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Supplementary figures 
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Supplementary Fig. 1| Metabolite abundances of in vitro-expanded γδT17 
cells. Cells were sorted on day 6 and cultured with interleukin (IL)-7 for 3 days. 
On day 9, cells were re-seeded and stimulated with IL-7 either alone 
(homeostatic conditions) or combined with IL-1β and IL-23 (psoriatic conditions) 
for 48 h. Cells were collected on day 11, metabolites were extracted and 
measured by GC-MS in selected ion monitoring mode (SIM). Normalized 
metabolite abundance data of biological replicates from three independent 
experiments are shown in the table. 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
Supplementary Fig. 2| γδT17 cells downregulate the DNA metabolic 
process under psoriatic conditions. On day 9, in-vitro-expanded γδT17 cells 
were re-seeded and stimulated with IL-7 alone (homeostatic conditions) or 
combined with IL-1β and IL-23 (psoriatic conditions) for 24 h before proteomic 
analysis. GO pathway enrichment analysis of biological process a and 
metabolic process b; proteins downregulated (blue) under psoriatic versus 
homeostatic conditions are shown. c, Schematic model of the pathway analysis 
with downregulated proteins under psoriatic versus homeostatic conditions. 
The enrichment scores and false discovery rate (FDR) were estimated using 
STRING. Data from four independent experiments were collected for the 
proteomic analysis, and p-values were obtained using the two-sided Benjamini-
Hochberg corrected t-test. p<0.01 indicates statistically significant differences. 
c, Schematic model of pathway analysis of differentially expressed proteins 
under psoriatic versus homeostatic conditions was created in BioRender. Kao, 
Y. (2025) https://BioRender.com/s59i821.  
 
 
 
 

https://biorender.com/s59i821


 
Supplementary Fig. 3| FAS inhibition does not affect γδT17 proliferation 
in the in vitro culture of γδT17 cells for 24 h. In vitro-expanded γδT17 cells 
were sorted on day 6 and cultured with IL-7 for 3 days. On day 9, cells were re-
seeded and stimulated with either IL-7 (homeostatic conditions) or a 
combination of IL-1β and IL-23 (psoriatic conditions) for 24 h. a, The percentage, 
and b, the mean fluorescence intensities (MFIs) of Ki-67 expression in γδT17 
cells after 24-h culture under DMSO control, SorA, or delipidated medium 
(dFBS) conditions as indicated. Pooled means from three independent 
experiments are shown. Error bars represent standard deviation (SD), and p-
values were determined using the one-way ANOVA. ns p>0.05. 



 
Supplementary Fig. 4| Genetic ablation of ACC1 in RORγt+ γδT17 cells 
increases compensatory lipid uptake in the skin-draining LNs. The ears 
and back skin of wild-type (WT) or RorcACC1KO model mice were treated topically 
with imiquimod (IMQ) for six consecutive days. a, Flow cytometry gating 
strategy and for identifying RORγt+ γδ T cells to evaluate lipid uptake and 
intracellular neutral lipid content within skin-draining LNs of the treated ear 
areas on day 6. b, Flow cytometry gating strategy and for identifying RORγt+ 
among dermal γδ T cells to evaluate lipid uptake and intracellular neutral lipid 
content within skin areas of the treated ear areas on day 6. Error bars represent 
standard deviation (SD), and p-values were obtained using the two-way ANOVA. 
ns p>0.05. 
 
 
 
 
 
 
 




