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During the preparation of the final versions of the figures, a mislabeling occurred in Figure 5A. Specifically,
the promoter of luciferase was labelled as "Ué" instead of “NBS."” Furthermore, the panel of the confocal
fluorescence microscopic images of Hoechest and mCherry in NBS-P65 [I-CRISPR group were mistakenly
used also for the NBS-P45 I-CRISPR group in Figure 6C. The figures have now been corrected, and the dis-
cussion and conclusions of this paper remain unchanged. The authors apologies for any inconvenience
caused to the readers.
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Figure 5. The AAV9-NBS-CRISPR system could ameliorate liver injury caused by concanavalin A (Con A) (original)
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Figure 5. The AAV9-NBS-CRISPR system could ameliorate liver injury caused by concanavalin A (Con A) (corrected)
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Figure 6. Optimization of the NBS-CRISPR system (original)
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Figure 6. Optimization of the NBS-CRISPR system (corrected)
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