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In the Introduction to this article, we inadvertently neglected to cite Faulk et al., 2013. This study carried out a phylogenetic analysis of

the IAPLTR1_Mm subclass of IAP elements, which includes the Avy andCabpIAP loci. The authors show that this family is divided into

three clades and provide data suggesting that the younger cladesmay be enriched for inter-individual methylation variation. This was

corrected online on November 7, 2018.
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