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Supplementary Fig.1



Supplementary Fig.2
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Supplementary Fig.3
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Table S1. Primers for qPCR 

Gene Forward (5’-3’) Reverse(5’-3’) 

Ngf GGCAGACCCGCAACATTACT CACCACCGACCTCGAAGTC 

Ngfr CCTACGGCTACTACCAGGATG CACACGGTGTTCTGCTTGT 

Il23r CAGGTCACTATTCAATGGGATGC GCAGTTCTTAATTGCTGCTTGG 

Ccr1 GACTATGACACGACCACAGAGT CCAACCAGGCCAATGACAAATA 

Ccr2 CCACATCTCGTTCTCGGTTTATC CAGGGAGCACCGTAATCATAATC 

Ccr4 CCCACGGATATAGCAGACACC GTGCAAGGCTTGGGGATACT 

Ccr5 TTCTGGGCTCCCTACAACATT TTGGTCCAACCTGTTAGAGCTA 

Ccr6 TTCAGCGATGTTTTCGACTCC GCAATCGGTACAAATAGCCTGG 

Ccr7 TGAGGTCACGGACGATTACAT GTAGGCCCACGAAACAAATGAT 

Cxcr3 CCACCTAGCTGTAGCAGACAC AGGGCTCCTGCGTAGAAGTT 

Cxc4 GGGCAATGGATTGGTCATCCT TGCAGCCTGTACTTGTCCG 

Cxc5 CACGTTGCACCTTCTCCCAA GGAATCCCGCCACATGGTAG 

Il17a AGATTACTACAACCGATCCACCT GGGGACAGAGTTCATGTGGTA 

Il22 GCTTGACAAGTCCAACTTCCA GCTCACTCATACTGACTCCGT 

Tnfa CCTCTCTCTAATCAGCCCTCTG GAGGACCTGGGAGTAGATGAG 

Ifng TCGGTAACTGACTTGAATGTCCA TCGCTTCCCTGTTTTAGCTGC 

Actin - CATGTACGTTGCTATCCAGGC CTCCTTAATGTCACGCACGAT 

 




