
Supplementary charts 

 

Suppl. Figure S1. Total Ion Current (TIC) chromatograms of QC sample acquired in positive and negative 

ionization modes. 

TIC chromatograms of QC sample acquired in positive (A) and negative (B) ionization mode. 

 

 

 

 

 

 

 

 
 

Suppl. Figure S2. Kendrick plots and pie charts of fully identified lipid species and classes in QC sample. 

Identified features in QC sample. shown in different colours according to lipid class belonging. acquired in 

positive (A, B) and negative (C, D) ionization mode are visualized by a mz/Rt Kendrick plot and pie chart.  

 

 

 

 



 

 

 

 

 

 

Suppl. Figure S3. Venn Diagrams of significantly TOP 20 modified lipid classes in individual 

FFAs treatments and Cd+FFA combinatorial treatments. Venn diagrams show the 

concurrence in the top-20 significantly upregulated and downregulated lipid features 

FFAs treatments (upper charts: red= PA Vs CTL, blue=OA Vs CTL, green=OAPA Vs CTL) 

or Cd+FFA combinatorial treatments (lower charts: red= Cd+PA Vs CTL, blue=Cd+OA Vs 

CTL, green= Cd+OAPA Vs CTL) as resulting from the comparison with control cells 

(treated with the vehicle DMSO only). 





 



 
 

 
 











 
  



Supplementary Table S4. Significantly downregulated and upregulated lipid species during the MLT 

cytoprotective effect in HepaRG hepatocytes exposed to Cd and FFA-induced lipotoxicity (Cd+FFA) *.  

* Top-20 significantly different annotations are listed as identified by pairwise expression analysis.  

A 

Cd+PA+MLT Vs Cd+PA 
Upregulated lipids Downregulated lipids 

Compound 
-Log10 adj 

pvalue Log2 FC  Compound 
-Log10 adj 

pvalue Log2 FC  
FA 20:1 5.8986 2.3724 PI 16:0_20:5 4.3101 -2.1366 
FA 22:0 5.8987 2.1377 TG 58:12 2.6860 -1.8066 
PC 36:6   2.6727 1.6400 TG 62:13 5.0169 -1.7935 

SM d44:2 2.3347 1.6385 TG 58:11 4.2600 -1.4817 
FAHFA 

18:1_20:3 5.1450 1.2562 PI 18:0_20:3 4.8556 -1.4628 
FAHFA 

18:0_20:2 5.8967 1.2531 
TG 

18:1_22:5_22:6 2.8085 -1.3671 
FAHFA 

16:0_18:2 5.3682 1.0251 PI 18:1_18:1 4.1106 -1.2726 

ACar 20:1 3.6522 0.9835 
TG 

12:0_12:0_16:0   4.2501 -1.2238 
PE 18:1_18:1 2.5298 0.9122 SM d42:0 4.0603 -1.2235 

FA 20:3   4.9264 0.8541 PI 18:0_22:6 5.1949 -1.2178 
FA 16:1 4.2618 0.7636 CE 22:6 2.8795 -1.2039 

ACar 20:0 2.2353 0.7020 TG 58:7 3.6530 -1.1968 

PC 33:0   3.0266 0.6918 
TG 

18:1_18:2_22:5 2.9064 -1.1530 
PC 18:1_18:1 4.2607 0.6360 TG 56:7 4.0662 -1.0950 

   TG 42:1 4.0251 -1.0826 

   TG 58:9 3.6975 -1.0622 

   TG 60:12 2.0039 -1.0599 

   PI 18:0_20:4 5.7088 -1.0463 

   DG 16:0_20:5 2.3635 -1.0335 

   PI 18:0_22:5 4.7376 -1.0192 
 

B 

 

Cd+OA+MLT Vs Cd+OA 



Upregulated lipids Downregulated lipids 

Compound -Log10 adj pvalue Log2 FC Compound -Log10 adj pvalue Log2 FC 

BMP 22:6_22:6 3,5077 3,9842 CE 22:6 3,0204 -1,6910 

TG 58:12 3,6466 3,8905 PI 18:1_18:1 6,0597 -1,6374 

LPC 0:0/18:2 3,8389 3,1734 PC 42:10 3,4246 -1,2181 

TG 62:13 5,9206 2,9031 TG 58:6 2,1921 -1,0773 

TG 60:12 3,1393 2,7416 

TG 

14:0_14:0_15:0 3,3160 -1,0461 

TG 50:6 6,0727 2,6791 FA 20:0 6,0597 -0,8421 

PC 36:7 3,8945 2,5403 PC 42:9 4,1437 -0,8229 

TG 58:11 5,2237 2,4360 PC 42:6 2,1253 -0,7747 

TG 52:7   5,9818 2,2925 ACar 16:0 3,6415 -0,7044 

TG 

18:1_22:5_22:6 6,0727 2,2071 

TG 

14:0_15:0_18:1 2,0751 -0,6002 

DG 16:0_20:5 3,4791 2,1926 FA 22:0 5,3441 -0,5948 

TG 50:5 5,1799 2,1873 
   

SM d30:0 5,2962 2,1175 
   

DG 18:1_22:6 5,2838 2,0672 
   

ACar 20:0 4,1319 1,9808 
   

Cer_NS 

d18:2_14:0 5,6555 1,9529 
   

TG 48:4 2,8715 1,9478 
   

TG 54:8   6,2293 1,9447 
   

PC 34:5 4,2566 1,9144 
   

PE 16:0_20:5 4,5404 1,8878 
   

 

 

C 

Cd+OAPA+MLT Vs Cd+OAPA 

Upregulated lipids Downregulated lipids 

Compound -Log10 adj pvalue Log2 FC Compound -Log10 adj pvalue Log2 FC 



SM d44:2 2,3347 1,6385 FAHFA 16:0_18:2 5,5855 -2,1853 

ACar 20:1 3,6525 0,9835 TG 58:12 2,6861 -1,8066 

ACar 20:0 2,2135 0,7020 TG 62:13 5,0169 -1,7935 

PC 18:1_18:1 4,2601 0,6360 TG 58:11 4,2601 -1,4817 

   
FAHFA 18:1_20:3 5,1562 -1,3989 

   

TG 

18:1_22:5_22:6 2,8085 -1,3671 

   

TG 

12:0_12:0_16:0   4,2601 -1,2075 

   
CE 22:6 2,8796 -1,2039 

   
TG 58:7 3,6531 -1,1968 

   

TG 

18:1_18:2_22:5 2,9065 -1,1530 

   
FAHFA 2:0_16:2 5,1562 -1,1493 

   
PI 17:0_20:4 2,8933 -1,1192 

   
TG 56:7 4,0662 -1,0950 

   
TG 42:1 4,0251 -1,0826 

   
TG 58:9 3,6975 -1,0622 

   
TG 60:12 2,0040 -1,0599 

   
PI 16:0_20:4 4,2935 -1,0548 

   
FAHFA 2:0_20:4 4,6785 -1,0386 

   
DG 16:0_20:5 2,3635 -1,0335 

   
DG 18:1_22:6 2,9281 -0,9855 

 

 

 

 



 

Suppl. Figure S4. Oil Red O Staining of HepaRG Cells Treated with CD and PA in the Presence of 
SCD1 Inhibitor or siRNA. Microscopy images of Light microscopy images of Oil Red O (ORO) and 

hematoxylin stained cells to identify lipid droplets and cell nucleus, respectively (40X magnification). 


