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ABSTRACT

The poor prognosis of hepatocellular carcinoma (HCC) is primarily attributed to its high frequency of recurrence
and resistance to chemotherapy. Epithelial-to-mesenchymal transition (EMT) and the acquisition of cancer stem
cells (CSCs) are the fundamental drivers of chemoresistance in HCC. Glycochenodeoxycholic acid (GCDC), a
component of bile acid (BA), has been reported to induce necrosis in primary human hepatocytes. In the
present work, we investigated the function of GCDC in HCC chemoresistance. We found that GCDC promoted
chemoresistance in HCC cells by down-regulating and up-regulating the expression of apoptotic and anti-
apoptotic genes, respectively. Furthermore, GCDC induced the EMT phenotype and stemness in HCC cells and
activated the STATS3 signaling pathway. These findings reveal that GCDC promotes chemoresistance in HCC by
inducing stemness via the STAT3 pathway and could be a potential target in HCC chemotherapy.

INTRODUCTION

Hepatocellular carcinoma (HCC) is the fifth most
common cancer worldwide, with a high mortality rate
due to poor prognosis. According to a study,
approximately 50% of newly diagnosed cases of HCC
occur in China [1]. The treatment mainly involves
surgery, radiotherapy, and chemotherapy; however, these
are often ineffective.

The poor prognosis of HCC is attributed to the high
frequency of recurrence and resistance to chemotherapy.
The presence of cancer stem cells (CSCs), a distinct sub-

population of cells with high self-renewal ability or
stemness, contributes to poor prognosis and high
mortality of HCC [2]. Furthermore, this stemness
feature confers resistance to existing drugs[3]. Enhanced
expression of several CSC-related markers, such as
epithelial cell adhesion molecule (EpCAM), CD44,
CD133, and Nanog, is associated with poor prognosis of
HCC [4-7]. Similarly, alterations in stemness-related
signaling pathways, such as Wnt/p-catenin, Notch, and
Hedgehog pathways, resulted in chemoresistance and
recurrence of HCC [8-10]. Therefore, CSCs and their
associated pathways are becoming the focus of potential
therapies for HCC.
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The occurrence of HCC is closely related to chronic liver
injury. The obstruction of bile duct and accumulation of
bile acid (BA) can damage the liver [11]. Moreover,
dysregulation of BA metabolism is associated with the
development of HCC [12]. Glycochenodeoxycholic acid
(GCDC), a component of BA, induced hepatocyte
necrosis in patients with obstructive cholestasis [13].
Recently, a study indicated GCDC could induce
autophagy and metastasis in HCC cells [14]. Here, we
demonstrated that GCDC promotes chemoresistance of
HCC cells by inducing stemness via the STAT3 signaling
pathway.

RESULTS
GCDC enhances chemoresistance of HCC cells

We first determined the effect of GCDC on
chemoresistance of Huh7 and LM3HCCcell lines. The
cells were treated with GCDC (200um) and chemo-
therapeuticdrugs5-fluorouracil (5-FU) (120ug/ mL) and
cisplatin (10 pg/mL), and the cell viability was detected
using the CCK-8 assay. Figure 1A, 1B show that GCDC
increased the cell viability of almost 20% in Huh7cells
treated with5-FU and cisplatin. Similar results were
obtained for LM3 cell line (Figure 1C, 1D). Next, we
studied the effect of GCDC on drug-induced apoptosis.
As shown in Figure 1E, 1F, compared with the
chemotherapeutic drugs treated alone group, the
GCDC-treated group showed reduced apoptosis in both
Huh7 and LM3 cell lines after treatment with 5-FU and
cisplatin. These results demonstrated that GCDC
promoted chemoresistance in HCC cells.

We further examined the effect of GCDC on the
expression of anti-apoptotic (Bcl2, Bcl-xI and 1110) and
apoptotic genes (Bcl10, Caspase 3, Caspase 4, Tp53,
BAD) using RT-PCR assays and Western blot. As
shown in Figure 2, compared with the control group, the
expression of apoptotic genes was suppressed, whereas
that of anti-apoptotic genes increased in the GCDC-
treated group. These results showed that GCDC
promoted cell viability in 5-FU- and cisplatin-treated
HCC cells.

GCDC induces EMT and stemness in HCC cells

The presence of CSCs in several cancers has been shown
to confer chemoresistance. Therefore, we studied this
property in HCC cells following treatment with GCDC.
RT-PCR and western blotting were used to detect the
expression of stem cell markers (Sox2, Sox9, Nanog, and
CD133). The results showed that GCDC promoted the
expression of Sox2, Sox9, Nanog and CD133 at both
MRNA and protein levels (Figure 3A-3C). As epithelial—
mesenchymal transition (EMT) promotes the acquisition

of CSC phenotype and development of chemoresistance,
we studied the expression of epithelial cell marker (E-
cadherin) and mesenchymal cell marker (vimentin) by
RT-PCR. As shown in Figure 3D-3G, compared with the
control group, the mRNA and protein level of E-cadherin
was down-regulated, and that of vimentin was up-
regulated in GCDC-treated Huh7and LM3 cells. These
results suggested that GCDC promoted chemoresistance
in HCC cells by conferring EMT phenotype and CSC
properties.

GCDC activates the STAT3 signaling pathway in
HCC cells

The STAT3 signaling pathway is known to be
involved in cell survival and proliferation. To further
investigate its role in GCDC-induced chemo-
resistance, we studied whether GCDC activated
theSTAT3 pathway. We first examined the expression
of several negative regulators of STAT3 signaling,
including suppressor of cytokine signaling (SOCS)
members, SOCS2 and SOCS5, and tyrosine
phosphatases, PTPN1 and PTPN11, in GCDC-treated
HCC cells. As shown in Figure 4A-4C, the expression
of all four negative regulators was down-regulated in
GCDC-treated Huh7and LM3 cells. Next, the
expression of STAT3 in the nucleus (activated
STAT3) was detected. These results implied that
GCDC promoted the activation of the STAT3
pathway in both Huh7 and LM3 cells (Figure 4D).

GCDC promotes chemoresistance of HCC through
activation of the STAT3 signaling pathway

To further demonstrate that the STAT3 signaling
pathway was involved in GCDC-induced chemo-
resistance in HCC cells, STAT3siRNA was used to
down-regulate its expression in HCC cells. Western
blotting confirmed that the siRNA efficiently knocked
down the expression of STAT3 in the nucleus of
Huh7cells (Figure 5A). We further examined the
chemoresistance in GCDC-treated HCC cells when
STAT3 was suppressed. As expected, the decrease in
STAT3 reversed the GCDC-induced chemoresistance
(Figure 5B-5E). Further, the expression of apoptotic
genes increased and that of anti-apoptotic genes
decreased in GCDC-treated Huh7cells when STAT3 was
suppressed (Figure 5F). These data indicated that the
activation of the STAT3 signaling pathway promoted
GCDC-induced chemoresistance in HCC cells.

DISCUSSION

The high mortality rate of HCC is mainly attributed to
its extreme resistance to systemic chemotherapy. We
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Figure 1. GCDC enhances chemoresistance in HCC cells. (A-D) Cell viability was detected using the CCK-8 assay. *P<0.05, **P<0.01.
(E-H) Cell apoptosis was analyzed by flow cytometry. *P<0.05. (I-J) GCDC enhanced the ability of chemoresistance of HCC cells in vivo. Huh7
cells (5x10°) were pretreated with GCDC and then were implanted in the right subcutaneous armpit area of nude mice. Then the cisplatin
(4mg/kg) were injected in tumor every 3 days. After 27 days, the mice were sacrificed and the weight of the tumor was measured.*P<0.05,
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demonstrated that GCDC promoted chemoresistance of stemness in HCC cells via EMT and activation of the

HCC cells in vitro by down-regulating the expression of STAT3 signaling pathway. These results proved that
apoptotic genes and up-regulating the expression of GCDC contributes to the chemoresistance of HCC and
anti-apoptotic genes. Furthermore, GCDC induced could be a potential target in HCC therapy.
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Figure 2. GCDC regulates the expression of apoptotic and anti-apoptotic genes. (A, B) The expression of apoptotic and anti-
apoptotic genes in HCC cells was examined by reverse transcriptase-polymerase chain reaction (RT-PCR) assays. *P<0.05, **P<0.01,
***¥P<0.001. (C) The expression of apoptotic and anti-apoptotic genes in HCC cells was examined by Western blot.
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Figure 3. GCDC promotes EMT and stemness in HCC cells. (A, B) Reverse-transcriptase polymerase chain reaction (RT-PCR) was used
to detect the expression of stem cell markers (Sox2, Sox9, Nanog, and CD133) in HCC cells. *P<0.05, **P<0.01, ***P<0.001. (C) Western
blotting was used to detect the expression of stem cell markers (Sox2, Sox9, Nanog, and CD133) in HCC cells. (D, E) RT-PCR was performed to

examine the expression of E-cadherin and vimentin in HCC cells. *P<0.05, **P<0.01. (F, G) The protein expression of E-cadherin and vimentin
was confirmed by immunofluorescence.
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Figure 4. GCDC activates the STAT3 signaling pathway in HCC cells. (A, B) The mRNA expression of SOCS2, SOCS5, PTPN1, and PTPN11
was detected by reverse-transcriptase polymerase chain reaction (RT-PCR). **P<0.01, ***P<0.001. (C) Western blotting was used to detect the
expression of SOCS2, SOCSS5, PTPN1, and PTPN11. (D) The expression of STAT3 in the cell nucleus was examined by western blotting. P84 was

used as an internal reference.
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Figure 5. GCDC promotes chemoresistance of HCC through the STAT3 signaling pathway. (A) Western blotting was used to
assess the effect of siRNA on the STAT3 expression. P84 was used as an internal reference. (B, C) Cell viability was detected by the CCK-8
assay. *P<0.05, **P<0.01. (D, E) Cell apoptosis was analyzed using flow cytometry. *P<0.05. (F) The expression of apoptotic and anti-
apoptotic genes in Huh7 cells was examined by reverse-transcriptase-polymerase chain reaction (RT-PCR) assays. **P<0.01, ***P<0.001.
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The EMT phenotype and the presence of CSCs are the
major contributing factors to chemoresistance in several
kinds of cancers, such as pancreatic cancer, ovarian
cancer, colorectal cancer, and HCC [15-18]. In the
present work, the expression of CSC markers, such as
Sox2, Sox9, Nanog, and CD133, was shown to be up-
regulated in GCDC-treated HCC cells. The expression
of Nanog and CD133has been reported to correlate with
poor clinical outcome in patients with HCC [19, 20].
Similarly, Sox2 and Sox9 contribute to HCC prog-
ression and malignancy [21, 22]. EMT involves the loss
of epithelial characteristics due to down-regulation of
E-cadherin and acquisition of mesenchymal properties
by up-regulation of the mesenchymal protein vimentin.
The decrease in the expression of E-cadherin and an
increase in the expression of vimentin in HCC cells
following treatment with GCDC suggested that stem-
ness and EMT phenotype contributed to GCDC-induced
chemoresistance in HCC cells.

Studies have demonstrated that the JAK/STAT3
signaling pathway contributes to cell survival and
chemotherapeutic resistance in cancers [23, 24].
Furthermore, it enhances the development of CSC-like
characteristics [25]. For example, the CSC marker,
Nanog, is induced by the STAT3pathway in liver
tumor-initiating cells [26]. Similarly, members of the
SOCS and PTPN families have been demonstrated to
negatively affect the JAK/STAT signaling pathway. We
found that GCDC activated the STAT3 signaling
pathway by repressing the expression of several
negative regulators of STAT3 signaling, including
SOCS2, SOCS5, PTPN1, and PTPN11 in HCC cells.
GCDC-induced resistance to drugs was inhibited when
the expression of STAT3 was suppressed by SiRNA in
HCC cells. These results demonstrated that the STAT3
signaling pathway is involved in GCDC-induced
chemoresistance of HCC cells. To summarize, our
results showed that the treatment with GCDC enhanced
the chemoresistance of HCC cells by inducing CSC-like
characteristics and EMT phenotype, and activating the
STAT3 signaling pathway via suppression of the
expression of SOCS2, SOCS5, PTPN1, and PTPNL1.
Therefore, GCDC could serve as a potential target for the
prognosis and therapy of HCC.

MATERIALS AND METHODS
Cell culture and reagents

HCC cell lines, Huh7 and LM3, were cultured in
Dulbecco’s modified Eagle’s medium (high glucose)
(GIBCO, Invitrogen, US) with 10% fetal bovine serum
(FBS) and 1% penicillin/streptomycin. The cells were
incubated at 37°Cin a humidified atmosphere containing
5% CO..

Cell proliferation and cytotoxicity assay

Chemotherapy-induced cell death was determined by cell
counting kit-8 assay [27]. Huh7 and LM3 cells were
seeded in a 96-well plate at a density of 8 x 10° cells/well
and incubated with GCDC and treated with
chemotherapeutic drugs (5-FU and cisplatin) for 24 h and
48 h, respectively. Next, the cells were washed with
phosphate-buffered saline (PBS), and cell counting kit-8
(CCK-8) solution (1/10 the volume of media) was added
for 1 h. The cell viability was detected at 450 nm using a
microplate reader.

Apoptosis assay

A total of 1 x 10° cells were seeded in a 6-well plate and
treated with GCDC and chemotherapeutic drugs for 24
h and 48 h, respectively. Next, the cells were washed
with PBS and resuspended in the PBS and stained with
Annexin V and propidium iodide (PI) according to
manufacturer’s instructions (BD Biosciences; San
Diego, CA, USA). Flow cytometry was used to analyze
the proportion of apoptotic cells.

Reverse transcriptase-polymerase chain reaction
(RT-PCR)

Total RNA was isolated using the TRIzol reagent
(Invitrogen; Carlsbad, CA, USA) according to the
manufacturer’s instructions. Next, cDNA was
synthesized using the Prime Script RT reagent Kit
(Takara; Kyoto, Japan). Reverse transcriptase-
polymerase chain reaction (RT-PCR) was performed
using the SYBR Green PCR Kit (Applied Biosystems,
US) according to the manufacturer’s instructions.

Western blotting

Proteins were resolved using 20% sodium dodecyl
sulfate-polyacrylamide gel electrophoresis (SDS-
PAGE), followed by transfer of separated proteins onto
a nitrocellulose membrane. Non-specific antigens on the
membrane were blocked by incubating the membrane in
1XTBST (Tris-buffered saline with 0.1% Tween-20)
containing 5% non-fat skim milk at room temperature
for 1 h. Afterward, the membrane was incubated
overnight with primary antibodies at 4°C followed by
incubation with the secondary antibody (goat anti-
mouse or anti-rabbit IgG antibody) at room temperature
for 1 h. The primary antibodies used was anti-caspase3
(Abcam, US, 1;500), anti-Bax (R&D system, US,
1:1000), anti-Bcl2 (Abcam, US, 1;500), anti-Sox2
(Abcam, US, 1:1000), anti-Sox9 (Abcam, US, 1:1000),
anti-CD133 (Proteintech, US, 1;1000), anti-Nanog
(Proteintech, US, 1:1000), anti-SOCS2 (Abcam, US,
1:1000), anti-SOCS5 (Abcam, US, 1:500), anti-PTPN1
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(Proteintech, US, 1:2000), anti-PTPN11 (Proteintech,
US, 1:500), anti-STAT3 (Proteintech, US, 1:1000) The
immunoblots were developed using the BeyoECL kit
(Beyotime, China) and Tanon 5200 system (Tanon,
China).

Immunofluorescence

Cells were seeded in a 48-well plate and fixed with 4%
paraformaldehyde for 15 min, followed by treatment
with 0.1% Triton X-100 for 10 min. The samples were
blocked with 3% bovine serum albumin (BSA) at 37°C
for 30 min and incubated with primary antibodies
against E-cadherin (Abcam, US, 1:200) and vimentin
(Abcam, US, 1:200) overnight at 4°C. Subsequently,
the cells were incubated with conjugated secondary
antibodies at 37°C for 30 min. Nuclei were stained
with DAPI for 2 min, and samples were observed
under a microscope (Olympus ZX71; Olympus Corp.,
Japan).

Short interfering RNA interference

A short interfering RNA (SiRNA) sequence
(GAGAAGCAUCGUGAGUGA[dT] [dT]) targeting
STAT3 was designed by OBiO Technology (Shanghai,
China). A scramble siRNA sequence was used as a
negative control. Western blotting was used to detect the
interference efficiency of sSiRNA.

Animal model

Nude mice (6 weeks old) were purchased from
Shanghai Experimental Animal Center, Chinese
Academy of Science. HCC cells in different groups
were implanted in the right subcutaneous armpit area
of nude mice. The mice were sacrificed at the end of
the experiment and the weight of the tumor was
measured. All procedures involving animals were
performed in accordance with the institutional animal
welfare guidelines of Second Military Medical
University.

Statistical analysis

The data were analyzed using GraphPad Prism 6.0
(GraphPad Software). Quantitative data are expressed as
mean * standard deviation (SD) for each experiment.
Significance between the groups was determined using
Student’s t-test. For all analyses, P < 0.05 was considered
significant.

CONFLICTS OF INTEREST

The authors declare no conflicts of interest.

FUNDING

This study was supported by grants from Natural Science
Foundation of Shanghai (Grant No. 16ZR1449200)
whose responsible person was Feng Xie.

REFERENCES

1. Torre LA, Bray F, Siegel RL, Ferlay J, Lortet-Tieulent J,
Jemal A. Global cancer statistics, 2012. CA Cancer J
Clin. 2015; 65:87-108.
https://doi.org/10.3322/caac.21262
PMID:25651787

2. LvH, LvG, Han Q, Yang W, Wang H. Noncoding RNAs in
liver cancer stem cells: the big impact of little things.
Cancer Lett. 2018; 418:51-63.
https://doi.org/10.1016/j.canlet.2018.01.001
PMID:29307614

3. Tomuleasa C, Soritau O, Rus-Ciuca D, Pop T, Todea D,
Mosteanu O, Pintea B, Foris V, Susman S, Kacsé G,
Irimie A. lIsolation and characterization of hepatic
cancer cells with stem-like properties from
hepatocellular carcinoma. J Gastrointestin Liver Dis.
2010; 19:61-67.

PMID:20361077

4. Ko CJ, Li CJ, Wu MY, Chu PY. Overexpression of
epithelial cell adhesion molecule as a predictor of poor
outcome in patients with hepatocellular carcinoma.
Exp Ther Med. 2018; 16:4810-16.
https://doi.org/10.3892/etm.2018.6794
PMID:30542436

5. HuS,WuX, ZhouB, XuZz, QinJ,LuH,LvL, GaoY, Deng
L, Yin J, Li G. IMP3 combined with CD44s, a novel
predictor for prognosis of patients with hepatocellular
carcinoma. J Cancer Res Clin Oncol. 2014; 140:883-93.
https://doi.org/10.1007/s00432-014-1639-x
PMID:24647926

6. Vilchez V, Turcios L, Zaytseva Y, Stewart R, Lee EY,
Maynard E, Shah MB, Daily MF, Tzeng CW, Davenport
D, Castellanos AL, Krohmer S, Hosein PJ, et al. Cancer
stem cell marker expression alone and in combination
with microvascular invasion predicts poor prognosis in
patients undergoing transplantation for hepatocellular
carcinoma. Am J Surg. 2016; 212:238-45.
https://doi.org/10.1016/j.amjsurg.2015.12.019
PMID:27033253

7. Chang TS, Wu YC, Chi CC, Su WC, Chang PJ, Lee KF,
Tung TH, Wang J, Liu JJ, Tung SY, Kuo LM, Ho HN, Ling
TY, Huang YH. Activation of IL6/IGFIR confers poor
prognosis of HBV-related hepatocellular carcinoma
through induction of OCT4/NANOG expression. Clin
Cancer Res. 2015; 21:201-10.
https://doi.org/10.1158/1078-0432.CCR-13-3274

WWW.aging-us.com 15553

AGING


https://doi.org/10.3322/caac.21262
https://pubmed.ncbi.nlm.nih.gov/25651787
https://doi.org/10.1016/j.canlet.2018.01.001
https://pubmed.ncbi.nlm.nih.gov/29307614
https://pubmed.ncbi.nlm.nih.gov/20361077
https://doi.org/10.3892/etm.2018.6794
https://pubmed.ncbi.nlm.nih.gov/30542436
https://doi.org/10.1007/s00432-014-1639-x
https://pubmed.ncbi.nlm.nih.gov/24647926
https://doi.org/10.1016/j.amjsurg.2015.12.019
https://pubmed.ncbi.nlm.nih.gov/27033253
https://doi.org/10.1158/1078-0432.CCR-13-3274

10.

11.

12.

13.

14.

PMID:25564572

Lo RC, Leung CO, Chan KK, Ho DW, Wong CM, Lee TK,
Ng 10. Cripto-1 contributes to stemness in
hepatocellular carcinoma by stabilizing dishevelled-3
and activating Wnt/B-catenin pathway. Cell Death
Differ. 2018; 25:1426-41.
https://doi.org/10.1038/s41418-018-0059-x
PMID:29445127

Xiong S, Wang R, Chen Q, Luo J, Wang J, Zhao Z, Li Y,
Wang Y, Wang X, Cheng B. Cancer-associated fibroblasts
promote stem cell-like properties of hepatocellular
carcinoma cells through IL-6/STAT3/notch signaling. Am
J Cancer Res. 2018; 8:302—-16.

PMID:29511600

Wu J, Zhu P, LuT,DuY, Wang Y, He L, Ye B, Liu B, Yang
L, Wang J, GuY, Lan J, Hao Y, et al. The long non-coding
RNA LncHDAC2 drives the self-renewal of liver cancer
stem cells via activation of hedgehog signaling. J
Hepatol. 2019; 70:918-29.
https://doi.org/10.1016/j.jhep.2018.12.015
PMID:30582981

Baghdasaryan A, Fuchs CD, Osterreicher CH,
Lemberger UJ, Halilbasic E, Pahlman |, Graffner H,
Krones E, Fickert P, Wahlstrom A, Stahlman M,
Paumgartner G, Marschall HU, Trauner M. Inhibition
of intestinal bile acid absorption improves
cholestatic liver and bile duct injury in a mouse
model of sclerosing cholangitis. J Hepatol. 2016;
64:674-81.
https://doi.org/10.1016/j.jhep.2015.10.024
PMID:26529078

An J, Lee KS, Kim KM, Park DH, Lee SS, Lee D, Shim JH,
Lim YS, Lee HC, Chung YH, Lee YS. Clinical features and
outcomes of patients with hepatocellular carcinoma
complicated with bile duct invasion. Clin Mol Hepatol.
2017; 23:160-69.
https://doi.org/10.3350/cmh.2016.0088
PMID:28506055

Woolbright BL, Dorko K, Antoine DJ, Clarke JI, Gholami
P, Li F, Kumer SC, Schmitt TM, Forster J, Fan F, Jenkins
RE, Park BK, Hagenbuch B, et al. Bile acid-induced
necrosis in primary human hepatocytes and in patients
with obstructive cholestasis. Toxicol Appl Pharmacol.
2015; 283:168-77.
https://doi.org/10.1016/j.taap.2015.01.015
PMID:25636263

Gao L, Lv G, Li R, Liu WT, Zong C, Ye F, Li XY, Yang X,
Jiang JH, Hou XJ, lJing YY, Han ZP, Wei LX.
Glycochenodeoxycholate promotes hepatocellular
carcinoma invasion and migration by AMPK/mTOR
dependent autophagy activation. Cancer Lett. 2019;
454:215-23.
https://doi.org/10.1016/j.canlet.2019.04.009

15.

16.

17.

18.

19.

20.

21.

22.

23.

PMID:30980867

Nunes T, Hamdan D, Leboeuf C, El Bouchtaoui M,
Gapihan G, Nguyen TT, Meles S, Angeli E, Ratajczak P,
Lu H, Di Benedetto M, Bousquet G, Janin A. Targeting
Cancer Stem Cells to Overcome Chemoresistance. Int J
Mol Sci. 2018; 19:4036.
https://doi.org/10.3390/ijms19124036
PMID:30551640

Ma C, Huang T, Ding YC, Yu W, Wang Q, Meng B, Luo
SX. MicroRNA-200c overexpression inhibits
chemoresistance, invasion and colony formation of
human pancreatic cancer stem cells. Int J Clin Exp
Pathol. 2015; 8:6533-39.

PMID:26261532

Wang X, Li X, Fu X, Bai M, Li X, Mei Q, Nie J, Wu Z, Han
W. Eliminating ovarian cancer stem cells: a potential
therapeutic target for ovarian cancer chemoresistance.
Curr Protein Pept Sci. 2015; 16:270-78.
https://doi.org/10.2174/138920371604150429151457
PMID:25929861

Fang T, Lv H, Wu F, Wang C, Li T, Lv G, Tang L, Guo L,
Tang S, Cao D, Wu M, Yang W, Wang H. Musashi 2
contributes to the stemness and chemoresistance of
liver cancer stem cells via LIN28A activation. Cancer
Lett. 2017; 384:50-59.
https://doi.org/10.1016/j.canlet.2016.10.007
PMID:27721018

Liu K, Hao M, Ouyang Y, Zheng J, Chen D. CD133*
cancer stem cells promoted by VEGF accelerate the
recurrence of hepatocellular carcinoma. Sci Rep. 2017;
7:41499.

https://doi.org/10.1038/srep41499 PMID:28134312

Cai W, Wang Z, Wei C, Wu M, Zheng W, Zhang H, Liu C,
Liu L. Prognostic evaluation of NANOG and OCT4
expression for posttransplantation hepatocellular
carcinoma recurrence. J Cell Biochem. 2018. [Epub
ahead of print].

https://doi.org/10.1002/jch.28128 PMID:30506712

Zhao X, Sun B, Sun D, Liu T, Che N, Gu Q, Dong X, Li R,
Liu Y, Li J. Slug promotes hepatocellular cancer cell
progression by increasing sox2 and nanog expression.
Oncol Rep. 2015; 33:149-56.

https://doi.org/10.3892/0r.2014.3562 PMID:25339068

XiaoY, SunY, Liu G, Zhao J, Gao Y, Yeh S, Gong L, Chang
C. Androgen receptor (AR)/miR-520f-3p/SOX9 signaling
is involved in altering hepatocellular carcinoma (HCC)
cell sensitivity to the sorafenib therapy under hypoxia
via increasing cancer stem cells phenotype. Cancer
Lett. 2019; 444:175-87.
https://doi.org/10.1016/j.canlet.2018.11.004
PMID:30448543

Ma J, Song X, Xu X, Mou Y. Cancer-associated

WWW.aging-us.com

15554

AGING


https://pubmed.ncbi.nlm.nih.gov/25564572
https://doi.org/10.1038/s41418-018-0059-x
https://pubmed.ncbi.nlm.nih.gov/29445127
https://pubmed.ncbi.nlm.nih.gov/29511600
https://doi.org/10.1016/j.jhep.2018.12.015
https://pubmed.ncbi.nlm.nih.gov/30582981
https://doi.org/10.1016/j.jhep.2015.10.024
https://pubmed.ncbi.nlm.nih.gov/26529078
https://doi.org/10.3350/cmh.2016.0088
https://pubmed.ncbi.nlm.nih.gov/28506055
https://doi.org/10.1016/j.taap.2015.01.015
https://pubmed.ncbi.nlm.nih.gov/25636263
https://doi.org/10.1016/j.canlet.2019.04.009
https://pubmed.ncbi.nlm.nih.gov/30980867
https://doi.org/10.3390/ijms19124036
https://pubmed.ncbi.nlm.nih.gov/30551640
https://pubmed.ncbi.nlm.nih.gov/26261532
https://doi.org/10.2174/138920371604150429151457
https://pubmed.ncbi.nlm.nih.gov/25929861
https://doi.org/10.1016/j.canlet.2016.10.007
https://pubmed.ncbi.nlm.nih.gov/27721018
https://doi.org/10.1038/srep41499
https://pubmed.ncbi.nlm.nih.gov/28134312
https://doi.org/10.1002/jcb.28128
https://pubmed.ncbi.nlm.nih.gov/30506712
https://doi.org/10.3892/or.2014.3562
https://pubmed.ncbi.nlm.nih.gov/25339068
https://doi.org/10.1016/j.canlet.2018.11.004
https://pubmed.ncbi.nlm.nih.gov/30448543

fibroblasts promote the chemo-resistance in gastric
cancer  through secreting IL-11 targeting
JAK/STAT3/Bcl2 pathway. Cancer Res Treat. 2019;
51:194-210.

https://doi.org/10.4143/crt.2018.031 PMID:29690750

24. Kim BH, Min YS, Choi JS, Baeg GH, Kim YS, Shin JW, Kim
TY, Ye SK. Benzoxathiol derivative BOT-4-one
suppresses L540 Ilymphoma cell survival and
proliferation via inhibition of JAK3/STAT3 signaling. Exp
Mol Med. 2011; 43:313-21.
https://doi.org/10.3858/emm.2011.43.5.035
PMID:21499010

25. Shiraiwa K, Matsuse M, Nakazawa Y, Ogi T, Suzuki K,
Saenko V, Xu S, Umezawa K, Yamashita S, Tsukamoto
K, Mitsutake N. JAK/STAT3 and NF-kB signaling
pathways regulate cancer stem-cell properties in
anaplastic thyroid cancer cells. Thyroid. 2019; 29:
674-82
https://doi.org/10.1089/thy.2018.0212
PMID:30784360

26. Lee TK, Castilho A, Cheung VC, Tang KH, Ma S, Ng 10.
CD24(+) liver tumor-initiating cells drive self-renewal
and tumor initiation through STAT3-mediated NANOG
regulation. Cell Stem Cell. 2011; 9:50-63.
https://doi.org/10.1016/j.stem.2011.06.005
PMID:21726833

27. Lai FB, Liu WT, Jing YY, Yu GF, Han ZP, Yang X, Zeng JX,
Zhang HJ, Shi RY, Li XY, Pan XR, Li R, Zhao QD, et al.
Lipopolysaccharide supports maintaining the stemness
of CD133(+) hepatoma cells through activation of the
NF-kB/HIF-1a pathway. Cancer Lett. 2016; 378:131-41.
https://doi.org/10.1016/j.canlet.2016.05.014
PMID:27208741

WWww.aging-us.com 15555 AGING


https://doi.org/10.4143/crt.2018.031
https://pubmed.ncbi.nlm.nih.gov/29690750
https://doi.org/10.3858/emm.2011.43.5.035
https://pubmed.ncbi.nlm.nih.gov/21499010
https://doi.org/10.1089/thy.2018.0212
https://pubmed.ncbi.nlm.nih.gov/30784360
https://doi.org/10.1016/j.stem.2011.06.005
https://pubmed.ncbi.nlm.nih.gov/21726833
https://doi.org/10.1016/j.canlet.2016.05.014
https://pubmed.ncbi.nlm.nih.gov/27208741

