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Fig. S1. BA regulates Fasn gene expression in ALD zebrafish.
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Fig.S2.BA reduces inflammation in zebrafish.
A. gqPCR detection of Socs! gene expression in control, EtOH, EtOH+6.25uM BA,
EtOH+12.5uM BA, and EtOH+25uM BA group of zebrafish. B.Fluorescence
detection of macrophages in zebrafish of each group; C-E. qPCR detection of IL-6,

IL-1 and Tnf-o. gene expression in zebrafish from different groups.
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Fig. S3 .BA regulates IL-6, IL-1 and Tnf-a gene expression in macrophages.

A-C. gPCR detection of IL-6, IL-1 and Tnf-a gene expression in RAW264.7 cells

from different groups.
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Fig.S4. BA promotes the reprogramming of EtOH-induced M1-type

macrophages to an anti-inflammatory M2-type cell phenotype in vitro.

A. Western blot detection of CD206 and CD80 expression levels in the control group,



EtOH (100mM) group, and EtOH+25uM BA group. B. Quantification of expression
levels of CD206 and CD80 vs.p-actin using image J software. C. Western blotting
detection of SOCSI1 expression levels in the the control group, EtOH group, and
EtOH+25uM BA group. D. Quantification of expression levels of SOCS1 vs..B-actin
using image J software. E-G.qPCR detection of IL-6, IL-1 and Tnf-a gene expression
in RAW264.7 cells from different groups.
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Fig.SS. BA mitigates ALD by decreasing lipid accumulation influencing
macrophages polarization .
A.RAW-AMLI2 co culture processing flowchart. B-C.qPCR detection of Fasn and
Srebpl gene expression in the supernatant of AML12 co cultured with LPS-induced
RAW with or without BA. D-E.qPCR detection of Fasn and Srebpl gene expression
in the supernatant of AMLI12 co cultured with EtOH-induced RAW with or without

BA.



