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Supplementary Figure 2: Expression data plot of target genes to the miRNA homologous to miR165a-3p of A. thaliana. miR165a-3p is identical to miR165b, 
miR166a-3p, miR166b-3p, miR166c, miR166d, miR166e-3p, miR166f and miR166g such that they cannot be distinguished. Bars indicate mean normalized count 
values of reads mapping to the target genes in the corresponding structure and species. Dark and light grey bars represent the mean values for L. campestre (Lc) 
and for L. appelianum (La), respectively. The error bars indicate the standard deviation. 
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