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SIRT6 is involved in various cellular signaling pathways including those involved in

tumorigenesis in association with β-catenin. However, the role of SIRT6 in tumorigenesis

has been controversially reported and the studies on the role of SIRT6 in ovarian

cancers is limited. In this study, we evaluated the expression and roles of SIRT6 in

conjunction with the expression of active β-catenin in 104 human ovarian carcinomas

and ovarian cancer cells. In human ovarian carcinomas, the expressions of SIRT6 and

active β-catenin were associated with higher tumor stage, higher histologic grade, and

platinum-resistance. Moreover, nuclear expression of SIRT6 (104 ovarian carcinomas;

P = 0.010, 63 high-grade serous carcinomas; P = 0.040), and activated β-catenin

(104 ovarian carcinomas; P = 0.013, 63 high-grade serous carcinomas; P = 0.005)

were independent indicators of shorter overall survival of ovarian carcinoma patients

in multivariate analysis. In OVCAR3 and OVCAR5 ovarian cancer cells, knock-down of

SIRT6 significantly inhibited the migration and invasion of cells, but did not inhibit the

proliferation of cells. SIRT6-mediated invasiveness of ovarian cancer cells was associated

with the expression of epithelial-to-mesenchymal transition-related signaling molecules

such as snail, vimentin, N-cadherin, E-cadherin, and activated β-catenin. Especially,

SIRT6-mediated increase of invasiveness and activation of epithelial-to-mesenchymal

transition signaling was attenuated by knock-down of β-catenin. In conclusion, this study

suggests that SIRT6-β-catenin signaling is involved in the epithelial-to-mesenchymal

transition of ovarian cancer cells, and the expression of SIRT6 and active β-catenin

might be used as indicators of poor prognosis of ovarian carcinoma patients. In addition,

our results suggest that SIRT6-β-catenin signaling might be a new therapeutic target of

ovarian carcinomas.
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INTRODUCTION

SIRT6 is a member of the sirtuin family and is involved in
aging, metabolism, DNA damage repair, cell cycle regulation,
apoptosis, and epithelial-to-mesenchymal transition (EMT)
(1–6). Especially, SIRT6 is protective for various human diseases
such as diabetes mellitus (7, 8), degenerative neural disease (9),
hepatic ischemic reperfusion injury (10), idiopathic pulmonary
fibrosis (3), and muscular atrophy (11). In addition, SIRT6
has been suggested as a tumor suppressor because loss of
SIRT6 is associated with increased tumor formation and shorter
survival of cancer patients (12, 13). Increased expression of
SIRT6 is associated with favorable prognosis of gastric and
pancreatic cancer patients (14, 15). However, an oncogenic role
of SIRT6 also has been reported in various human cancers.
SIRT6 is involved in tumor progression by promoting cell cycle
progression and tumor growth (16, 17), inhibiting apoptosis (18),
and enhancing EMT-related invasiveness of cancer cells (19, 20).
In addition, SIRT6 expression is higher in cancer tissue compared
with normal tissue in esophagus, thyroid, and melanocytes (17,
18, 21). Moreover, SIRT6 expression is associated with poor
prognosis of breast, gastric, colorectal, and lung cancer patients
(19, 22–24), and higher SIRT6 expression is associated with
chemoresistance (25, 26). Therefore, a careful approach and
further study is needed to explore the role of SIRT6 in human
cancers.

Ovarian cancer represents ∼4% of cancers in women.
However, the fatality rate of ovarian cancer is relatively higher
than other cancers of female reproductive organs and is the
eighth cause of cancer death in women (27). Although, there
has been a continual improvement in survival of ovarian cancer
patients in association with recent advances in targeted therapies
(27), the survival of advanced ovarian cancer patients is limited,
and the 5-year survival rate of ovarian cancer patients with
distant metastasis is only 28.9%. Therefore, further study is
needed to improve the therapeutic efficacy of advanced ovarian
cancer patients. When considering the diverse roles of SIRT6
in cell biology and tumorigenesis, SIRT6 might be a potential
therapeutic target in ovarian cancers (1, 6, 12, 13, 17, 18, 22, 24).
However, despite extensive studies regarding the role of SIRT6 in
human cancers, there has been no report investigating the role of
SIRT6 in ovarian cancers. In addition, in breast cancers, one of
the most common cancers in women, the role of SIRT6 has been
controversially reported (28, 29). As one possible mechanism of
the oncogenic role of SIRT6, we previously presented the role of
the CK2α-SIRT6-β-catenin pathway in the progression of breast
carcinomas (22). Therefore, based on our previous study, we
investigated the expression patterns and roles of SIRT6 and active
(de-phosphorylated) β-catenin in human ovarian carcinomas
and ovarian cancer cells.

MATERIALS AND METHODS

Ovarian Carcinoma Patients and Tissue
Samples
We evaluated one hundred and four ovarian carcinomas which
were used in our previous study (30). The patients underwent

therapeutic operations between November 1996 and August
2008. The clinicopathological information was obtained from
patients’ medical records. The ovarian carcinomas were classified
according to the World Health Organization classification
(31) and staged according to the American Joint Committee
on Cancer staging system (32). Cancer tissues included 75
serous carcinomas, 20 mucinous carcinomas, 5 endometrioid
carcinomas, 3 clear cell carcinomas, and 1 malignant Brenner
tumor. The ovarian carcinomas were grouped according to
following clinicopathological factors: age (<60 years vs. ≥60
years), pre-operative serum level of CA125 (reference value; 0–
35 U/ml, normal vs. elevated,), tumor stage (I & II vs. III &
IV), tumor size (≤10 cm vs. >10 cm), lymph node metastasis
(absence vs. presence), ascites (absence vs. presence), bilaterality
(unilateral vs. bilateral), histologic grade (low; grade 1 vs. high;
grade 2 and 3), and platinum resistance (absence vs. presence).
Among the 83 patients who received platinum- and taxoid-based
adjuvant chemotherapy, 62 patients were platinum-sensitive,
20 patients were platinum-resistant, and 1 patient was not
evaluable for platinum resistance according to the standard
Gynecologic Oncology Group criteria (33). The duration of
follow-up ranged from 1 to 209 months (median; 82 months).
This study obtained approval from the institutional review board
of Chonbuk National University Hospital (IRB number, CUH
2017-12-016) and was performed according to the Declaration of
Helsinki. The approval contained a waiver for written informed
consent based on the retrospective and anonymous character of
the study.

Immunohistochemical Staining in Tissue
Sections
Immunohistochemical staining was performed on tissue
microarray sections. The diameter of each tissue microarray
core was 5mm and one core per case was constructed in
the area of the highest histologic grade. Antigen retrieval
was performed by boiling in a microwave oven in pH 6.0
antigen retrieval solution (DAKO, Glostrup, Denmark) for
20min. Anti-SIRT6 (Cell Signaling Technology, Beverly, MA)
and anti-active β-catenin (Millipore, Darmstadt, Germany)
antibodies were used as primary antibodies. The stained slides
were scored by two pathologists (KJ and SN) with consensus
without knowledge of the clinicopathological information.
The scoring for the immunohistochemical expression of
SIRT6 and active β-catenin were performed according to the
Allred scoring system (8, 34, 35). The clinical significance
of SIRT6 and active β-catenin expression patterns might
differ according to their cytoplasmic or nuclear expressions
(22, 28); therefore, we separately analyzed SIRT6 and active
β-catenin according to their cytoplasmic and nuclear expression
patterns. The immunohistochemical scores were obtained by
adding the staining intensity score (0; no staining, 1; weak, 2;
intermediate, 3; strong) and the staining area (0; no staining, 1;
1%, 2; 2–10%, 3; 11–33%, 4; 34–66%, 5; 67–100%) (8, 34, 35).
Therefore, the immunohistochemical scores ranged from zero to
eight.
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Ovarian Cancer Cells and Cell Culture
In this study, we used two human ovarian cancer cell lines.
OVCAR3 cells were purchased from the Korean Cell Line Bank
(KCLB, Seoul, Korea) and OVCAR5 cells were purchased from
the Cell Biolabs Inc. (Cell Biolabs Inc., San Diego, CA). The
OVCAR3 and OVCAR5 cells were cultured in RPMI 1640 and
DMEMmedium, respectively. Culture media contained 10% fetal
bovine serum and penicillin/streptomycin (100 U/ml) (Gibco
BRL, Gaithersburg, MD). The cells were cultured in a humidified
5% CO2 incubator at 37

◦C.

Plasmids and Transfection
SIRT6-specific shRNA expression vector was purchased from
GenePharma Co. (GenePharma, Shanghai, China). The SIRT6
duplex had the sense and antisense sequences 5′-CACCGCTA
CGTTGACGAGGTCATGATTCAAGAGATCATGACCTCGT
CAACGTAGCTTTTTTG-3′ and 5′-GATCCAAAAAAGCTA
CGTTGACGAGGTCATGATCTCTTGAATCATGACCTCG
TCAACGTAGC-3′, respectively. A pFLAG-CMV-2 plasmid
vector was used as a control vector. The plasmid for wild-type
SIRT6 (pFLAG2_SIRT6) was synthesized by Cosmogenetech Co.
Ltd. (Seoul, Korea). The shRNA expression vector for β-catenin
was purchased from Santa Cruz Biotechnology (# sc-29209-SH,
Santa Cruz, CA). Lipofectamine 2000 (Invitrogen, Carlsbad, CA)
was used for transfection.

Cell Proliferation Assay and Colony
Forming Assay
The proliferation of cells by counting the number of cell,
a 3-(4,5-dimethylthiazol−2-yl)-2,5-diphenyltetrazonium
bromide (MTT) (Sigma-Aldrich, St. Louis, MO) assay,
bromodeoxyuridine (BrdU) incorporation assay (Roche Applied
Science, Mannheim, Germany), and a colony-forming assay. For
determining the cell number in the proliferation assay, OVCAR3
(2 × 103) and OVCAR5 (2 × 103) cells were seeded in 24-well
plates and the number of viable cells was counted at the indicated
time points. For the MTT assay, OVCAR3 (2 × 103) and
OVCAR5 (1 × 103) cells were seeded in 96-well culture plates.
Absorbance was measured at 560 nm using a microtiter plate
reader (Bio-Rad, Richmond, CA). The BrdU incorporation assay
was performed by seeding OVCAR3 (2 × 103) and OVCAR5 (1
× 103) cells in 96-well plates. Incorporated BrdU was measured
with a microtiter plate reader (Bio-Rad, Richmond, CA) at a
wavelength of 370 nm. For the colony-forming assay, OVCAR3
(4 × 103) and OVCAR5 (2 × 103) cells were cultured in 6-well
culture plates for 10 days. At day 10, the colonies were fixed with
methanol and stained with methylene blue.

Wound Healing Assay and in vitro

Migration and Invasion Assays
For the wound healing assay, OVCAR3 and OVCAR5 cells were
seeded in 60mm culture dishes and grown to 100% confluency.
Thereafter, a linear wound was made on the cells using a 200 µl
pipette tip and microscopic images were taken at that time and
24 h after wound generation. The migration assay was performed
with a 24-transwell chamber (Corning Life Sciences, Acton, MA).
For the migration assay, OVCAR3 (1 × 105) and OVCAR5

(5 × 104) cells in serum-free culture medium were seeded into
the upper chambers, and media with 20% fetal bovine serum was
added to the lower chamber as a chemoattractant. An invasion
assay was performed with a bioCoat Matrigel Invasion chamber
(BD Biosciences, San Jose, CA). For the invasion assay, OVCAR3
(2 × 105) and OVCAR5 (1 × 105) cells in culture media with
2% fetal bovine serum were seeded in a Matrigel-coated upper
chamber. The lower chamber was filled with media containing
20% serum as a chemoattractant. The migration and invasion
chambers were incubated for 24 h and stained with a Diff-
Quick solution kit. The number of cells which had migrated or
invaded the chambers were counted in five microscopic fields
(magnification× 100) per well.

Western Blot Analysis
Total protein was obtained by lysing the cells with PRO-
PREP Protein Extraction Solution (iNtRON Biotechnology Inc.,
Korea) and 1 × phosphatase inhibitor cocktails 2, 3 (Sigma-
Aldrich). The primary antibodies used in western blot were as
follows: SIRT6 (Cell Signaling Technology, Beverly, MA), snail
(Abcam, Cambridge, UK), vimentin (Santa Cruz Biotechnology,
Santa Cruz, CA), MMP9 (Thermo Fisher Scientific, Fremont,
CA), MMP2 (R&D Systems, Minneapolis, MN), β-catenin (BD
Biosciences), active β-catenin (Millipore, Darmstadt, Germany),
E-cadherin (BD Biosciences), N-cadherin (BD Biosciences), and
actin (Sigma-Aldrich). The proteins were detected by a LAS-
3000 luminescent image analyzer (Fuji Film, Tokyo, Japan). The
results of the western blot were digitally quantified using ImageJ
software (ImageJ, version 1.38e, NIH, Bethesda, MD).

Quantitative Reverse-Transcription
Polymerase Chain Reaction
RNA was obtained with an RNeasy Mini Kit (Qiagen
Sciences, Valencia, CA). Reverse transcription of 1.5 µg
RNA was performed with Taqman Reverse Transcription
Reagents (Applied Biosystems, Foster City, CA). Applied
Biosystems Prism 7900HT Sequence Detection System and
SYBR Green polymerase chain reaction Master Mix (Applied
Biosystems) were used for quantitative reverse-transcription
polymerase chain reaction. All experiments were performed
in triplicate, and the values were normalized to the expression
of the glyceraldehyde-3-phosphate dehydrogenase reference
housekeeping gene. The sequences of the primers used in
quantitative reverse-transcription polymerase chain reaction are
listed in Table 1.

Statistical Analysis
The cut-off points for the immunohistochemical scores of
SIRT6 and β-catenin were determined by receiver operating
characteristic curve analysis. The survival analysis was performed
for overall survival (OS) and relapse-free survival (RFS). The
endpoint of follow-up was the date of last contact or date of
death of patients through December 2014. The duration of OS
analysis was calculated as the time from the date of diagnosis
to the date of last contact or death of patients. The events in
OS analysis were death of the patients from ovarian carcinomas.
The duration of RFS was calculated from the date of diagnosis to
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TABLE 1 | Primer sequences used for quantitative real-time polymerase chain reaction.

Gene Primer sequence Forward/Reverse Product size Accession

number

SIRT6 F: 5′-AGGATGTCGGTGAATTACGC-3′

R: 5′-AAAGGTGGTGTCGAACTTGG-3′
261 NM_016539.2

CTNNB1

(β-catenin)

F: 5′-AAAATGGCAGTGCGTTTAG-3′

R: 5′-TTTGAAGGCAGTCTGTCGTA-3′
100 NM_001904.3

SNAIL F: 5′-GCACATCCGAAGCCACAC-3′

R: 5′-GGAGAAGGTCCGAGCACAC-3′
225 NM_005985.3

Vimentin F: 5′-TACAGGAAGCTGCTGGAAGG-3′

R: 5′-ACCAGAGGGAGTGAATCCAG-3′
104 NM_003380.4

N-cadherin F: 5′-ACAGTGGCCACCTACAAAGG-3′

R: 5′-CCGAGATGGGGTTGATAATG-3′
201 NM_001792.4

E-cadherin F: 5′-CCCGGGACAACGTTTATTAC-3′

R: 5′-GCTGGCTCAAGTCAAAGTCC-3′
72 NM_004360.3

MMP9 F: 5′-GACGCAGACATCGTCATCCA-3′

R: 5′-GCCGCGCCATCTGCGTTTCCAAA-

3′

200 NM_004994.2

MMP2 F: 5′-CGGCCGCAGTGACGGAA-3′

R: 5′-CATCCTGGGACAGACGGAAGTTCTT-3′
212 NM_004530.4

GAPDH F: 5′-AACAGCGACACCCACTCCTC-3′

R: 5′-GGAGGGGAGATTCAGTGTGGT-3′
258 NM_001256799.1

Web link to accession numbers: https://www.ncbi.nlm.nih.gov/gene.

the date of last contact, relapse, or death of patients. The events
in RFS analysis were relapse or death of patients from ovarian
carcinomas. Survival analysis was performed with univariate
and multivariate Cox proportional hazard regression analysis,
and Kaplan-Meier survival analysis. The associations between
the clinicopathological factors were analyzed using Pearson’s
chi-square test and the student’s t-test. SPSS software (version
20.0) was used in statistical analysis. The data was expressed as
mean ± standard deviation and P-values <0.05 were considered
statistically significant.

RESULTS

The Expression of SIRT6 and Active
β-Catenin Are Associated With Advanced
Clinicopathological Factors of Ovarian
Carcinoma Patients
In human ovarian carcinomas, immunohistochemical expression
of SIRT6 and β-catenin was observed in both the cytoplasm
and the nuclei of tumor cells (Figure 1A). The nuclear
and cytoplasmic expression patterns of SIRT6 and active β-
catenin were classified into negative or positive based on
the highest predictive points to estimate survival of ovarian
carcinoma patients by receiver operating characteristic curve
analysis. The cut-off points for the expressions of nuclear
SIRT6 (Nu-SIRT6), cytoplasmic SIRT6 (Cy-SIRT6), nuclear
active β-catenin (Nu-Aβ-catenin), and cytoplasmic active β-
catenin (Cy-Aβ-catenin) were seven, seven, five, and five,
respectively (Figure 1B). The expression of Nu-SIRT6 and Cy-
SIRT6 were considered positive when the scores were ≥7,

and the expression of Nu-Aβ-catenin and Cy-Aβ-catenin were
considered positive when the scores were ≥5. With these cut-
off values, Nu-SIRT6-positivity was significantly associated with
elevated preoperative serum level of CA125, higher tumor
stage, presence of ascites, bilaterality of the tumor, higher
histologic grade, platinum resistance, and the expressions of
Cy-SIRT6, Nu-Aβ-catenin, and Cy-Aβ-catenin (Table 2). The
expression of Cy-SIRT6 was significantly associated with serum
level of CA125, tumor stage, bilaterality of the tumor, histologic
grade, platinum resistance, and the expressions of Nu-Aβ-
catenin, and Cy-Aβ-catenin (Table 2). Nu-Aβ-catenin-positivity
was significantly associated with elevated serum level of CA125,
higher tumor stage, bilaterality of the tumor, higher histologic
grade, histologic type, platinum resistance, and Cy-Aβ-catenin
expression (Table 2). The expression of Cy-Aβ-catenin was
significantly associated with serum level of CA125, tumor stage,
bilaterality of the tumor, histologic grade, and histologic type
(Table 2).

The Expressions of SIRT6 and Active
β-Catenin Are Significantly Associated
With Shorter Survival of Ovarian
Carcinoma Patients by Univariate Analysis
In 104 ovarian carcinomas, the factors significantly associated
with both OS and RFS in univariate analysis were age of
patients, tumor stage, presence of ascites, serum level of CA125,
histologic grade, and the expression of Nu-SIRT6, Nu-Aβ-
catenin, and Cy-Aβ-catenin (Table 3) (Figure 2). Nu-SIRT6
positivity predicted a 3.280-fold (95% confidential interval (95%
CI) 1.908-5.638) greater risk of death and a 3.252-fold (95%
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FIGURE 1 | Immunohistochemical expressions of SIRT6 and active β-catenin, and statistical analysis in ovarian carcinomas. (A) Immunohistochemical expressions of

SIRT6 and active β-catenin are seen in both the cytoplasm and nuclei of tumor cells. (B) Receiver operator characteristic curve analysis to determine the cut-off points

for the immunohistochemical staining for SIRT6 and active β-catenin. The cut-off points were determined at the highest area under the curve (AUC) value. The cut-off

points for nuclear expression of SIRT6 (arrow), cytoplasmic expression of SIRT6 (arrow head), nuclear expression of active β-catenin (empty head), and cytoplasmic

expression of active β-catenin (empty arrow head) were seven, seven, five, and five, respectively. The table shows AUC and P values at cut-off points for the nuclear

and cytoplasmic expressions of SIRT6 and active β-catenin.

CI; 1.977–5.349) greater risk of relapse or death (Table 3).
Nu-Aβ-catenin positivity also predicted a 2.940-fold (95% CI;
1.638–5.278) greater risk of death and a 3.761-fold (95% CI;
2.172–6.512) greater risk of relapse or death of ovarian carcinoma
patients (Table 3). The expression of Cy-SIRT6 was significantly
associated with RFS but not OS (Table 3). The Kaplan-Meier
survival curves of tumor stage and expression of Nu-SIRT6, Cy-
SIRT6, Nu-Aβ-catenin, and Cy-Aβ-catenin for OS and RFS are
presented in Figure 2.

Additionally, we performed further analysis of survival in
high-grade serous carcinomas and mucinous carcinomas. The
factors significantly associated with OS or RFS by univariate
analysis in 63 high-grade serous carcinomas were age of
patients, tumor stage, Nu-SIRT6 expression, and Nu-Aβ-catenin
expression (Table 3). The Kaplan-Meier survival analysis of high-
grade serous carcinomas andmucinous carcinomas are presented
in Figure 3. In 20 mucinous carcinomas, Nu-SIRT6 expression

and Cy-Aβ-catenin expression were significantly associated with
both OS and RFS (Figure 3B).

Nuclear Expressions of SIRT6 and Active
β-Catenin Are Significantly Associated
With Shorter Survival of Ovarian
Carcinoma Patients by Multivariate
Analysis
Multivariate analysis was performed with the factors significantly
associated with OS or RFS. However, the serum level of CA125
was not included in the multivariate analysis because it was
not evaluated in eleven patients. In 104 ovarian carcinomas, the
variables included in the multivariate analysis were age, tumor
stage, tumor size, presence of ascites, bilaterality of the tumor,
histologic grade, Nu-SIRT6 expression, Cy-SIRT6 expression,
Nu-Aβ-catenin expression, and Cy-Aβ-catenin expression. The
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TABLE 2 | Clinicopathological variables and expression of SIRT6 and active β-catenin in 104 ovarian carcinomas.

Characteristics No. Nu-SIRT6 Cy-SIRT6 Nu-Aβ-catenin Cy-Aβ-catenin

Positive P Positive P Positive P Positive P

Age, y < 60 71 21 (30%) 0.113 33 (46%) 0.849 34 (48%) 0.074 38 (54%) 0.333

≥ 60 33 15 (45%) 16 (48%) 22 (67%) 21 (64%)

CA125 Normal 18 2 (11%) 0.013 3 (17%) 0.003 6 (33%) 0.032 6 (33%) 0.013

Elevated 75 32 (43%) 42 (56%) 46 (61%) 49 (65%)

Stage I & II 52 10 (19%) < 0.001 19 (37%) 0.031 22 (42%) 0.018 24 (46%) 0.029

III & IV 52 26 (50%) 30 (58%) 34 (65%) 35 (67%)

Tumor size, cm ≤ 10 68 24 (35%) 0.842 33 (49%) 0.691 40 (59%) 0.162 43 (63%) 0.066

> 10 36 12 (33%) 16 (44%) 16 (44%) 16 (44%)

LN metastasis Absence 84 27 (32%) 0.277 39 (46%) 0.774 43 (51%) 0.266 44 (52%) 0.067

Presence 20 9 (45%) 10 (50%) 13 (65%) 15 (75%)

Ascites Absence 71 19 (27%) 0.014 30 (42%) 0.145 34 (48%) 0.074 39 (55%) 0.587

Presence 33 17 (52%) 19 (58%) 22 (67%) 20 (61%)

Bilaterality Unilateral 59 13 (22%) 0.002 22 (37%) 0.022 24 (41%) 0.002 26 (44%) 0.003

Bilateral 45 23 (51%) 27 (60%) 32 (71%) 33 (73%)

Histologic grade Low (1) 27 4 (15%) 0.012 6 (22%) 0.003 8 (30%) 0.003 8 (30%) < 0.001

High (2 and 3) 77 32 (42%) 43 (56%) 48 (62%) 51 (66%)

Histologic type Serous 75 29 (39%) 0.669 37 (49%) 0.353 51 (68%) < 0.001 53 (71%) < 0.001

Mucinous 20 5 (25%) 6 (30%) 2 (10%) 1 (5%)

Endometrioid 5 1 (20%) 3 (60%) 1 (20%) 2 (40%)

Clear cell 3 1 (33%) 2 (67%) 2 (67%) 2 (67%)

Malignant

Brenner

1 0 (0%) 1 (100%) 0 (0%) 1 (100%)

Platinum-

resistance

Absence 62 18 (29%) 0.001 25 (40%) 0.021 29 (47%) 0.009 34 (55%) 0.110

Presence 20 14 (70%) 14 (70%) 16 (80%) 15 (75%)

Cy-Aβ-catenin Negative 45 9 (20%) 0.006 13 (29%) 0.001 6 (13%) < 0.001

Positive 59 27 (46%) 36 (61%) 50 (85%)

Nu-Aβ-catenin Negative 48 9 (19%) 0.002 16 (33%) 0.009

Positive 56 27 (48%) 33 (59%)

Cy-SIRT6 Negative 55 8 (15%) < 0.001

Positive 49 28 (57%)

Nu-SIRT6, nuclear expression of SIRT6; Cy-SIRT6, cytoplasmic expression of SIRT6; Nu-Aβ-catenin, nuclear expression of active β-catenin; Cy-Aβ-catenin, cytoplasmic expression of

active β-catenin, LN, lymph node.

factors significantly associated with both OS or RFS in
multivariate analysis were age of patients, tumor stage, bilaterality
of the tumor, histologic grade, Nu-SIRT6 expression, and
Nu-Aβ-catenin expression (Table 4). The patients with Nu-
SIRT6-positive tumors had a 2.087-fold (95% CI’ 1.198–3.651)
greater risk of shorter OS compared with the patients with
Nu-SIRT6-negative tumor. The patients with Nu-Aβ-catenin-
positive tumors had a 2.158-fold (95% CI; 1.176–3.960) greater
risk of shorter OS and a 3.131-fold (95% CI; 1.741–5.633) greater
risk of shorter RFS compared with the patients with Nu-Aβ-
catenin-negative tumors (Table 4).

In 63 high-grade serous carcinomas, the factors included
in the multivariate analysis were age, tumor stage, Nu-SIRT6
expression, and Nu-Aβ-catenin expression. Older age of patients
was associated with shorter OS and higher tumor stage was
associated with shorter RFS (Table 4). Nu-SIRT6 positivity
predicted a 1.905-fold (95% CI; 1.030–3.524) greater risk of

death of high-grade serous carcinoma patients. Nu-Aβ-catenin
positivity predicted a 3.078-fold (95% CI; 1.030–3.524) greater
risk of shorter OS and a 3.160-fold (95% CI; 1.553–6.433) greater
risk of shorter RFS (Table 4). Because of the limited number
of cases, we did not perform multivariate analysis of mucinous
carcinomas.

SIRT6 Expression Is Associated With
Invasiveness of Ovarian Cancer Cells
In human ovarian carcinomas, the expression of SIRT6 and active
β-catenin were associated with advanced clinicopathological
factors and shorter survival of patients. Therefore, we further
evaluated the effects of SIRT6 expression on the proliferation
and invasiveness of ovarian cancer cells. In OVCAR3 and
OVCAR5 ovarian cancer cells, knock-down of SIRT6 with
shRNA for SIRT6 or overexpression of SIRT6 did not influence
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TABLE 3 | Univariate Cox regression analyses for overall survival and relapse-free survival in 104 ovarian carcinomas and 63 high-grade serous carcinomas.

Characteristics No. OS RFS

HR (95% CI) P HR (95% CI) P

OVERALL OVARIAN CARCINOMAS (n = 104)

Age, y, ≥ 60 (vs. < 60) 33/104 2.647 (1.554–4.511) < 0.001 2.248 (1.375–3.673) 0.001

Stage, III & IV (vs. I & II) 52/104 3.232 (1.809–5.774) < 0.001 3.898 (2.269–6.695) < 0.001

Tumor size, cm, > 10 (vs. ≤

10)

36/104 0.502 (0.270–0.936) 0.030 0.588 (0.342–1.012) 0.055

LN metastasis, presence

(vs. absence)

20/104 1.382 (0.739–2.583) 0.311 1.738 (0.996–3.035) 0.052

Ascites, presence (vs.

absence)

33/104 1.902 (1.106–3.272) 0.020 1.825 (1.111–2.998) 0.018

Bilaterality, bilateral (vs.

unilateral)

45/104 1.612 (0.947–2.745) 0.079 2.050 (1.254–3.350) 0.004

CA125, elevated (vs.

normal)

75/93 5.013 (1.554–16.167) 0.007 4.873 (1.760–13.490) 0.002

Histologic grade, high (vs.

low)

77/104 3.626 (1.548–8.493) 0.003 3.605 (1.715–7.582) < 0.001

Nu-SIRT6, positive (vs.

negative)

36/104 3.280 (1.908–5.638) < 0.001 3.252 (1.977–5.349) < 0.001

Cy-SIRT6, positive (vs.

negative)

49/104 1.583 (0.930–2.696) 0.091 1.952 (1.194–3.190) 0.008

Nu-Aβ-catenin, positive (vs.

negative)

56/104 2.940 (1.638–5.278) < 0.001 3.761 (2.172–6.512) < 0.001

Cy-Aβ-catenin, positive (vs.

negative)

59/104 2.417 (1.348–4.334) 0.003 2.889 (1.673–4.987) < 0.001

HIGH-GRADE SEROUS CARCINOMAS (n = 63)

Age, y, ≥ 60 (vs. < 60) 27/63 2.043 (1.125–3.710) 0.019 1.648 (0.954–2.848) 0.073

Stage, III & IV (vs. I & II) 38/63 1.953 (1.009–3.782) 0.047 2.838 (1.502–5.364) 0.001

Tumor size, cm, > 10 (vs. ≤

10)

15/63 0.773 (0.371–1.612) 0.492 0.811 (0.424–1.551) 0.526

LN metastasis, presence

(vs. absence)

15/63 1.401 (0.714–2.749) 0.327 1.804 (0.975–3.337) 0.060

Ascites, presence (vs.

absence)

26/63 1.349 (0.740–2.459) 0.329 1.357 (0.782–2.355) 0.277

Bilaterality, bilateral (vs.

unilateral)

36/63 1.339 (0.719–2.493) 0.358 1.593 (0.893–2.841) 0.115

CA125, elevated (vs.

normal)

53/58 2.454 (0.590–10.218) 0.217 1.614 (0.500–5.211) 0.424

Nu-SIRT6, positive (vs.

negative)

26/63 2.433 (1.323–4.475) 0.004 2.211 (1.261–3.878) 0.006

Cy-SIRT6, positive (vs.

negative)

34/63 1.126 (0.621–2.041) 0.696 1.216 (0.702–2.105) 0.485

Nu-Aβ-catenin, positive (vs.

negative)

45/63 3.284 (1.515–7.118) 0.003 3.600 (1.781–7.275) < 0.001

Cy-Aβ-catenin, positive (vs.

negative)

46/63 1.682 (0.830–3.411) 0.149 1.672 (0.874–3.198) 0.120

Nu-SIRT6, nuclear expression of SIRT6; Cy-SIRT6, cytoplasmic expression of SIRT6; Nu-Aβ-catenin, nuclear expression of active β-catenin; Cy-Aβ-catenin, cytoplasmic expression of

active β-catenin; LN, lymph node.

the proliferation of cells in the counting of cells, MTT, BrdU
incorporation, and colony-forming assays (Figure 4A). However,
knock-down of SIRT6 significantly inhibited migration and
invasive activity of both OVCAR3 and OVCAR5 ovarian cancer
cells. The migration activity of OVCAR3 and OVCAR5 cells
decreased to 63% (P = 0.049) and 76% (P = 0.049) with
overexpression of SIRT6 compared with cells transfected control

vector, respectively. The migration activity of OVCAR3 and
OVCAR5 cells increased to 242% (P = 0.006) and 226%
(P = 0.019) with overexpression of SIRT6 compared with cells
transfected control vector, respectively. The invasion activity
of OVCAR3 and OVCAR5 cells were decreased to 57% (P =

0.009) and 62% (P = 0.027) with overexpression of SIRT6
compared with the cells transfected control vector, respectively.
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FIGURE 2 | Kaplan-Meier survival analysis in 104 ovarian carcinomas. Overall survival and relapse-free survival according to tumor stage and immunohistochemical

expression of SIRT6 and active β-catenin in tumor cells. Nu-SIRT6, nuclear expression of SIRT6; Cy-SIRT6, cytoplasmic expression of SIRT6; Nu-Aβ-catenin, nuclear

expression of active β-catenin; Cy-Aβ-catenin, cytoplasmic expression of active β-catenin.

The invasion activity of OVCAR3 and OVCAR5 cells were
increased to 283% (P = 0.015) and 358% (P = 0.008) with
overexpression of SIRT6 compared with the cells transfected
control vector, respectively. Transfection with SIRT6 significantly
increased migration and invasive activity of both OVCAR3 and
OVCAR5 cells (Figure 4B). Based on the results of migration
and invasion assays, we evaluated the expression of mRNAs
and proteins involved in invasiveness of cancer cells via western
blot. Knock-down of SIRT6 decreased the expression of mRNAs
and proteins of snail, vimentin, and N-cadherin, and increased
the expression of mRNAs and proteins of E-cadherin in both
OVCAR3 and OVCAR5 cells. Conversely, overexpression of
SIRT6 increased the expression of mRNAs and proteins of
snail, vimentin, and N-cadherin, and decreased the expression
of mRNAs and proteins of E-cadherin in both OVCAR3 and
OVCAR5 cells (Figures 4C,D). Although the expression of
mRNAs and proteins of β-catenin was not changed with SIRT6
expression level, the expression of active β-catenin protein
was decreased with knock-down of SIRT6 and increased with
overexpression of SIRT6 (Figures 4C,D). The expression of
mRNAs and proteins of MMP2 and MMP9 were unaffected by
either knock-down or overexpression of SIRT6.

SIRT6 and β-Catenin Are Involved in
Invasiveness of Ovarian Cancer Cells
As shown in Figure 4, and consistent with our previous
report that SIRT6 expression is associated with active β-catenin
expression in breast cancer cells (22), SIRT6 expression was
associated with increased expression of active β-catenin and
invasiveness of ovarian cancer cells. Therefore, to evaluate the
relationship between SIRT6 and β-catenin in the invasiveness

of ovarian cancers, we co-transfected a SIRT6 overexpression
vector and shRNA for β-catenin. As shown in Figure 4, the
overexpression of SIRT6 did not influence the proliferation
of ovarian cancer cells. However, knock-down of β-catenin
inhibited both proliferation and invasiveness of OVCAR5
cells (Figures 5A–C). Knock-down of β-catenin decreased the
expression of protein and mRNA of snail, vimentin, and N-
cadherin, and increased expression of protein and mRNA of
E-cadherin (Figures 5D,E). Moreover, increased invasiveness
of OVCAR5 cells with SIRT6 overexpression was attenuated
by a knock-down of β-catenin (Figures 5B,C). In addition,
increased expression of protein and mRNA of snail, vimentin,
and N-cadherin resulting from overexpression of SIRT6, were
suppressed with knock-down of β-catenin, and SIRT6-mediated
suppression of E-cadherin expression was increased with knock-
down of β-catenin (Figures 5D,E).

DISCUSSION

In this study, we evaluated the expressions of SIRT6 and active
β-catenin in human ovarian carcinomas and ovarian cancer
cells. In human ovarian carcinomas, there was a significant
correlation between the expression of SIRT6 and active β-catenin,
and their expression patterns were significantly associated with
advanced clinicopathologic factors of ovarian carcinomas such as
elevated serum level of CA125, higher tumor stage, and higher
histologic grade. Moreover, nuclear expression of SIRT6 and
active β-catenin were independent indicators of poor prognosis
in both the overall ovarian carcinomas and high-grade serous
carcinomas. In addition, although the number of cases of
mucinous carcinomas was limited, our results suggest that the
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FIGURE 3 | Survival analysis according to the expression of SIRT6 and active β-catenin in the subgroups of high-grade serous carcinomas and mucinous carcinomas

of the ovary. (A) Kaplan-Meier survival analysis for overall survival and relapse-free survival in the 75 high-grade serous carcinomas. (B) Kaplan-Meier survival analysis

for overall survival and relapse-free survival in 20 mucinous carcinomas. Nu-SIRT6, nuclear expression of SIRT6; Cy-SIRT6, cytoplasmic expression of SIRT6;

Nu-Aβ-catenin, nuclear expression of active β-catenin; Cy-Aβ-catenin, cytoplasmic expression of active β-catenin.

expression patterns of SIRT6 and active β-catenin as possible
prognostic indicators of mucinous carcinoma of the ovary.
These findings suggest that the expression patterns of SIRT6
and active β-catenin are helpful for the prediction of survival
of ovarian carcinoma patients. Consistent with our results,
immunohistochemical expression of SIRT6 was higher in colon
cancer tissue than adjacent normal tissue, and was associated
with higher T stage, presence of lymph node metastasis, and
higher histologic grade of colon cancers (24). In thyroid papillary
carcinomas, higher expression of SIRT6 was associated with
increased risk of lymph node metastasis (21). In addition, higher

expression of SIRT6 was associated with shorter survival of
gastric cancer patients (23) and non-small cell lung cancer
patients (19). In breast cancers, both the nuclear and cytoplasmic
expression of SIRT6 were associated with shorter survival of
patients (22). In addition, when considering the role of nuclear
β-catenin in the activation of T cell transcription factor to induce
cellular proliferation (36), active β-catenin is expected to be
expressed in advanced cancers. In agreement with our results
that indicate Nu-Aβ-catenin expression to be an independent
indicator of shorter survival of ovarian carcinomas, nuclear
expression of β-catenin is an indicator of poor prognosis
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TABLE 4 | Multivariate Cox regression analyses for overall survival and relapse-free survival in 104 ovarian carcinomas and 63 high-grade serous carcinomas.

Characteristics OS RFS

HR (95% CI) P HR (95% CI) P

OVERALL OVARIAN CARCINOMAS (n = 104)a

Age, y, ≥ 60 (vs. < 60) 2.049 (1.195–3.514) 0.009 1.687 (1.029–2.767) 0.038

Stage, III & IV (vs. I & II) 4.167 (2.096–8.284) < 0.001

Bilaterality, bilateral (vs. unilateral) 0.506 (0.266–0.963) 0.038

Histologic grade, high (vs. low) 2.408 (1.013–5.723) 0.047 2.682 (1.262–5.699) 0.010

Nu-SIRT6, positive (vs. negative) 2.087 (1.193–3.651) 0.010

Nu-Aβ-catenin, positive (vs. negative) 2.158 (1.176–3.960) 0.013 3.131 (1.741–5.633) < 0.001

HIGH-GRADE SEROUS CARCINOMAS (n = 63)b

Age, y, ≥ 60 (vs. < 60) 2.185 (1.195–3.996) 0.011

Stage, III & IV (vs. I & II) 2.418 (1.271–4.601) 0.007

Nu-SIRT6, positive (vs. negative) 1.905 (1.030–3.524) 0.040

Nu-Aβ-catenin, positive (vs. negative) 3.078 (1.030–3.524) 0.005 3.160 (1.553–6.433) 0.002

Nu-SIRT6, nuclear expression of SIRT6; Nu-Aβ-catenin, nuclear expression of active β-catenin. a Variables included in multivariate analysis were age, tumor stage, tumor size, presence

of ascites, bilaterality of the tumor, histologic grade, nuclear expression of SIRT6, cytoplasmic expression of SIRT6, nuclear expression of active β-catenin, and cytoplasmic expression

of active β-catenin. bVariables included in multivariate analysis were age, tumor stage, nuclear expression of SIRT6, and nuclear expression of active β-catenin.

for various human cancers (37–39). Therefore, our results
suggest SIRT6 and active β-catenin expression as indicators
of poor prognosis for ovarian carcinomas. However, there
are controversial reports regarding the prognostic significance
of SIRT6 expression in human cancers. Immunohistochemical
expression of SIRT6 was associated with favorable prognosis of
breast cancer patients (29), and SIRT6 knockout was associated
with shorter survival of hepatocellular carcinoma patients (12). In
colon cancer, decreased expression of Nu-SIRT6 was associated
with more frequent relapse in the subpopulation of patients with
lymph node metastasis or higher levels of C-reactive protein (13).
Therefore, further study is needed to clarify the prognostic role of
SIRT6 expression in human cancers.

Our results, in addition to the prognostic significance
of SIRT6 expression, there was a significant association
between the nuclear/cytoplasmic expression of SIRT6 and the
nuclear/cytoplasmic expression of active β-catenin in ovarian
cancer tissue samples. Consistently, the expression of SIRT6 was
associated with the expression of active β-catenin in ovarian
cancer cells. These findings suggest that the SIRT6-β-catenin
pathway might be involved in the progression of ovarian cancers.
In addition, SIRT6-mediated invasiveness of ovarian cancer cells
was associated with the expression of EMT signaling molecules
such as E-cadherin, N-cadherin, snail, vimentin, and active β-
catenin. Although MMP2/MMP9 expression was not influenced
by the SIRT6 expression, SIRT6 overexpression decreased the
expression of E-cadherin and increased the expression of
active β-catenin, snail, N-cadherin, and vimentin. Therefore,
our results suggest that SIRT6 expression is closely associated
with invasiveness of ovarian carcinomas in conjunction with
β-catenin expression. In agreement with our results, SIRT6 is
involved in EMT of various human malignant tumors (22,
24, 40). In osteosarcoma cells, SIRT6-mediated invasiveness
was associated with MMP9 signaling. Knock-down of SIRT6
significantly inhibited the invasiveness of SaOS2 and MG63

osteosarcoma cells by regulating the ERK1/2-MMP9 pathway
(24). In pancreatic cancer cells, SIRT6-mediated increase of
migration activity was mediated by Ca2+, and SIRT6 increased
the expression of pro-inflammatory cytokines such as IL8 and
TNF (40). In breast cancer cells, SIRT6 expression was associated
with increased expression of MMP, cyclin D1, and NFκB, and
was involved in nuclear localization of β-catenin (22). Therefore,
when considering EMT as one of the molecular hallmarks of
cancer progression (41, 42), the prognostic significance of SIRT6
and active β-catenin expression might be related with their
roles in EMT of ovarian carcinomas. However, there is also a
controversial report that SIRT6 inhibits EMT in a model of
pulmonary fibrosis (3). Therefore, further study is needed to
clarify the exact role of SIRT6 in cancer invasiveness.

Another aspect of our results is that SIRT6 expression was
associated with active β-catenin expression. Despite the role of
SIRT6 on the expression of active β-catenin, SIRT6 did not
influence the proliferation of ovarian cancer cells. In contrast,
β-catenin expression was involved in both proliferation and
invasiveness of ovarian cancer cells. Moreover, SIRT6 mediated
increase of invasiveness of ovarian cancer cells was attenuated by
knock-down of β-catenin. Although the exact mechanism is not
clear, these findings suggest that the role of SIRT6 on β-catenin
signalingmight be restricted to the invasiveness of ovarian cancer
cells. Similarly, SIRT6 was involved in the invasiveness but not
the proliferation of osteosarcoma cells (24). In breast cancers,
SIRT6 increased both the proliferation and invasiveness of cancer
cells (22). However, there were also controversial reports that
SIRT6 inhibits the proliferation of pancreatic (14) and gastric
cancer cells (15). Therefore, further study is needed to clarify the
role(s) of SIRT6/β-catenin signaling in the progression of ovarian
cancers.

As discussed previously, the role of SIRT6 in ovarian
cancers has been limited to the invasiveness of cancer cells.
However, despite the limited role of SIRT6 in ovarian cancer
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FIGURE 4 | The effect of SIRT6 on the proliferation and invasiveness of ovarian cancer cells. (A) Counting the number of cells, MTT, BrdU incorporation, and colony

forming assays were performed to evaluate the proliferation of OVCAR3 and OVCAR5 ovarian cancer cells after knock-down of SIRT6 with shRNA for SIRT6 or

overexpression of SIRT6 with wild-type SIRT6. Western blotting was performed to show knock-down or overexpression of SIRT6. (B) Migration and invasion assays

(Continued)
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FIGURE 4 | were performed to evaluate the invasiveness of OVCAR3 and OVCAR5 cells after knock-down of SIRT6 or overexpression of SIRT6. The number of cells

which migrated or invaded the chambers were counted in five microscopic fields per well at one-hundred magnification. (C) Western blotting was performed for

SIRT6, β-catenin, active β-catenin, snail, vimentin, MMP9, MMP2, N-cadherin, E-cadherin, and actin after knock-down of SIRT6 or overexpression of SIRT6 in

OVCAR3 and OVCAR5 cells. The western bands were quantified using ImageJ software and values are indicated below the bands. (D) Quantitative

reverse-transcription polymerase chain reaction was performed for SIRT6, β-catenin, snail, vimentin, MMP9, MMP2, N-cadherin, and E-cadherin after knock-down of

SIRT6 or overexpression of SIRT6 in OVCAR3 and OVCAR5 cells. CV, control vector; OE, overexpression; *, vs. control; P < 0.05.

FIGURE 5 | Knock-down of β-catenin attenuates the effect of SIRT overexpression in invasion activity of ovarian cancer cells. (A) The MTT assay was performed after

overexpression of SIRT6 with or without knock-down of β-catenin. (B,C) SIRT6 was overexpressed via a plasmid containing wild-type SIRT6 and β-catenin was

knocked-down with shRNA for β-catenin in OVCAR5 ovarian cancer cells. Wound healing assays (B), and migration and invasion assays (C) were performed after

overexpression of SIRT6 with or without knock-down of β-catenin in OVCAR5 cells. The number of cells which migrated or invaded the chambers were counted in five

microscopic fields per well at one-hundred magnification. (D) Western blotting was performed for SIRT6, β-catenin, active β-catenin, snail, vimentin, N-cadherin,

E-cadherin, and actin after overexpression of SIRT6 with or without knock-down of β-catenin in OVCAR5 cells. (E) The mRNA expression patterns for SIRT6,

β-catenin, snail, vimentin, N-cadherin, and E-cadherin were analyzed via quantitative reverse-transcription polymerase chain reaction after overexpression of SIRT6

with or without knock-down of β-catenin in OVCAR5 cells. CV, control vector; OE, overexpression; the P values were calculated by one-way ANOVA with LSD test; *,

vs. control; P < 0.05, **, vs. control; P < 0.001, #, vs. SIRT6 overexpression; P < 0.05.
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cells, SIRT6 showed a significant prognostic role in human
ovarian carcinomas. These results raise the possibility of
another role of SIRT6 in cancer progression, and that might
be resistance to anti-cancer therapies in SIRT6-expressing
ovarian cancers. In our ovarian carcinomas, platinum resistance
was seen in 70% (14 of 20) of Nu-SIRT6-positive patients,
but platinum resistance was only 30% (6 of 20) in Nu-
SIRT6-negative patients. Consistently, SIRT6-mediated chemo-
sensitization has been reported in various studies. SIRT6
increased resistance to paclitaxel and epirubicin in MCF7 breast
cancer cells (28). In acute myeloid leukemia cells, inhibition of
SIRT6 disrupts DNA damage repair mechanisms and increases
sensitivity to daunorubicin and Ara-C (25). Depletion of SIRT6
sensitized pancreatic cancer cells to gemcitabine (26), and
hepatocellular carcinoma cells to chemotherapeutic agents via
downregulation of MDR1 expression (43). In addition, SIRT6-
mediated chemoresistance might be related with its role in the
regulation of EMT because the EMT molecules snail and E-
cadherin, whose expression is affected by SIRT6, are involved
in chemoresistance. Snail regulates chemoresistance of breast
cancer cells (44) and E-cadherin expression was associated with
sensitivity to EGFR kinase inhibitors (45). Consistently, E-
cadherin-positivity was associated with the longest survival, and
snail-positivity was associated with shorter survival of breast
cancer patients (46).

Another mechanism for how SIRT6 induces chemoresistance
might be related with the role of SIRT6 in DNA damage
repair by activating PARP1 (6). In some contexts, such as
treatment on human cancers with genotoxic agents, intact
DNA damage repair pathways confer resistance (47). The
favorable prognosis of cancer patients with a defect in BRCA1/2
(34) and the poor prognosis with BRCA1/2-expressing cancers
have been reported in various cancers (30, 48–50). Therefore,
based on the role of DNA damage response signaling in
chemoresistance, PARP inhibitors are approved for the treatment
of advanced ovarian cancers (51). In addition, when we
evaluated the association between the expression of BRCA1
and SIRT6/active β-catenin based on our previous report (30),
there was a significant correlation between their expression
patterns (Supplementary Table 1). Therefore, the role of SIRT6
in DNA damage repair might endow cells with resistance to
therapy. However, there are also controversial reports on the
role of SIRT6 in chemoresistance. In hepatocellular carcinomas,
SIRT6 increased sensitivity to chemotherapeutic agent-mediated
apoptosis of HepG2 cells (12). In addition, loss of SIRT6 was
associated with resistance to trastuzumab in breast cancer cells
(29). Therefore, further study is needed to clarify the role

of SIRT6 in cancer progression and the treatment of cancer.

Especially, although we did not perform such a test, a pre-clinical
in vivo experiment might be helpful in understanding the role of
SIRT6 in cancer progression.

In conclusion, although there are controversial reports on
the role of SIRT6 in human malignant tumors, this is the
first study to demonstrate that SIRT6 is involved in the
invasiveness of ovarian cancers in a mechanism involving the
expression of active β-catenin and EMT signaling. Moreover,
our results indicate nuclear expression patterns of SIRT6 and
active β-catenin to be important prognostic indicators of ovarian
cancers, especially in high-grade serous carcinomas. Therefore,
our results suggest that SIRT6 is involved in the progression
of ovarian carcinomas and that inhibition of SIRT6 might
be a new therapeutic stratagem for the treatment of ovarian
cancers, especially in the cancers with high expression of
SIRT6.
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