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Abstract: The emergence of drug resistance to Candida albicans is problematic in the clinical setting.
Therefore, developing new antifungal drugs is in high demand. Our previous work indicated that
the antimicrobial peptide P-113Tri exhibited higher antifungal activity against planktonic cells,
biofilm cells, and clinical isolates of Candida species compared to its parental peptide P-113.
In this study, we further investigated the difference between these two peptides in their mechanisms
against C. albicans. Microscopic examination showed that P-113 rapidly gained access to C. albicans cells.
However, most of the P-113Tri remained on the cell surface. Moreover, using a range of cell
wall-defective mutants and competition assays, the results indicated that phosphomannan and
N-linked mannan in the cell wall are important for peptide binding to C. albicans cells. Furthermore, the
addition of exogenous phosphosugars reduced the efficacy of the peptide, suggesting that negatively
charged phosphosugars also contributed to the peptide binding to the cell wall polysaccharides.
Finally, using a glycan array, P-113Tri, but not P-113, can bind to other glycans commonly present on
other microbial and mammalian cells. Together, these results suggest that P-113 and P-113Tri have
fundamental differences in their interaction with C. albicans and candidacidal activities.
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1. Introduction

Candida species are associated with a range of clinical manifestations, including mucosal and
invasive bloodstream infections [1]. Among the Candida species, Candida albicans is a leading cause of
bloodstream infections, although the incidence of infections caused by non-albicans Candida species
is increasing [1]. Moreover, because there are limited drug classes available for the treatment
of Candida infections, and due to the overuse of antifungals, the emergence of drug resistance is
becoming a significant concern in clinical settings [2,3]. Antimicrobial peptides (AMPs) have been
identified in virtually all organisms and have diverse structures and functions, such as antimicrobial
and immunomodulatory activities [4–8]. Because AMPs exhibit broad-spectrum activity against
microorganisms and insusceptibility to conventional drug resistance mechanisms, AMPs are promising
candidates for the development of new antifungal drugs [9–13].

Human histatin 5 (Hst 5) is a naturally occurring protein found in human saliva that exhibits
potent antifungal activity. P-113, a peptide containing 12 Hst 5 amino acid residues, retains full
candidacidal activity and has had no adverse effects in clinical trials [14,15]. However, the efficacy
of P-113 is significantly reduced in the presence of high salt concentrations and at pH 4.5 [16–18].
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In our previous study, novel P-113 derivatives, such as P-113Tri (a tandem arrangement of three
P-113 repeats) were synthesized and characterized [19]. P-113Tri contained significant fractions of an
α–helical conformation and was more resistant to high salt and low pH than P-113 [19] and Figure S1.
Moreover, compared to P-113, P-113Tri exhibited increased antifungal activity against planktonic cells,
biofilm cells, and clinical isolates of C. albicans and non-albicans Candida species [19]. However, the
detailed mechanism by which P-113Tri functions differently from P-113 in its anti-C. albicans activity is
still unknown. In this work, we aim to study the difference between P-113Tri and P-113. We showed
that P-113 rapidly gains access to the cells where it accumulates. However, although small amounts
of P-113Tri slowly gained access to the cells, most of the P-113Tri remained associated with the C.
albicans cell surface. Particularly, P-113Tri interacted with the glycan components of the cell wall. In
addition, the interaction between P-113Tri and the cell wall carbohydrates was somehow correlated
with the candidacidal activity of P-113Tri. These results enhance our understanding of how an AMP
attacks C. albicans through its interaction with the glycans present in fungal pathogens. Moreover, our
findings suggest the potential use of P-113Tri as a new therapeutic agent that can target the cell wall
carbohydrates of fungal pathogens.

2. Materials and Methods

2.1. Antifungal Peptides and Reagents

P-113, P-113Tri, fluorescein isothiocyanate (FITC)-P-113, and FITC-P-113Tri were synthesized
by Mission Biotech System (Taipei, Taiwan). FITC is conjugated to the N-terminus of the
peptides. The purities of these peptides were analyzed by reversed-phase high-performance
liquid chromatography and mass spectrometry to be >95% pure. All reagents were obtained from
Sigma-Aldrich unless indicated otherwise.

2.2. C. albicans Strains and Growth Media

All C. albicans strains used in this study are listed in Table S1. Cells were routinely grown in
YPD medium (2% glucose, 1% yeast extract, and 2% peptone). Plates were prepared with 1.5% agar.
For the minimum inhibitory concentration (MIC) assay, LYM broth (5.4 mM KCl, 5.6 mM Na2HPO4,
0.5 mM magnesium sulfate, 1.0 mM sodium citrate, 0.4 mg of ZnCl2, 2.0 mg of FeCl3·6H2O, 0.1 mg of
CuSO4·5H2O, 0.1 mg of MnSO4·H2O, and 0.1 mg of Na2B4O7·10H2O, 2% glucose, amino acid mixture
and a vitamin mixture, all per liter of medium) was used [14]. The amino acid mixture and vitamin
mixture were purchased from Thermo Fisher Scientific (Waltham, MA, USA).

2.3. C. albicans Killing Assay

The killing assays were performed as previously described [19]. Briefly, C. albicans cells were
grown overnight in YPD medium at 30 ◦C with shaking, subcultured into fresh YPD and further grown
to the exponential phase (~5 h). Then, the cells were treated with or without AMPs for 1 h. The number
of viable cells after peptide treatment were normalized to those of control cells (no peptide treatment)
and are reported as percentages.

2.4. Measurement of Minimum Inhibitory Concentrations (MICs)

The MICs for each peptide were determined using the Clinical and Laboratory Standards Institute
(CLSI) method M27-A3 [20] with some modifications. Cells were inoculated into each well of 96-well
plates in LYM broth (4 × 104 cells/mL) with or without different concentrations of peptides. The cells
were grown at 37 ◦C for 48 h and examined by visual estimation and spectrophotometric determination.
The MIC90 values of the AMPs were defined as the concentrations of the peptides that caused a 90%
reduction in cell growth relative to the control cells without peptide treatment. The assays were
performed independently at least three times for each experimental group.
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2.5. Confocal Scanning Laser Microscopy

To examine the cellular localization of the peptides, C. albicans cells were grown to the exponential
phase, harvested by centrifugation, and resuspended in 12.5 mM sodium acetate to reach a concentration
of 2.4× 108 cells/mL. Then, cells were added to 25µM CellTracker Blue 7-amino-4-chloromethylcoumarin
(CMAC; Invitrogen) or 8 µg/mL calcofluor white (CFW; Sigma-Aldrich F-3543) and further grown at
30 ◦C for 30 min in the dark. CellTracker Blue CMAC and CFW were used to stain yeast vacuoles [21]
and cell wall chitin, respectively. After centrifugation (12,000× g, 5 min) to remove the unbound dyes,
cell pellets were collected, washed three times with 12.5 mM sodium acetate, and resuspended in
12.5 mM sodium acetate. Finally, FITC-conjugated peptides were added to the cells, as indicated.
The colocalization of FITC-conjugated peptides to the vacuoles or cell walls was examined using a
Zeiss LSM 800 Airyscan confocal microscope. The images were processed and analyzed using Zen
software (Zeiss).

2.6. Binding of P-113 and P-113Tri to C. albicans Cells

The binding of AMPs to C. albicans was determined as previously described [22]. Briefly, C. albicans
(6 × 107 cells) were incubated with Zymolyase-20T (2.5 mg/mL) in SCE buffer (1 M Sorbitol, 10 mM
sodium citrate buffer [pH 6.0] and 1 mM EDTA) at 37 ◦C for 1 h, followed by washing twice with
SCE buffer. To remove the carbohydrates from the cell wall, cells were treated with concanavalin
A (100 µg/mL in 12.5 mM sodium acetate) at 30 ◦C for 1 h and then washed twice with 12.5 mM
sodium acetate. For metaperiodate treatment, cells were suspended in 50 mM sodium acetate (pH 4.5)
containing 100 mM metaperiodate and incubated at 4 ◦C for 30 min in the dark and then washed
twice with 12.5 mM sodium acetate. For α1-2,3,6 mannosidase treatment, cells were inoculated in
GlycoBuffer 4 (New England Biolabs, Madison, WI) containing 5 U of α-mannosidase, incubated at
37 ◦C for 16 h, and washed twice with 12.5 mM sodium acetate. Then, C. albicans cells (2.4 × 108

cells/mL) were treated with FITC-P-113 and FITC-P-113Tri (0.6 µg/mL in 12.5 mM sodium acetate)
for 2 min. Subsequently, an Accuri C6 flow cytometer (BD Biosciences) was used to determine the
extent of the peptides bound to C. albicans cells by calculating the mean fluorescence intensity (MFI)
from 10,000 cells per sample. The relative peptide binding to the cells is presented as a percentage by
dividing the MFI of the cells treated with peptide by that of the control without peptide treatment.
Finally, the cells from the peptide binding assay described above were also treated with 20 µg/mL
propidium iodide (PI) to determine the extent of membrane disruption upon peptide treatment, as
previously described [23].

2.7. β-Glucan Staining

To stain for total β-Glucan, cells were incubated with aniline blue fluorochrome (Wako; 500 µg/mL)
for 5 min in a black 96-well microplate. Aniline blue fluorescence intensity was measured using a
VICTOR3 Multilabel Plate Reader fluorescence spectrophotometer (PerkinElmer) with excitation and
emission wavelengths of 405 nm and 460 nm, respectively.

2.8. Competition Assays

For the competition assays, P-113 and P-113Tri (12 µg/mL) were preincubated with 1, 2, 4,
and 8 mg/mL mannan and laminarin at 4 ◦C for 30 min, followed by mixing with cells and incubating at
37 ◦C for 1 h. Then, the numbers of viable cells after peptide treatment were normalized to those of the
control cells (no peptide treatment) and are reported as percentages. All carbohydrate stock solutions
were prepared in 12.5 mM sodium acetate. Mannan from Saccharomyces cerevisiae and Laminarin from
Laminaria digitata were purchased from Sigma-Aldrich (catalog numbers M7504 and L9634).
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2.9. Measurement of the Dissociation Constants for the Peptide/Glycan Complexes

Dissociation constants (KD) for the peptide/glycan complexes were measured using isothermal
titration calorimetry (ITC). Thermodynamic analysis of peptide binding to mannan and laminarin
was performed using a MicroCal iTC200 calorimeter (MicroCal, Northampton, MA) as previously
described [24]. All experiments were performed at 25 ◦C using P-113 (25 µM), P-113Tri (25 µM), mannan
(116 µM) and laminarin (130 µM). The P-113 or P-113Tri solution was placed in a calorimeter cell,
and the mannan or laminarin solution was loaded into the syringe injector. In an individual titration,
the autocontrolled microsyringe injected 2 µL of mannan or laminarin solution into the peptide
solution over an interval of 120 s. The integrated heat change was analyzed by means of nonlinear
regression using MicroCal Origin software, and the dissociation constant (KD) was obtained from a
single sigmoidal titration curve. The effect of the dilution of the mannan or laminarin solution in the
titration cell was removed by subtracting the calorimetric data for a blank titration, which consisted of
the titration of the mannan or laminarin solution into sodium acetate.

2.10. Glycan Microarray Analysis

Glycan array screening was carried out using a rapid, nonwashing, solution carbohydrate array as
previously described [25]. Briefly, donor beads (500 ng/well) and biotin-polyacrylamide (PAA)-sugars
(20 ng/well) (GlycoTech, Gaithersburg, MD, USA) mixed with FITC-P-113Tri (40 ng/well) were incubated
for 1 h (a total of 15 µL of reaction solution). A mixture of acceptor beads (500 ng/well), mouse anti-FITC
antibody (50 ng/well) and rabbit anti-mouse IgG antibody (25 ng/well) (Zymed, San Francisco, CA)
was added to the reaction to reach a final volume of 25 µL. All reactions were performed in the dark.
After incubation for 2 h, the peptide binding signals were measured from a PerkinElmer EnVision
instrument and analyzed using the AlphaScreenTM detection program. The results are expressed as
the fluorescence intensities.

2.11. Statistical Analysis

Data were assessed for statistical significance by the two-tailed Student’s t-test.

3. Results

3.1. P-113Tri Directly Interacts with the Cell Surface of C. albicans

In our previous study, P-113Tri showed overall higher anti-candidacidal activity than its
parental compound P-113 [19]. To further investigate the mechanisms of P-113Tri against C. albicans,
the interaction between the cells and peptides conjugated with fluorescein isothiocyanate (FITC) was
determined using confocal microscopy. After cell incubation with peptides for approximately 5 min,
P-113 readily gained access into the cells, whereas P-113Tri remained on the cell surface (Figure 1A).
However, after incubation for approximately 1 h, although small amounts of P-113Tri were present
intracellularly, the majority of P-113Tri was still retained on the cell surface (Figure 1B). To verify this
finding, the cellular localization of FITC-conjugated peptides was determined by cell staining with
calcofluor white (CFW) and CellTracker Blue CMAC. CFW and CellTracker Blue CMAC are fluorescent
dyes that selectively stain the cell wall and the lumen of yeast vacuoles, respectively. Figure 1C,D
show that P-113Tri mainly interacted with the cell wall, although small amounts of P-113Tri gained
intracellular entry, as exemplified by its colocalization with vacuoles. These results suggest that
P-113Tri binds to the outer surface of Candida cells.
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Figure 1. Examination of the interactions of P-113 and P-113Tri with Candida albicans cells using confocal
microscopy. (A) Differential interference contrast (DIC) and fluorescence images show that FITC-P-113
quickly gains entry into the cells within 5 min. (B) FITC-P-113 and a part of FITC-P-113Tri accumulated
in vacuoles after 1 h of treatment. (C) FITC-P-113Tri was found to bind to the cell wall, as demonstrated
by colocalization with calcofluor white. (D) The peptides inside the cells accumulated in vacuoles as
demonstrated by colocalization with CMAC. Scale bar, 2 µm.

3.2. P-113Tri Binding to C. albicans Cell Wall Carbohydrates Is Related to the Candidacidal Activity of the
Peptide

The cell wall is the outermost layer of C. albicans and plays a key role in interacting with the
environment and host cells. Carbohydrates are the major components of the C. albicans cell wall,
comprising 80% to 90% of the wall, and contain mannans, β-1,6-glucan, β-1,3-glucan, and chitin.
Mannan is commonly the glycoprotein carbohydrate portion of the cell wall found with the following
three structures: Linear O-linked mannan, highly branched N-linked mannan, and phosphomannan [26].
The glucan and chitin layers of the C. albicans cell wall are buried beneath a thin but electron dense
mannan layer [27].

Because the peptides colocalized with the cell wall (Figure 1A−D), it raises the possibility that
P-113Tri interacts with components of the cell wall. To test this hypothesis, different parts of the cell
wall carbohydrates were removed. Concanavalin A (ConA) specifically binds to the α-D-glucose and
α-D-mannose residues of cell wall glycoproteins, and α1-2,3,6 mannosidase is an exoglycosidase that
can degrade the mannan network. As shown in Figure 2A, the amount of FITC-P-113Tri bound to the
ConA-treated C. albicans cells was significantly reduced compared to that in the controls without ConA
treatment or with P-113 treatment. Moreover, the FITC-conjugated P-113 and P-113Tri bound to cells
treated with α1-2,3,6 mannosidase were decreased by 40% and 80%, respectively, compared to the
untreated controls (Figure 2B). These results confirm the interaction between the peptides we tested
and mannan in the Candida cell wall.

To further examine the peptides and cell wall carbohydrate interactions, Zymolyase and
sodium metaperiodate were also used. Zymolyase (or laminaripentaohydrolase) can hydrolyze
the β-1,3-glucan layer, and sodium metaperiodate oxidizes cleaves the glycan chains of β-1,6-glucan
and mannan. The extent of cell wall disruption by Zymolyase was assessed by aniline blue staining [28].
After deglycosylation by Zymolyase, the amount of cell-surface-bound aniline blue decreased by ~50%,
representing the removal of ~50% of the cell wall glucan (Figure S2). Interestingly, the binding of
FITC-conjugated P-113 and P-113Tri to the metaperiodate-treated cells decreased by 30% and 70%,
respectively (Figure 2C). Similarly, the fluorescence intensity of FITC-conjugated peptides detected by
a confocal microscope indicated that the binding of both FITC-conjugated peptides P-113 and P-113Tri
to the Zymolyase-treated cells was significantly reduced compared to their binding to cells without
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peptide treatment (Figure 2D,E). In addition, cells treated with Zymolyase were more resistant to the
peptides compared to the untreated cells, as determined by PI staining (Figure 2F).

Microorganisms 2020, 8, 299 6 of 19 

 

by a confocal microscope indicated that the binding of both FITC-conjugated peptides P-113 and P-

113Tri to the Zymolyase-treated cells was significantly reduced compared to their binding to cells 

without peptide treatment (Figure 2D,E). In addition, cells treated with Zymolyase were more 

resistant to the peptides compared to the untreated cells, as determined by PI staining (Figure 2F). 

 

Figure 2. Effect of C. albicans cell wall modifications on the peptides cell binding and antifungal 

activity. (A) The binding of FITC-P-113 and FITC-P-113Tri to concanavalin A-treated C. albicans cells. 

C. albicans were treated with concanavalin A (100 μg/mL) at 30 °C for 1 h and then incubated with the 

peptides (0.6 μg/mL). (B) The binding of FITC-P-113 and FITC-P-113Tri to α1-2,3,6 mannosidase-

treated C. albicans. Cells were treated with α1-2,3,6 mannosidase (5.0 U) at 37 °C for 16 h and then 

incubated with the peptides (0.6 μg/mL). (C) The binding of FITC-P-113 and FITC-P-113Tri to 

metaperiodate-treated C. albicans. Cells were treated with metaperiodate (100 mM) for 30 min at 4 °C 

and then incubated with the peptides (0.6 μg/mL). (D) The binding of FITC-P-113 and FITC-P-113Tri 

to Zymolyase-treated C. albicans. Cells were treated with Zymolyase (2.5 mg/mL) for 1 h at 37 °C and 

then incubated with the peptides (0.6 μg/mL). (E) Confocal microscopic examination of the interaction 

Figure 2. Effect of C. albicans cell wall modifications on the peptides cell binding and antifungal
activity. (A) The binding of FITC-P-113 and FITC-P-113Tri to concanavalin A-treated C. albicans cells.
C. albicans were treated with concanavalin A (100 µg/mL) at 30 ◦C for 1 h and then incubated with the
peptides (0.6 µg/mL). (B) The binding of FITC-P-113 and FITC-P-113Tri to α1-2,3,6 mannosidase-treated
C. albicans. Cells were treated withα1-2,3,6 mannosidase (5.0 U) at 37 ◦C for 16 h and then incubated with
the peptides (0.6 µg/mL). (C) The binding of FITC-P-113 and FITC-P-113Tri to metaperiodate-treated
C. albicans. Cells were treated with metaperiodate (100 mM) for 30 min at 4 ◦C and then incubated
with the peptides (0.6 µg/mL). (D) The binding of FITC-P-113 and FITC-P-113Tri to Zymolyase-treated
C. albicans. Cells were treated with Zymolyase (2.5 mg/mL) for 1 h at 37 ◦C and then incubated with the
peptides (0.6 µg/mL). (E) Confocal microscopic examination of the interaction of P-113 and P-113Tri
with Zymolyase-treated C. albicans. Cells were treated with Zymolyase (2.5 mg/mL) for 1 h at 37 ◦C and
incubated with the peptides (0.6 µg/mL). Scale bar, 50 µm. (F) Viability of Zymolyase-treated cells with
peptide treatment. C. albicans were treated with Zymolyase (2.5 mg/mL) for 1 h at 37 ◦C and incubated
with 20 µg/mL propidium iodide (PI) and peptides (0.6 µg/mL).
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The dissociation constant (KD) for the carbohydrate/peptide complexes was further determined
using isothermal titration calorimetry (ITC). The KD values for the complexes of laminarin/P-113 and
laminarin/P-113Tri were 33.2 µM and 11.33 µM, respectively (Figure 3A). Laminarin is a polysaccharide
of glucose and a representative of β-1,3-glucan. The KD values for the complex of mannan/P-113
and mannan/P-113Tri were 2.51 µM and 1.07 µM, respectively. Moreover, the KD values of the
laminarin/peptide complex are much higher than those for the mannan/peptide, suggesting that the
peptides preferentially bind to C. albicans mannan rather than glucan.
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Figure 3. P-113 and P-113Tri bind to mannan and laminarin. (A) The interaction of the peptides
with mannan and laminarin was measured by isothermal titration calorimetry (ITC). (B) Viability
of C. albicans cells treated with different concentrations of mannan and laminarin and the peptides
(12 µg/mL).

Finally, to correlate the specific peptide–carbohydrate binding to the candidacidal activity,
a competition assay was performed. Mannan and laminarin were premixed with the peptides at 4 ◦C
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for 30 min, followed by incubation of the peptide/carbohydrate complex with Candida cells. As shown
in Figure 3B, although the laminarin and mannan concentrations varied, these polysaccharides rescued
the cells from the candidacidal effect of the peptides. Taken together, our results indicate that the
peptides interact with mannan and β-1,3-glucan of the cell wall, and this carbohydrate–peptide binding
is related to the anti-Candida activity of the tested peptides.

3.3. Peptides Bind to N-Linked Mannan But Not O-Linked Mannan and Play a Partial Role in Candidacidal
Activity

To identify potential cell wall targets of the peptides, we prescreened 560 strains from C. albicans
deletion mutant libraries [29,30]. C. albicans cells were incubated in 12.5 mM sodium acetate with or
without P-113 (16 µM) for 1 h. The C. albicans wild type strains (SC5314 and SN250) were sensitive to
P-113, whereas 15 deletion mutants were resistant to P-113. Among these resistant strains, many of
them lack genes encoding cell wall proteins (Table 1), for example, the och1-deletion mutant. The OCH1
gene encodes an α-1,6-mannosyltransferase that initiates elongation of the N-linked mannan outer
chain of the C. albicans cell wall [26]. Figure 4A shows that the och1-deletion mutant was more resistant
to P-113 compared to the wild-type SN250 strain. Interestingly, the candidacidal activity of P-113Tri to
the och1-deletion mutant seems to be even better than P-113 (Figure 4A). These results further suggest
that the mannosylation of cell wall proteins is related to the activity of the peptides.

Table 1. C. albicans deletion mutants that were P-113 resistant.

No Systematic
Name Gene Name Description

1 orf19.7590 Putative NADH-ubiquinone oxidoreductase
2 orf19.7247 RIM101 Transcription factor
3 orf19.7391 OCH1 α-1,6-mannosyltransferase

4 orf19.13191 SNF4 Putative subunit of the AMP-activated Snf1p
kinase

5 orf19.287 NUO2 NADH-ubiquinone oxidoreductase subunit
6 orf19.1625 Putative ubiquinone oxidoreductase
7 orf19.1710 ALI1 Putative NADH-ubiquinone oxidoreductase
8 orf19.2570 MCI4 Putative NADH-ubiquinone dehydrogenase
9 orf19.2821 Protein of unknown function

10 orf19.4758 Putative reductase or dehydrogenase
11 orf19.5547 Protein of unknown function
12 orf19.3995 RIM13 Protease of the pH-response pathway
13 orf19.4755 KEX2 Subtilisin-like protease
14 orf19.5068 IRE1 Putative protein kinase
15 orf19.6293 EMP24 COPII-coated vesicle component

To further reveal the relationship between mannosylation-defective mutants and FITC-conjugated
peptides, binding assays were performed by flow cytometry. The C. albicans cells were treated with
0.6 µg/mL FITC-P-113 and FITC-P-113Tri for 2 min. The mean fluorescence intensity (MFI) was
measured and compared among the cells treated with these two peptides. As shown in Figure 4B,
peptide binding to the NGY152 strain was defined as 100%. Mnt1 and Mnt2 are α-1,2-mannosyl
transferases that add mannose residues in O-glycosylation. The binding of peptides to the mnt1-, mnt2-,
and mnt1mnt2-deletion mutants was similar to that of the parental NGY152 strain.

Among the other C. albicans enzymes related to N-mannosylation, Mnt4 and Mnt5 participated
in N-mannan branching [31]. The binding of P-113 and P-113Tri to the mnt4mnt5-deletion mutants
decreased by 56% and 40%, respectively, compared to the parental NGY152 strain. Och1 is responsible
for adding the first α-1,6-mannose to the inner core, and inactivation of Och1 blocks the elongation
of N-mannans [32]. Moreover, Mnn4, Mnt3, and Mnt5 mediate the addition of β-1,2-linked and
α-1,6-linked mannose residues during N-mannosylation [31,33,34]. Mnt, Mnn, and Och1 all require
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Mn++ for their functions and therefore depend on the Golgi Mn++ transporter Pmr1. The pmr1∆
(NGY355) mutant was defective in N-linked and O-glycosylation [35]. The overall peptide binding
to the mnt3mnt5-, pmr1-, och1-, and mnn4-deletion mutants were largely decreased compared to the
parental NGY152 strain (Figure 4B).
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Figure 4. Effect of cell wall mannan modification on the peptides and their cell binding and antifungal
activity. (A) Viability of the C. albicans och1-deletion mutant after treatment with P-113 and P-113Tri.
Cells were treated with different concentrations of the peptides at 37 ◦C for 1 h. (B) The binding of
FITC-P-113 and FITC-P-113Tri to various glycosylation mutants. Cells were incubated with FITC-labeled
peptides (0.6µg/mL). (C) Confocal microscopic examination to demonstrate the interaction of FITC-P-113
and FITC-P-113Tri with C. albicans glycosylation mutants. Cells were incubated with FITC-peptides
(0.6 µg/mL). Scale bar, 50 µm.
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The binding of the FITC-conjugated peptide to the mannosylation-defective mutants was also
examined using confocal microscopy (Figure 4C). We found that P-113 and P-113Tri can bind to
NGY337 (mnt1∆mnt2∆), NGY516 (mnt4∆mnt5∆), and NGY1227 (mnt3∆mnt5∆). Notably, binding of
the peptides to CDH15 (mnn4∆) and NGY357 (och1∆) mutants was almost undetectable. Together,
these results suggest that peptides bind to N-linked mannan but not O-linked mannan.

To further reveal the relationship between the activity of the peptides and protein mannosylation,
minimum inhibitory concentrations (MICs) of the peptides were determined using C. albicans
mannosylation-defective mutants (Table 2). For O-mannosylation, mutant strains of the protein
mannosyltransferase (PMT) family, Mnt1 and Mnt2, were tested. The MICs of P-113 and P-113Tri
were 6 and 1.5 µg/mL, respectively, for the CAF2-1 strain. In addition, the MIC values of the pmt2-,
pmt4-, and pmt6-deletion mutants were similar to that of the parental CAF2-1 strain. Notably, the
pmt5-deletion mutant was more resistant to P-113 (MIC = 12 µg/mL) than the CAF2-1 strain. Pmt1,
Pmt2, Pmt4, Pmt5, and Pmt6 are members of the PMT family that are required for the initiation of
O-glycosylation. The MICs of P-113 and P-113Tri for the control NGY152 strain were 12 and 3 µg/mL,
respectively. The mnt1-deletion mutant was slightly more sensitive to P-113 and P-113Tri compared to
its parental NGY152 strain. However, the mnt2-deletion mutant was more resistant to P-113, and the
mnt1∆/mnt2∆ double mutant was more resistant to P-113Tri compared to the NGY152 strain (Table 2).

Table 2. The minimum inhibitory concentrations (MICs) of P-113 and P-113Tri against C. albicans
glycosylation mutants.

MIC90 (µg/mL) a in LYM broth

P-113 P-113Tri

O-linked Glycosylation Mutants
CAF2-1 (Control) 6 1.5

SPCa2 (Pmt1) ND b ND b

SPCa4 (Pmt2) 6 1.5
SPCa6 (Pmt4) 6 3
SPCa8 (Pmt6) 6 3

SPCa10 (Pmt5) 12 3
NGY152 (Control) 12 3

NGY145 (Mnt2) 24 3
NGY158 (Mnt1) 6 1.5

NGY337 (Mnt1Mnt2) 12 6
N-linked glycosylation mutants

NGY152 (Control) 12 3
NGY516 (Mnt4Mnt5) 24 1.5

NGY1227 (Mnt3Mnt5) >24 1.5
NGY357 (Och1) >24 12
CDH15 (Mnn4) 24 >12

O and N-linked glycosylation
mutants

NGY355 (Pmr1) 3 3
a The MIC90 was measured after the cells were incubated with each peptide for 48 h. b ND: Not determined.

For N-mannosylation, mutant strains of Mnt3, Mnt4, Mnt5, Och1, and Mnn4 were tested.
In Table 2, the mnt3∆mnt5∆ (NGY1227), mnt4∆mnt5∆ (NGY516), och1∆ (NGY357), and mnn4∆ (CDH15)
mutants were more resistant to P-113 (MIC ≥ 24 µg/mL) compared to their parental NGY152 strain
(MIC = 12 µg/mL). Finally, both och1∆ and mnn4∆ mutants were resistant to P-113Tri. Moreover, the
pmr1∆ (NGY355) mutant was more sensitive to P-113 than the NGY152 strain (Table 2). Together,
the peptides binding to mannan, particularly N-linked mannan, have a partial effect on their activity
against C. albicans.
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3.4. Binding to Phosphomannan Also Plays a Profound Role in The Activity of The Peptides

The N-linked mannan contains an α-1,6-linked polymannose backbone attached with side chains
(consisting of α-1,2- and α-1,3-linked oligomannosides and β-1,2-linked mannose residues), and a
mannosylphosphate-containing fraction is attached to the side chains via phosphodiester bonds [36].
Moreover, approximately 20% of the cell wall of phosphomannan has also been found to attach to the
O-linked mannan [37]. Interestingly, several studies indicate that the binding of antifungal proteins
and synthetic peptides is reduced to glycosylation mutants with the loss of phosphomannan and
concomitant reduction in cell surface negative charge [36,38,39]. The reduced binding in turn enhances
cellular resistance to antifungal proteins and peptides, suggesting that these antifungal agents can
recognize the cell surface patterns of the pathogens to maximize their efficacy. Therefore, it is interesting
to determine the possible binding of our peptides to phosphomannan and the impact of this binding
on the anti-Candida activity of the tested peptides.

In Figure 4B, the ratio of P-113 binding to various mutants is presented with shades of blue.
The deep blue represents the strongest P-113 binding to the mutant strains, and the white represents
the weakest binding of P-113. Figure 4B shows that the binding of P-113 and P-113Tri to pmr1∆,
mnt3∆mnt5∆, mnn4∆, and och1∆ were largely decreased compared to the parental NGY152 strain.
Importantly, all of these mutant strains also play an important role in phosphomannan biosynthesis.
Therefore, these data in Figure 4B suggest that P-113 and P-113Tri can also bind to phosphomannan.

To further determine the possible differences of P-113 and P-113Tri binding to negatively
charged phosphate, we tested the effect of exogenous glucosamine 6-phosphate, monosaccharide
mannose 6-phosphate-BSA, trisaccharide mannose 6-phosphate-BSA, and pentasaccharide mannose
6-phosphate-BSA on the antifungal efficacy of P-113 and P-113Tri. As shown in the MIC assay
(Table 3), 5 or 10 mM glucosamine 6-phosphate had no significant adverse effects on the efficacy of
P-113Tri to inhibit C. albicans cell growth compared to the controls without glucosamine 6-phosphate.
However, glucosamine 6-phosphate significantly reversed the efficacy of P-113 to inhibit C. albicans
(Table 3). Interestingly, 5 mg/mL monosaccharide mannose 6-phosphate-BSA, trisaccharide mannose
6-phosphate-BSA, and pentasaccharide mannose 6-phosphate-BSA significantly reversed the inhibition
of C. albicans growth caused by P-113 and P-113Tri. These results indicated that the negative charge on
the glycan also contributes to the efficacy of the peptides against C. albicans.

Table 3. Exogenous phosphosugars reduce the anti-C. albicans activity of the peptides.

MIC90 (µg/mL) a in LYM broth

P-113 P-113Tri

Control 3 0.75
5 mM Glucosamine 6-phosphate 6 1.5

10 mM Glucosamine 6-phosphate 12 1.5
5 mg/mL monosaccharide

mannose 6-phosphate-BSA >24 12

5 mg/mL trisaccharide
mannose 6-phosphate-BSA 24 6

5 mg/mL pentasaccharide
mannose 6-phosphate-BSA >24 6

a The MIC90 was measured after the cells were incubated with each peptide for 48 h.

3.5. Screening the Potential Glycan Targets of P-113Tri by Glycan Array

To further understand the carbohydrate/P-113Tri interaction, we determined whether P-113Tri can
recognize and bind to specific glycans that commonly do not exist in C. albicans using a homogeneous
solution carbohydrate array [25]. In this array, there were 106 synthetic glycans that represent the
terminal sequences found on N-glycans, O-glycans, and glycosphingolipids of different microbial cells
and mammalian tissues. Figure 5 shows that the 40 most common glycans were bound by P-113Tri.
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For example, P-113Tri bound to α-mannose monohydrate with a fluorescence intensity of ~15,000
(Figure 5). This result further verified that P-113Tri can recognize and interact with the α-mannose
moiety on the C. albicans cell surface. In addition, P-113Tri can strongly interact with the glycans
designed as Led (H type 1), Leb, Ley, and 6GlcNAc-HSO3-SiaLex, and 6Gal-HSO3-SiaLex, which are
generally found to localize in the terminal structure of N-linked glycans of mammalian tissues and
are commonly used as cancer markers. In addition, P-113Tri bound to the glycans α-L-rhamnose,
Galα1-4Galβ1-4Glcβ, (NeuAcα2-8)3, and (NeuAcα2-8)5−6, which are found to generally localize on the
bacterial cell surface. Interestingly, P-113 did not bind to any glycans we tested (Figure 5). The results
suggest the differences in P-113Tri and P-113 binding glycans with different specificities.
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Figure 5. Screening of carbohydrate targets for the peptides using a solution carbohydrate array.
The array contained different terminal sequences of N-glycans, O-glycans, and glycosphingolipids of
microbial cells and mammalian tissues. Briefly, donor beads (500 ng/well) and biotin-PAA-sugars
were mixed with FITC-P-113 and FITC-P-113Tri. Subsequently, a mixture of acceptor beads,
mouse anti-FITC antibody, and rabbit anti-mouse IgG antibody was added. The binding
signals were analyzed with a PerkinElmer Envision instrument using AlphaScreenTM. The top
40 glycans with peptide binding are shown. Led (H type 1): Fucα1-2Galβ1-3GlcNAcβ,
Leb: Fucα1-2Galβ1-3(Fucα1-4)GlcNAcβ, Ley: Fucα1-2Galβ1-4(Fucα1-3)GlcNAcβ, 3’sulfate Lea:
3-HSO3-Galβ1-3(Fucα1-4)GlcNAcβ, 3’sulfate Lex: 3-HSO3-Galβ1-4(Fucα1-3)GlcNAcβ, 6GlcNAc-HSO3-Sia
Lex: Neu5Acα2-3Galβ1-4(Fucα1-3)(6-HSO3)GlcNAcβ, 6Gal-HSO3-Sia Lex: Neu5Acα2-3(6-HSO3)Galβ1-
4(Fucα1-3)GlcNAcβ. Gal: galactose; GalNAc: N-acetylgalactosamine; Glc: glucose; GlcNAc:
N-acetylglucosamine; NeuAc: N-acetylneuraminicacid; NeuGc: N-glycolylneuraminicacid. Green stars:
glycans presented in human cells; Blue stars: glycans presented in microbial cells.

4. Discussion

In this study, we investigated the difference between P-113Tri and P-113 in their anti-C.
albicans activity. P-113 was found to translocate rapidly through the cell surface and accumulate
intracellularly. However, although small amounts of P-113Tri slowly gained access to the cells, most
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of the P-113Tri remained associated with the C. albicans cell surface (Figure 1A–D), particularly the
carbohydrates of the cell wall (Figure 2A−E and Figure 3B). Importantly, this carbohydrate/peptide
interaction is related to the candidacidal activity of P-113Tri (Figure 2F). The impacts of microbial
cell wall components on the activity of cationic AMPs have been reported in several studies [40–43].
For example, Staphylococcus aureus mutants defective in teichoic acids, a major cell wall component,
have increased sensitivity to defensins, protegrins, and other AMPs [42]. Human β-defensin-3
and α-defensin-1 exert antibacterial activity by binding to lipid II of Gram-positive bacteria [44,45].
Moreover, aculeacin A and nikkomycin Z inbibit fungal 1,3-β-glucan synthase and chitin synthases,
respectively [46,47]. Moreover, Hst 5 binding to theβ-glucans of the cell wall is required for candidacidal
activity [48]. A previous study also showed that a specific sequences of P-113 can be recognized by
transporter (i.e., independent of cell wall binding) for intracellular translocation [17]. In the present
study, after cell incubation with peptides for ~5 min, most P-113 readily gained access into the cells
(Figure 1) and this result is somehow consistent with Jang et al. [17]. Interestingly, P-113Tri largely
remained on the cell surface even after incubation for ~5 min and ~ 1 h (Figure 1). One possible
explanation for these results is that the high net charge and alpha-helical content of P-113Tri [19] may
contribute to the enhanced interaction between P-113Tri and cell surface, leading to retain on the
cell wall. Another possible explanation is that the conformation changes of P-113Tri (compared to
P-113) somehow interfere the peptide–cell surface interaction. Moreover, we are not sure whether
transporter(s) are involved in the transportation of P-113Tri. Further study is needed to address
these questions.

In this work, Zymolyase and sodium metaperiodate were used to remove β-1,3-glucan and
β-1,6-glucan from the cell wall, respectively. The cells treated with Zymolyase showed a significant
reduction in their interaction with the peptides compared to the cells treated with metaperiodate
(Figure 2C and 2D). In addition, cells preincubated with laminarin (mainly consisting of β-1,3-glucan)
can decrease the binding of the peptides to C. albicans cells (Figure 3A). Moreover, cells treated with
Zymolyase showed lower sensitivity to the peptides compared to the cells without peptide treatment
(Figure 2F), and adding laminarin can rescue the cells from the candidacidal effect of the peptides
(Figure 3B). Therefore, our results suggest that the binding of peptides to the β-1,3-glucan layer
plays an important role in the activity of AMPs. These results are consistent with Han et al. [23],
who demonstrated that the antimicrobial activities of Hst 5 and P-113 were drastically decreased in cells
treated with laminarin but not pustulan (mainly consisting of β-1,6-glucan). Interestingly, the binding
of P-113Tri to ConA-treated cells also decreased (Figure 2A). This result is in agreement with the glycan
array screening (Figure 5), in which P-113Tri bound to α-mannose monohydrate (Figure 5). Moreover,
the binding of P-113 and P-113Tri was reduced in cells treated with α1-2,3,6 mannosidase, which can
remove the mannan layer of the cell wall (Figure 2B), and the competition assay using mannan also
showed a decrease in the activity of the peptides (Figure 3A). Therefore, our results further indicate
that the mannan layer plays an important role in mediating the function of the peptides.

To further investigate the influence of mannan on the activity of peptides, C. albicans mutant
strains defective in O-linked and N-linked mannan were used. We found that N-linked mannan and
phosphomannan, but not O-linked mannan, on the cell surface can affect P-113Tri binding (Figure 4B,C).
However, the candidacidal activity of P-113Tri is not correlated with the binding ability of P-113Tri to
N-linked mannan and phosphomannan. In Table 2, och1∆ (NGY357) and mnn4∆ (CDH15) mutants
were more resistant to P-113Tri compared to the control NGY152 strain, which were correlated to the
binding ratio of P-113Tri. However, the mnt3∆mnt5∆ (NGY1227), mnt4∆mnt5∆ (NGY516), and pmr1∆
(NGY355) mutants were more sensitive or similar to P-113Tri compared to the control NGY152 strain.
These data suggest that the binding of P-113Tri to the N-linked mannan and phosphomannan on the
Candida surface is not the only mechanism for the killing ability of P-113Tri. Because the cell wall is the
outmost layer of C. albicans cells, we only focused on the cell wall–peptide interaction in this study and
found that specific cell wall glycans are related to the candidacidal activity of P-113 and P-113Tri. In our
previous study [49], we found that the peptides can somehow also target to the mitochondria. However,
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the mechanism through which the peptides cross the cell surface and affect the mitochondrial functions
is still under investigation. It is worth noting that only cells that have totally lost phosphomannan,
mannan, and glucan (och1∆ and mnn4∆ mutants, and Zymolyase-treated cells) showed the reduced
candidacidal activity from P-113Tri. Moreover, previous studies showed that physiological conditions,
such as blood or serum, decreased the structural complexity of mannan in the C. albicans cell wall [50].
In addition, Candida clinical isolates also showed increased glucan exposure through the loss of the
acid-labile mannan structure [51]. Therefore, P-113Tri can specifically and strongly bind to N-linked
mannan and phosphomannan and can have potent antifungal activity against C. albicans with a reduced
mannan content. Together, these data suggest that P-113Tri can be a potential antifungal drug in
the future. In a previous study, the loss of negatively charged N-linked phosphomannans from the cell
wall enhanced C. albicans resistance to the AMP dermaseptin by reducing peptide binding and entry
from the cell surface [36]. In addition, exogenous phosphosugars were able to reduce the efficacy of
P-113 and P-113Tri (Table 3). Moreover, it seems that the binding of cationic peptides to the C. albicans
cell wall is not only related to the net charge of the cell surface but may also involve pattern recognition
of C. albicans by the AMPs. This possibility requires further investigation.

Using a glycan array, P-113Tri can bind to carbohydrates commonly found on the bacterial cell
wall and on human cells, including some cancer glycan epitopes (Figure 5). For example, P-113Tri has
a strong binding to Ley, Leb, Lea, Lex, and sLex [48]. The Ley epitope is found in lung, urinary bladder,
prostate, ovarian, head, and neck and thymus cancer cells, whereas the Leb epitope exists in urinary
bladder, and endometrial cancer cells. Moreover, the Lea epitope is present in stomach, pancreatic,
lung, and endometrial cancer cells, whereas the Lex is found in pancreatic, lung, kidney, urinary
bladder, breast, head, and neck cancer cells. Finally, sLex has been identified in stomach, pancreatic,
lung, prostate, and breast cancer cells [52]. Interestingly, the binding of P-113 to all the glycans in
the tested array was not detectable (Figure 5). These results suggest that P-113Tri and its parental
P-113 have a fundamental difference in their carbohydrate recognition and binding, and P-113Tri can
possibly bind to different cancer cells to facilitate its anticancer activity. Further study is required to
determine the potential of P-113Tri as an anticancer agent.

Although AMPs bind to carbohydrates, we cannot exclude that the peptides may also interact with
cell wall proteins that consist of 20%–30% (in mass) of the fungal cell wall [27]. In particular, mannan
is covalently bound to proteins (mannoproteins), and this form of mannan accounts for 40% of the
total cell wall polysaccharides on the C. albicans exterior [53]. Mannoproteins are involved in cell–cell
recognition and trigger immune responses [54]. Several studies have shown that AMPs function via
their interactions with microbial cell wall proteins. For example, C. albicans Ssa1/2 proteins are required
for Hst 5 binding [55]. The C. albicans proteins possibly targeted by P-113Tri and the significance of
such AMP/protein interactions are currently under investigation. Moreover, in our previous study [19],
P-113Tri showed an overall higher efficiency to kill various C. albicans and non-albicans Candida clinical
isolates than P-113. However, all the C. tropicalis reference strain ATCC 13803 and three clinical
isolates (YH50007, YH50013 and YH50114) were sensitive to both P-113 and P-113Tri (Table 2 of [19]).
Recently, Navarro-Arias et al. compared the content of chitin, mannan, glucan, and phosphomannan
on C. tropicalis and C. albicans cell wall and found that there is no significant difference in these two
species [56]. However, the porosity of C. tropicalis cell wall is higher than C. albicans (63% vs. 28%) [56],
which raises a possibility that P-113 is much easier to gain access into the C. tropicalis cells than P-113Tri
due to the small size of P-113 and has a higher activity against C. tropicalis than C. albicans. Further
study is needed to test this possibility.

Many studies have revealed that peptides with higher net charge and alpha-helical content are
generally prone to have strong antimicrobial activity [43]. For example, Ma et al. showed that a
peptide with a tandem arrangement of two leucine-rich repeats (LRRs) forms alpha-helical structure
and possesses a higher antibacterial activity than that containing only one LRR with a random coil
structure [57]. Moreover, this study also suggests that the secondary structure plays a more vital role
in antimicrobial activity of peptides than the primary sequence of peptides. For the peptides that
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we studied, using circular dichroism (CD), and the beta-structure selection method, the alpha-helical
content of P-113Tri and P-113 is 21.4% and 2.9%, respectively [19]. In addition, the net charges
of P-113Tri and P-113 are +15 and +5, respectively. Therefore, other than the secondary structure,
the higher net charge of P-113Tri may also contribute to the higher activity of P-113Tri compared
to P-113. The relationship between the net charge and secondary structure of these peptides to the
selective glycan binding is required to be further analyzed using a molecular dynamic (MD) simulation
and/or nuclear magnetic resonance (NMR) spectroscopy.

In addition, C. albicans is recognized by the pattern-recognition receptors (PRRs) of host
monocytes, macrophages, dendritic cells, and neutrophils through their interaction with different
pathogen-associated molecular patterns (PAMPs) on the fungal cell wall. These PAMPs include N-linked
mannans, O-linked mannans, phosphomannan, andβ-glucans [58]. The PRR/PAMP interaction induces
pro- and anti-inflammatory cytokines, phagocytosis-mediated fungal killing, and represents a crucial
mechanism that allows the innate immune system to combat Candida infections. Interestingly,
neutrophils can secrete a range of AMPs, such as LL-37 and HNP 1-3, to kill microorganisms [59].
Intriguingly, our results imply that not only have immune cells evolved to recognize cell-surface
molecular patterns of the fungal pathogens but also AMPs can recognize the same or similar molecular
patterns to maximize their efficacy and specificity for pathogen killing.

In summary, the cell wall is the first contact point between fungal pathogens and their environments.
Therefore, the composition and structure of the fungal cell wall are important for immune recognition.
AMPs are key components of the innate host defense, and the interaction between AMPs and fungal
cells is complex because of their association with different components of the cell wall. Our findings
here highlight that the tested peptides, particularly P-113Tri, bind to specific glycans (N-linked mannan
and phosphomannan of the C. albicans cell wall) and suggest that these peptides can be modified in
future motifs to enhance the interaction between the peptide and the microbial cell surface for potential
antifungal therapy.

Supplementary Materials: The following are available online at http://www.mdpi.com/2076-2607/8/2/299/s1,
Figure S1. 3D structure of P-113 and P-113Tri predicted by I-TASSER (iterative threading assembly refinement).
Figure S2. Aniline blue binding to zymolyase-treated C. albicans. Table S1. C. albicans strains used in this study.

Author Contributions: Conceptualization, G.-Y.L.; Data curation, G.-Y.L. and C.-F.C.; Formal analysis, G.-Y.L.;
Funding acquisition, C.-Y.L.; Investigation, G.-Y.L. and C.-F.C.; Methodology, G.-Y.L. and C.-F.C.; Validation,
G.-Y.L.; Writing—original draft, G.-Y.L. and C.-Y.L.; Writing—review & editing, G.-Y.L. and C.-Y.L. All authors
have read and agreed to the published version of the manuscript.

Funding: This work was supported by grants MOST108-2311-B-007-005 and MOST105-2311-B-007-007-MY3
(to CYL). GYL was supported by a doctoral student fellowship from the Ministry of Education, Taiwan. The
funders had no role in study design, data collection and analysis, or the decision to submit the work for publication.

Acknowledgments: We thank Neil A. R. Gow (University of Exeter, UK) and Joachim F. Ernst
(Heinrich-Heine-Universität, Germany) for generously providing strains. We thank for Yuan-Chuan Lee (Johns
Hopkins University, USA) providing saccharides and valuable comments. We also thank the support from the
confocal imaging core in National Tsing Hua University (sponsored by MOST 108-2731-M-007-001), and Mr.
Che-Kang Chang for technical assistance in this study. We appreciate the structural bioinformatics service provided
by the BP Bioinformatics Core (http//:www.tbi.org.tw), funded by National Core Facility for Biopharmaceuticals
(NCFB), MOST 108-2319-B-400-001.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Kullberg, B.J.; Arendrup, M.C. Invasive candidiasis. N. Engl. J. Med. 2015, 373, 1445–1456. [CrossRef]
[PubMed]

2. Allen, D.; Wilson, D.; Drew, R.; Perfect, J. Azole antifungals: 35 years of invasive fungal infection management.
Expert Rev. Anti. Infect. Ther. 2015, 13, 787–798. [CrossRef] [PubMed]

3. Whaley, S.G.; Berkow, E.L.; Rybak, J.M.; Nishimoto, A.T.; Barker, K.S.; Rogers, P.D. Azole antifungal resistance
in Candida albicans and emerging non-albicans Candida species. Front. Microbiol. 2017, 7, 2173. [CrossRef]
[PubMed]

http://www.mdpi.com/2076-2607/8/2/299/s1
http//:www.tbi.org.tw
http://dx.doi.org/10.1056/NEJMra1315399
http://www.ncbi.nlm.nih.gov/pubmed/26444731
http://dx.doi.org/10.1586/14787210.2015.1032939
http://www.ncbi.nlm.nih.gov/pubmed/25843556
http://dx.doi.org/10.3389/fmicb.2016.02173
http://www.ncbi.nlm.nih.gov/pubmed/28127295


Microorganisms 2020, 8, 299 16 of 18

4. Boman, H.G.; Hultmark, D. Cell-free immunity in insects. Annu. Rev. Microbiol. 1987, 41, 103–126. [CrossRef]
5. Fitton, J.E.; Dell, A.; Shaw, W.V. The amino acid sequence of the delta haemolysin of Staphylococcus aureus.

FEBS Lett. 1980, 115, 209–212. [CrossRef]
6. Park, S.; Park, S.H.; Ahn, H.C.; Kim, S.; Kim, S.S.; Lee, B.J.; Lee, B.J. Structural study of novel antimicrobial

peptides, nigrocins, isolated from Rana nigromaculata. FEBS Lett. 2001, 507, 95–100. [CrossRef]
7. Zasloff, M. Antimicrobial peptides of multicellular organisms. Nature 2002, 415, 389–395. [CrossRef]
8. Tam, J.P.; Wang, S.; Wong, K.H.; Tan, W.L. Antimicrobial peptides from plants. Pharmaceuticals (Basel) 2015, 8,

711–757. [CrossRef]
9. Seo, M.D.; Won, H.S.; Kim, J.H.; Mishig-Ochir, T.; Lee, B.J. Antimicrobial peptides for therapeutic applications:

A review. Molecules (Basel) 2012, 17, 12276–12286. [CrossRef]
10. Bondaryk, M.; Staniszewska, M.; Zielinska, P.; Urbanczyk-Lipkowska, Z. Natural antimicrobial peptides as

inspiration for design of a new generation antifungal compounds. J. Fungi (Basel) 2017, 3, 46. [CrossRef]
11. Mahlapuu, M.; Hakansson, J.; Ringstad, L.; Bjorn, C. Antimicrobial peptides: An emerging category of

therapeutic agents. Front. Cell Infect. Microbiol. 2016, 6, 194. [CrossRef] [PubMed]
12. Nicola, A.M.; Albuquerque, P.; Paes, H.C.; Fernandes, L.; Costa, F.F.; Kioshima, E.S.; Abadio, A.K.R.;

Bocca, A.L.; Felipe, M.S. Antifungal drugs: New insights in research & development. Pharmacol. Ther. 2019,
195, 21–38. [CrossRef] [PubMed]

13. Swidergall, M.; Ernst, J.F. Interplay between Candida albicans and the antimicrobial peptide armory. Eukaryot.
Cell 2014, 13, 950–957. [CrossRef] [PubMed]

14. Rothstein, D.M.; Spacciapoli, P.; Tran, L.T.; Xu, T.; Roberts, F.D.; Dalla Serra, M.; Buxton, D.K.; Oppenheim, F.G.;
Friden, P. Anticandida activity is retained in P-113, a 12-amino-acid fragment of histatin 5. Antimicrob. Agents
Chemother. 2001, 45, 1367–1373. [CrossRef] [PubMed]

15. Mickels, N.; McManus, C.; Massaro, J.; Friden, P.; Braman, V.; D’Agostino, R.; Oppenheim, F.; Warbington, M.;
Dibart, S.; Van Dyke, T. Clinical and microbial evaluation of a histatin-containing mouthrinse in humans
with experimental gingivitis. J. Clin. Periodontol. 2001, 28, 404–410. [CrossRef] [PubMed]

16. Helmerhorst, E.J.; Van’t Hof, W.; Veerman, E.C.; Simoons-Smit, I.; Nieuw Amerongen, A.V. Synthetic histatin
analogues with broad-spectrum antimicrobial activity. Biochem. J. 1997, 326 ( Pt 1), 39–45. [CrossRef]

17. Jang, W.S.; Li, X.S.; Sun, J.N.; Edgerton, M. The P-113 fragment of histatin 5 requires a specific peptide
sequence for intracellular translocation in Candida albicans, which is independent of cell wall binding.
Antimicrob. Agents Chemother. 2008, 52, 497–504. [CrossRef]

18. Yu, H.Y.; Tu, C.H.; Yip, B.S.; Chen, H.L.; Cheng, H.T.; Huang, K.C.; Lo, H.J.; Cheng, J.W. Easy strategy
to increase salt resistance of antimicrobial peptides. Antimicrob. Agents Chemother. 2011, 55, 4918–4921.
[CrossRef]

19. Lin, G.Y.; Chen, H.F.; Xue, Y.P.; Yeh, Y.C.; Chen, C.L.; Liu, M.S.; Cheng, W.C.; Lan, C.Y. The antimicrobial
peptides P-113Du and P-113Tri function against Candida albicans. Antimicrob. Agents Chemother. 2016, 60,
6369–6373. [CrossRef]

20. Clinical Laboratory Standards Institute. Reference Method for Broth Dilution Antifungal Susceptibility Testing of
Yeasts Approved Standard—Third Edition. CLSI Doc. M27-A3 Suppl. S. 2008, Volume 3, 6–12.

21. Makrantoni, V.; Dennison, P.; Stark, M.J.; Coote, P.J. A novel role for the yeast protein kinase Dbf2p in
vacuolar H+-ATPase function and sorbic acid stress tolerance. Microbiology (Reading, England) 2007, 153,
4016–4026. [CrossRef] [PubMed]

22. Tsai, P.W.; Yang, C.Y.; Chang, H.T.; Lan, C.Y. Human antimicrobial peptide LL-37 inhibits adhesion of Candida
albicans by interacting with yeast cell-wall carbohydrates. PLoS ONE 2011, 6, e17755. [CrossRef] [PubMed]

23. Han, J.; Jyoti, M.A.; Song, H.Y.; Jang, W.S. Antifungal activity and action mechanism of Histatin 5-Halocidin
hybrid peptides against Candida. ssp. PLoS ONE 2016, 11, e0150196. [CrossRef] [PubMed]

24. Baranauskiene, L.; Petrikaite, V.; Matuliene, J.; Matulis, D. Titration calorimetry standards and the precision
of isothermal titration calorimetry data. Int. J. Mol. Sci. 2009, 10, 2752–2762. [CrossRef]

25. Chang, C.F.; Pan, J.F.; Lin, C.N.; Wu, I.L.; Wong, C.H.; Lin, C.H. Rapid characterization of sugar-binding
specificity by in-solution proximity binding with photosensitizers. Glycobiology 2011, 21, 895–902. [CrossRef]

26. Hall, R.A.; Gow, N.A. Mannosylation in Candida albicans: Role in cell wall function and immune recognition.
Mol Microbiol. 2013, 90, 1147–1161. [CrossRef]

27. Bowman, S.M.; Free, S.J. The structure and synthesis of the fungal cell wall. BioEssays 2006, 28, 799–808.
[CrossRef]

http://dx.doi.org/10.1146/annurev.mi.41.100187.000535
http://dx.doi.org/10.1016/0014-5793(80)81170-7
http://dx.doi.org/10.1016/S0014-5793(01)02956-8
http://dx.doi.org/10.1038/415389a
http://dx.doi.org/10.3390/ph8040711
http://dx.doi.org/10.3390/molecules171012276
http://dx.doi.org/10.3390/jof3030046
http://dx.doi.org/10.3389/fcimb.2016.00194
http://www.ncbi.nlm.nih.gov/pubmed/28083516
http://dx.doi.org/10.1016/j.pharmthera.2018.10.008
http://www.ncbi.nlm.nih.gov/pubmed/30347212
http://dx.doi.org/10.1128/EC.00093-14
http://www.ncbi.nlm.nih.gov/pubmed/24951441
http://dx.doi.org/10.1128/AAC.45.5.1367-1373.2001
http://www.ncbi.nlm.nih.gov/pubmed/11302797
http://dx.doi.org/10.1034/j.1600-051x.2001.028005404.x
http://www.ncbi.nlm.nih.gov/pubmed/11350502
http://dx.doi.org/10.1042/bj3260039
http://dx.doi.org/10.1128/AAC.01199-07
http://dx.doi.org/10.1128/AAC.00202-11
http://dx.doi.org/10.1128/AAC.00699-16
http://dx.doi.org/10.1099/mic.0.2007/010298-0
http://www.ncbi.nlm.nih.gov/pubmed/18048916
http://dx.doi.org/10.1371/journal.pone.0017755
http://www.ncbi.nlm.nih.gov/pubmed/21448240
http://dx.doi.org/10.1371/journal.pone.0150196
http://www.ncbi.nlm.nih.gov/pubmed/26918792
http://dx.doi.org/10.3390/ijms10062752
http://dx.doi.org/10.1093/glycob/cwr021
http://dx.doi.org/10.1111/mmi.12426
http://dx.doi.org/10.1002/bies.20441


Microorganisms 2020, 8, 299 17 of 18

28. Sherrington, S.L.; Sorsby, E.; Mahtey, N.; Kumwenda, P.; Lenardon, M.D.; Brown, I.; Ballou, E.R.;
MacCallum, D.M.; Hall, R.A. Adaptation of Candida albicans to environmental pH induces cell wall
remodelling and enhances innate immune recognition. PLoS Pathog. 2017, 13, e1006403. [CrossRef]

29. Noble, S.M.; Johnson, A.D. Strains and strategies for large-scale gene deletion studies of the diploid human
fungal pathogen Candida. albicans. Eukaryot. Cell 2005, 4, 298–309. [CrossRef]

30. Noble, S.M.; French, S.; Kohn, L.A.; Chen, V.; Johnson, A.D. Systematic screens of a Candida albicans
homozygous deletion library decouple morphogenetic switching and pathogenicity. Nat. Genet. 2010, 42,
590–598. [CrossRef]

31. Mora-Montes, H.M.; Bates, S.; Netea, M.G.; Castillo, L.; Brand, A.; Buurman, E.T.; Diaz-Jimenez, D.F.; Jan
Kullberg, B.; Brown, A.J.; Odds, F.C.; et al. A multifunctional mannosyltransferase family in Candida albicans
determines cell wall mannan structure and host-fungus interactions. J Biol Chem. 2010, 285, 12087–12095.
[CrossRef] [PubMed]

32. Bates, S.; Hughes, H.B.; Munro, C.A.; Thomas, W.P.; MacCallum, D.M.; Bertram, G.; Atrih, A.; Ferguson, M.A.;
Brown, A.J.; Odds, F.C.; et al. Outer chain N-glycans are required for cell wall integrity and virulence of
Candida albicans. J. Biol. Chem. 2006, 281, 90–98. [CrossRef] [PubMed]

33. Munro, C.A.; Bates, S.; Buurman, E.T.; Hughes, H.B.; Maccallum, D.M.; Bertram, G.; Atrih, A.;
Ferguson, M.A.; Bain, J.M.; Brand, A.; et al. Mnt1p and Mnt2p of Candida albicans are partially redundant
alpha-1,2-mannosyltransferases that participate in O-linked mannosylation and are required for adhesion
and virulence. J. Biol Chem. 2005, 280, 1051–1060. [CrossRef] [PubMed]

34. Hobson, R.P.; Munro, C.A.; Bates, S.; MacCallum, D.M.; Cutler, J.E.; Heinsbroek, S.E.; Brown, G.D.; Odds, F.C.;
Gow, N.A. Loss of cell wall mannosylphosphate in Candida albicans does not influence macrophage recognition.
J. Biol. Chem. 2004, 279, 39628–39635. [CrossRef]

35. Bates, S.; MacCallum, D.M.; Bertram, G.; Munro, C.A.; Hughes, H.B.; Buurman, E.T.; Brown, A.J.;
Odds, F.C.; Gow, N.A. Candida albicans Pmr1p, a secretory pathway P-type Ca2+/Mn2+-ATPase, is required
for glycosylation and virulence. J. Biol. Chem. 2005, 280, 23408–23415. [CrossRef]

36. Harris, M.; Mora-Montes, H.M.; Gow, N.A.; Coote, P.J. Loss of mannosylphosphate from Candida albicans cell
wall proteins results in enhanced resistance to the inhibitory effect of a cationic antimicrobial peptide via
reduced peptide binding to the cell surface. Microbiology (Reading, England) 2009, 155, 1058–1070. [CrossRef]

37. Mora-Montes, H.M.; Bates, S.; Netea, M.G.; Diaz-Jimenez, D.F.; Lopez-Romero, E.; Zinker, S.; Ponce-Noyola, P.;
Kullberg, B.J.; Brown, A.J.; Odds, F.C.; et al. Endoplasmic reticulum alpha-glycosidases of Candida albicans
are required for N glycosylation, cell wall integrity, and normal host-fungus interaction. Eukaryot. Cell 2007,
6, 2184–2193. [CrossRef]

38. Ibeas, J.I.; Lee, H.; Damsz, B.; Prasad, D.T.; Pardo, J.M.; Hasegawa, P.M.; Bressan, R.A.; Narasimhan, M.L.
Fungal cell wall phosphomannans facilitate the toxic activity of a plant PR-5 protein. Plant J. 2000, 23,
375–383. [CrossRef]

39. Koo, J.C.; Lee, B.; Young, M.E.; Koo, S.C.; Cooper, J.A.; Baek, D.; Lim, C.O.; Lee, S.Y.; Yun, D.J.; Cho, M.J.
Pn-AMP1, a plant defense protein, induces actin depolarization in yeasts. Plant Cell Physiol. 2004, 45,
1669–1680. [CrossRef]

40. Dielbandhoesing, S.K.; Zhang, H.; Caro, L.H.; van der Vaart, J.M.; Klis, F.M.; Verrips, C.T.; Brul, S. Specific
cell wall proteins confer resistance to nisin upon yeast cells. Appl. Environ. Microbiol. 1998, 64, 4047–4052.
[CrossRef]

41. Edgerton, M.; Koshlukova, S.E.; Lo, T.E.; Chrzan, B.G.; Straubinger, R.M.; Raj, P.A. Candidacidal activity of
salivary histatins. Identification of a histatin 5-binding protein on Candida albicans. J. Biol. Chem. 1998, 273,
20438–20447. [CrossRef] [PubMed]

42. Peschel, A.; Otto, M.; Jack, R.W.; Kalbacher, H.; Jung, G.; Gotz, F. Inactivation of the dlt operon in Staphylococcus
aureus confers sensitivity to defensins, protegrins, and other antimicrobial peptides. J. Biol. Chem. 1999, 274,
8405–8410. [CrossRef] [PubMed]

43. Yeaman, M.R.; Yount, N.Y. Mechanisms of antimicrobial peptide action and resistance. Pharmacol. Rev. 2003,
55, 27–55. [CrossRef] [PubMed]

44. Munch, D.; and Sahl, H.G. Structural variations of the cell wall precursor lipid II in Gram-positive
bacteria-Impact on binding and efficacy of antimicrobial peptides. Biochim. Biophys. Acta. 2015, 1848,
3062–3071. [CrossRef] [PubMed]

http://dx.doi.org/10.1371/journal.ppat.1006403
http://dx.doi.org/10.1128/EC.4.2.298-309.2005
http://dx.doi.org/10.1038/ng.605
http://dx.doi.org/10.1074/jbc.M109.081513
http://www.ncbi.nlm.nih.gov/pubmed/20164191
http://dx.doi.org/10.1074/jbc.M510360200
http://www.ncbi.nlm.nih.gov/pubmed/16263704
http://dx.doi.org/10.1074/jbc.M411413200
http://www.ncbi.nlm.nih.gov/pubmed/15519997
http://dx.doi.org/10.1074/jbc.M405003200
http://dx.doi.org/10.1074/jbc.M502162200
http://dx.doi.org/10.1099/mic.0.026120-0
http://dx.doi.org/10.1128/EC.00350-07
http://dx.doi.org/10.1046/j.1365-313x.2000.00792.x
http://dx.doi.org/10.1093/pcp/pch189
http://dx.doi.org/10.1128/AEM.64.10.4047-4052.1998
http://dx.doi.org/10.1074/jbc.273.32.20438
http://www.ncbi.nlm.nih.gov/pubmed/9685398
http://dx.doi.org/10.1074/jbc.274.13.8405
http://www.ncbi.nlm.nih.gov/pubmed/10085071
http://dx.doi.org/10.1124/pr.55.1.2
http://www.ncbi.nlm.nih.gov/pubmed/12615953
http://dx.doi.org/10.1016/j.bbamem.2015.04.014
http://www.ncbi.nlm.nih.gov/pubmed/25934055


Microorganisms 2020, 8, 299 18 of 18

45. de Leeuw, E.; Li, C.; Zeng, P.; Li, C.; Diepeveen-de Buin, M.; Lu, W.Y.; Breukink, E.; Lu, W. Functional
interaction of human neutrophil peptide-1 with the cell wall precursor lipid II. FEBS Lett. 2010, 584, 1543–1548.
[CrossRef] [PubMed]

46. De Lucca, A.J.; Walsh, T.J. Antifungal peptides: Novel therapeutic compounds against emerging pathogens.
Antimicrob. Agents Chemother 1999, 43, 1–11. [CrossRef]

47. Kim, M.K.; Park, H.S.; Kim, C.H.; Park, H.M.; Choi, W. Inhibitory effect of nikkomycin Z on chitin synthases
in Candida albicans. Yeast 2002, 19, 341–349. [CrossRef]

48. Jang, W.S.; Bajwa, J.S.; Sun, J.N.; Edgerton, M. Salivary histatin 5 internalization by translocation, but
not endocytosis, is required for fungicidal activity in Candida albicans. Mol. Microbiol. 2010, 77, 354–370.
[CrossRef]

49. Xue, Y.P.; Kao, M.C.; Lan, C.Y. Novel mitochondrial complex I-inhibiting peptides restrain NADH
dehydrogenase activity. Sci. Rep. 2019, 9, 13694. [CrossRef]

50. Lowman, D.W.; Ensley, H.E.; Greene, R.R.; Knagge, K.J.; Williams, D.L.; Kruppa, M.D. Mannan structural
complexity is decreased when Candida albicans is cultivated in blood or serum at physiological temperature.
Carbohydr. Res. 2011, 346, 2752–2759. [CrossRef]

51. Graus, M.S.; Wester, M.J.; Lowman, D.W.; Williams, D.L.; Kruppa, M.D.; Martinez, C.M.; Young, J.M.;
Pappas, H.C.; Lidke, K.A.; Neumann, A.K. Mannan molecular substructures control nanoscale glucan
exposure in Candida. Cell Rep. 2018, 24, 2432–2442. [CrossRef] [PubMed]

52. Le Pendu, J.; Marionneau, S.; Cailleau-Thomas, A.; Rocher, J.; Le Moullac-Vaidye, B.; Clement, M. ABH and
Lewis histo-blood group antigens in cancer. APMIS 2001, 109, 9–31. [CrossRef] [PubMed]

53. Chaffin, W.L.; Lopez-Ribot, J.L.; Casanova, M.; Gozalbo, D.; Martinez, J.P. Cell wall and secreted proteins of
Candida albicans: Identification, function, and expression. MMBR 1998, 62, 130–180. [CrossRef] [PubMed]

54. Sandini, S.; La Valle, R.; De Bernardis, F.; Macri, C.; Cassone, A. The 65 kDa mannoprotein gene of Candida
albicans encodes a putative beta-glucanase adhesin required for hyphal morphogenesis and experimental
pathogenicity. Cell Microbiol. 2007, 9, 1223–1238. [CrossRef] [PubMed]

55. Li, X.S.; Reddy, M.S.; Baev, D.; Edgerton, M. Candida albicans Ssa1/2p is the cell envelope binding protein for
human salivary histatin 5. J. Biol Chem. 2003, 278, 28553–28561. [CrossRef]

56. Navarro-Arias, M.J.; Hernandez-Chavez, M.J.; Garcia-Carnero, L.C.; Amezcua-Hernandez, D.G.;
Lozoya-Perez, N.E.; Estrada-Mata, E.; Martinez-Duncker, I.; Franco, B.; Mora-Montes, H.M. Differential
recognition of Candida tropicalis, Candida guilliermondii, Candida krusei, and Candida auris by human innate
immune cells. Infect. Drug Resist. 2019, 12, 783–794. [CrossRef]

57. Ma, Q.Q.; Lv, Y.F.; Gu, Y.; Dong, N.; Li, D.S.; Shan, A.S. Rational design of cationic antimicrobial peptides by
the tandem of leucine-rich repeat. Amino Acids 2013, 44, 1215–1224. [CrossRef]

58. Netea, M.G.; Brown, G.D.; Kullberg, B.J.; Gow, N.A. An integrated model of the recognition of Candida
albicans by the innate immune system. Nat. Rev. Microbiol. 2008, 6, 67–78. [CrossRef]

59. Mariano, F.S.; Campanelli, A.P.; Nociti, F.H., Jr.; Mattos-Graner, R.O.; Goncalves, R.B. Antimicrobial peptides
and nitric oxide production by neutrophils from periodontitis subjects. Braz. J. Med. Biol. Res. 2012, 45,
1017–1024. [CrossRef]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.febslet.2010.03.004
http://www.ncbi.nlm.nih.gov/pubmed/20214904
http://dx.doi.org/10.1128/AAC.43.1.1
http://dx.doi.org/10.1002/yea.837
http://dx.doi.org/10.1111/j.1365-2958.2010.07210.x
http://dx.doi.org/10.1038/s41598-019-50114-2
http://dx.doi.org/10.1016/j.carres.2011.09.029
http://dx.doi.org/10.1016/j.celrep.2018.07.088
http://www.ncbi.nlm.nih.gov/pubmed/30157435
http://dx.doi.org/10.1111/j.1600-0463.2001.tb00011.x
http://www.ncbi.nlm.nih.gov/pubmed/11297197
http://dx.doi.org/10.1128/MMBR.62.1.130-180.1998
http://www.ncbi.nlm.nih.gov/pubmed/9529890
http://dx.doi.org/10.1111/j.1462-5822.2006.00862.x
http://www.ncbi.nlm.nih.gov/pubmed/17217426
http://dx.doi.org/10.1074/jbc.M300680200
http://dx.doi.org/10.2147/IDR.S197531
http://dx.doi.org/10.1007/s00726-012-1457-x
http://dx.doi.org/10.1038/nrmicro1815
http://dx.doi.org/10.1590/S0100-879X2012007500123
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Antifungal Peptides and Reagents 
	C. albicans Strains and Growth Media 
	C. albicans Killing Assay 
	Measurement of Minimum Inhibitory Concentrations (MICs) 
	Confocal Scanning Laser Microscopy 
	Binding of P-113 and P-113Tri to C. albicans Cells 
	-Glucan Staining 
	Competition Assays 
	Measurement of the Dissociation Constants for the Peptide/Glycan Complexes 
	Glycan Microarray Analysis 
	Statistical Analysis 

	Results 
	P-113Tri Directly Interacts with the Cell Surface of C. albicans 
	P-113Tri Binding to C. albicans Cell Wall Carbohydrates Is Related to the Candidacidal Activity of the Peptide 
	Peptides Bind to N-Linked Mannan But Not O-Linked Mannan and Play a Partial Role in Candidacidal Activity 
	Binding to Phosphomannan Also Plays a Profound Role in The Activity of The Peptides 
	Screening the Potential Glycan Targets of P-113Tri by Glycan Array 

	Discussion 
	References

