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Fig S1. Sequencing chromatogram of the inserted fragment. Related to Fig 5 (A) The performed sequencing with
universal primers of the T7 promoter and (B) T7 terminator.
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Fig S2. The alignment of sequencing data with the sequence of the tetA gene (flanked by attL sites). (A) The correct
direction of the insert fragment was confirmed by alignment with sequencing data related to the T7 promoter and (B)
T7 terminator primers.






