol. Chem. 286, 9688–98 (2011).

14. Nieto-Posadas, A. et al. Lysophosphatidic acid directly activates TRPV1 through a C-terminal binding site. Nat. Chem. Biol. 8, 
78–85 (2012).

15. Zheng, J. & Ma, L. Structure and function of the thermoTRP channel pore. Curr. Top. Membr. 74, 233–57 (2014).
16. Nieto-Posadas, A., Jara-Oseguera, A. & Rosenbaum, T. TRP channel gating physiology. Curr Top Med Chem 11, 2131–2150 (2011).
17. Isacoff, E. Y., Jan, Y. N. & Jan, L. Y. Evidence for the formation of heteromultimeric potassium channels in Xenopus oocytes. 

Nature 345, 530–4 (1990).
18. Liman, E. R., Tytgat, J. & Hess, P. Subunit stoichiometry of a mammalian K+  channel determined by construction of multimeric 

cDNAs. Neuron 9, 861–71 (1992).
19. Sack, J. T., Shamotienko, O. & Dolly, J. O. How to validate a heteromeric ion channel drug target: assessing proper expression of 

concatenated subunits. J. Gen. Physiol. 131, 415–20 (2008).
20. Gagnon, D. G. & Bezanilla, F. A single charged voltage sensor is capable of gating the Shaker K+  channel. J. Gen. Physiol. 133, 

467–83 (2009).
21. Li, M., Kawate, T., Silberberg, S. D. & Swartz, K. J. Pore-opening mechanism in trimeric P2X receptor channels. Nat. Commun. 

1, 44 (2010).
22. Janssens, A. & Voets, T. Ligand stoichiometry of the cold- and menthol-activated channel TRPM8. J Physiol 589, 4827–4835 (2011).
23. Cheng, W. et al. Heteromeric heat-sensitive transient receptor potential channels exhibit distinct temperature and chemical 

response. J. Biol. Chem. 287, 7279–88 (2012).
24. Tominaga, M. & Tominaga, T. Structure and function of TRPV1. Pflugers Arch. 451, 143–50 (2005).
25. Caterina, M. J. & Julius, D. The vanilloid receptor: a molecular gateway to the pain pathway. Annu Rev Neurosci 24, 487–517 

(2001).
26. Caterina, M. J. et al. The capsaicin receptor: a heat-activated ion channel in the pain pathway. Nature 389, 816–824 (1997).



www.nature.com/scientificreports/

13Scientific RepoRts | 5:12278 | DOi: 10.1038/srep12278

27. Bhave, G. et al. Protein kinase C phosphorylation sensitizes but does not activate the capsaicin receptor transient receptor 
potential vanilloid 1 (TRPV1). Proc Natl Acad Sci USA 100, 12480–12485 (2003).

28. Yao, J., Liu, B. & Qin, F. Kinetic and energetic analysis of thermally activated TRPV1 channels. Biophys J 99, 1743–1753 (2010).
29. Kuzhikandathil, E. V. et al. Functional analysis of capsaicin receptor (vanilloid receptor subtype 1) multimerization and agonist 

responsiveness using a dominant negative mutation. J Neurosci 21, 8697–8706 (2001).
30. Hwang, S. W. et al. Direct activation of capsaicin receptors by products of lipoxygenases: endogenous capsaicin-like substances. 

Proc Natl Acad Sci USA 97, 6155–6160 (2000).
31. Gavva, N. R. et al. Molecular Determinants of Vanilloid Sensitivity in TRPV1. J. Biol. Chem. 279, 20283–20295 (2004).
32. Winter, Z. et al. Functionally important amino acid residues in the transient receptor potential vanilloid 1 (TRPV1) ion 

channel–an overview of the current mutational data. Mol. Pain 9, 30 (2013).
33. Hanson, S. M., Newstead, S., Swartz, K. J. & Sansom, M. S. P. Capsaicin Interaction with TRPV1 Channels in a Lipid Bilayer: 

Molecular Dynamics Simulation. Biophys. J. 108, 1425–1434 (2015).
34. Monod, J., Wyman, J. & Changeux, J. P. On the Nature of Allosteric Transitions: A Plausible Model. J Mol Biol 12, 88–118 (1965).
35. Cox, D. H. H., Cui, J. & Aldrich, R. W. Allosteric Gating of a Large Conductance Ca-activated K+  Channel. J. Gen. Physiol. 110, 

257–281 (1997).
36. Hamill, O. P., Marty, A., Neher, E., Sakmann, B. & Sigworth, F. J. Improved patch-clamp techniques for high-resolution current 

recording from cells and cell-free membrane patches. Pflugers Arch 391, 85–100 (1981).
37. Trapani, J. G. & Korn, S. J. Control of ion channel expression for patch clamp recordings using an inducible expression system 

in mammalian cell lines. BMC Neurosci. 4, 15 (2003).
38. Studer, M. & McNaughton, P. A. Modulation of single-channel properties of TRPV1 by phosphorylation. J Physiol 588, 3743–3756 

(2010).
39. Hui, K., Liu, B. & Qin, F. Capsaicin activation of the pain receptor, VR1: multiple open states from both partial and full binding. 

Biophys J 84, 2957–2968 (2003).
40. Ahern, G. P., Brooks, I. M., Miyares, R. L. & Wang, X. Extracellular cations sensitize and gate capsaicin receptor TRPV1 

modulating pain signaling. J. Neurosci. 25, 5109–16 (2005).
41. Aneiros, E. et al. The biophysical and molecular basis of TRPV1 proton gating. EMBO J. 30, 994–1002 (2011).
42. Ryu, S., Liu, B., Yao, J., Fu, Q. & Qin, F. Uncoupling proton activation of vanilloid receptor TRPV1. J. Neurosci. 27, 12797–807 

(2007).
43. Thomas, P. & Smart, T. G. HEK293 cell line: a vehicle for the expression of recombinant proteins. J. Pharmacol. Toxicol. Methods 

51, 187–200 (2005).
44. Andersen, N., Corradi, J., Sine, S. M. & Bouzat, C. Stoichiometry for activation of neuronal α 7 nicotinic receptors. Proc. Natl. 

Acad. Sci. USA 110, 20819–24 (2013).
45. Weiss, J. N. The Hill equation revisited: uses and misuses. FASEB J. 11, 835–41 (1997).
46. Kegeles, G. The Hill coefficient for a Monod-Wyman-Changeux allosteric system. FEBS Lett. 103, 5–6 (1979).
47. Zagotta, W. N. in Handbook of Ion Channels (eds. Zheng, J. & Trudeau, M. C.) 41–52 (CRC Press, 2015).
48. Del Castillo, J. & Katz, B. Interaction at end-plate receptors between different choline derivatives. Proc. R. Soc. London. Ser. B, 

Biol. Sci. 146, 369–81 (1957).
49. Priel, A., Selak, S., Lerma, J. & Stern-Bach, Y. Block of Kainate Receptor Desensitization Uncovers a Key Trafficking Checkpoint. 

Neuron 52, 1037–1046 (2006).
50. Priel, A. et al. Stargazin reduces desensitization and slows deactivation of the AMPA-type glutamate receptors. J. Neurosci. 25, 

2682–2686 (2005).
51. Priel, A. & Silberberg, S. D. Mechanism of ivermectin facilitation of human P2× 4 receptor channels. J. Gen. Physiol. 123, 281–93 

(2004).
52. Levis, R. a. & Rae, J. L. Low-noise patch-clamp techniques. Methods Enzymol. 293, 218–266 (1998).
53. Touska, F., Marsakova, L., Teisinger, J. & Vlachova, V. A ‘cute’ desensitization of TRPV1. Curr. Pharm. Biotechnol. 12, 122–129 

(2011).
54. Goswami, C. et al. TRPV1 acts as a synaptic protein and regulates vesicle recycling. J. Cell Sci. 123, 2045–57 (2010).
55. Cordero-Morales, J. F., Gracheva, E. O. & Julius, D. Cytoplasmic ankyrin repeats of transient receptor potential A1 (TRPA1) 

dictate sensitivity to thermal and chemical stimuli. Proc. Natl. Acad. Sci. USA 108, E1184–91 (2011).

Acknowledgements
We thank Julio Cordero-Morales and members of the Priel laboratory for helpful discussion and comments. 
This work was supported by a Kaete Klausner fellowship (to A.H.), the Israel Science Foundation grants 
no. 1721/12 and 1368/12 (to A.P.), Marie-Curie Career Integration Grant (FP7-CIG-321899) (to A.P.) 
and the David R. Bloom Center for Pharmacy (to A.P.). A.P. is affiliated with the David R. Bloom Center 
for Pharmacy and the Brettler Center for Research in Molecular Pharmacology and Therapeutics, School 
of Pharmacy, The Hebrew University of Jerusalem.

Author Contributions
A.H., R.K. and A.P. designed the study and analyzed data. A.H. engineered the mutant clones and 
concatemeric constructs and performed western-blot analysis. R.K. and H.M. collected electrophysiological 
data. A.H. and A.P. wrote the manuscript with discussion and contribution from all authors. A.P. 
supervised the project and provided guidance throughout.

Additional Information
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Hazan, A. et al. The pain receptor TRPV1 displays agonist-dependent 
activation stoichiometry. Sci. Rep. 5, 12278; doi: 10.1038/srep12278 (2015).

This work is licensed under a Creative Commons Attribution 4.0 International License. The 
images or other third party material in this article are included in the article’s Creative Com-

mons license, unless indicated otherwise in the credit line; if the material is not included under the 
Creative Commons license, users will need to obtain permission from the license holder to reproduce 
the material. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/

http://creativecommons.org/licenses/by/4.0/

	The pain receptor TRPV1 displays agonist-dependent activation stoichiometry
	Results
	Concatemeric TRPV1 is self-assembled and mimics wild type activation pattern. 
	A single available vanilloid binding site (VBS) is sufficient to activate TRPV1. 
	The open probability of TRPV1 is affected by the number of active VBS. 
	A maximal proton-mediated TRPV1 activation requires all four subunits. 

	Discussion
	Methods
	TRPV1 Receptor Mutagenesis. 
	Cell culture and transfection. 
	Generating and inducing stably expressing Flp-in TREX 293 cells. 
	HEK293T Electrophysiology. 
	Whole Cell Recordings. 
	Single Channel Recordings and Analysis. 
	Oocyte Preparation and Electrophysiology. 
	Western Blot Analysis. 
	Data Analysis. 

	Acknowledgements
	Author Contributions
	Figure 1.  TRPV1 tetrameric concatemer mimics the activation profile of the wild-type protein.
	Figure 2.  TRPV1 tetrameric concatemer self-assembles into a functional receptor channel.
	Figure 3.  TRPV1 tetrameric concatemer maintains sensitivity to capsaicin and protons.
	Figure 4.  A single VBS-containing subunit is sufficient to evoke capsaicin sensitive current.
	Figure 5.  Activation of TRPV1 by capsaicin displays channel symmetry.
	Figure 6.  A single VBS bound subunit evokes full channel activation.
	Figure 7.  TRPV1 maximal activation by protons requires all four proton-binding subunits.



 
    
       
          application/pdf
          
             
                The pain receptor TRPV1 displays agonist-dependent activation stoichiometry
            
         
          
             
                srep ,  (2015). doi:10.1038/srep12278
            
         
          
             
                Adina Hazan
                Rakesh Kumar
                Henry Matzner
                Avi Priel
            
         
          doi:10.1038/srep12278
          
             
                Nature Publishing Group
            
         
          
             
                © 2015 Nature Publishing Group
            
         
      
       
          
      
       
          © 2015 Macmillan Publishers Limited
          10.1038/srep12278
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep12278
            
         
      
       
          
          
          
             
                doi:10.1038/srep12278
            
         
          
             
                srep ,  (2015). doi:10.1038/srep12278
            
         
          
          
      
       
       
          True
      
   




