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Abstract  
Osteoporosis is a condition characterized by low bone mineral density (BMD) and micro-architectural changes 

in the bone tissue. The risk of osteoporosis is partly determined by genetic factors. The role of C677T polymor-
phism of methylenetetrahydrofolate reductase (MTHFR) gene has been investigated in postmenopausal oste-
oporosis. However, the relationship between MTHFR polymorphism and BMD is still controversial. We carried 
out a meta-analysis of 5,833 subjects to evaluate the association of MTHFR and BMD in postmenopausal women. 
Databases of MEDLINE, Web of Science, Scopus and CNKI were retrieved for all publications relating to MTH-
FR polymorphism and BMD in postmenopausal women. Five eligible studies were selected for meta-analysis. 
All these articles studied the association of MTHFR polymorphism and BMD of the femoral neck and lumbar 
spine in postmenopausal women. Our analysis suggested that postmenopausal women with the TT genotype had 
lower femoral neck BMD than the women with the CC/CT genotype, and the weighted mean difference (WMD) 
was -0.01 g/cm2 [95% confidence interval (CI): (-0.01, -0.01), P < 0.01]. However, BMD of the lumbar spine of 
postmenopausal women with the TT genotype was not significantly different from that of women with the CC/CT 
genotype. In the random effects model, the WMD between the TT and TC/CC genotype was -0.01 g/cm2 [95% CI: 
(-0.04, 0.01), P = 0.32]. The C677T polymorphism of the MTHFR gene is associated with BMD of the femoral 
neck in postmenopausal women. Women with the TT genotype of the MTHFR gene have lower BMD, suggesting 
that the TT genotype may be a risk factor for postmenopausal osteoporosis. 
Keywords: methylenetetrahydrofolate reductase, postmenopausal women, bone mineral density, meta-analysis

INTRODUCTION
Osteoporosis is a common metabolic bone disorder 

characterized by reduced bone mass, increased skel-
etal fragility and micro-architectural deterioration, 
and, as a consequence, increased bone fracture[1]. Ac-

cording to statistics, 30% of women and 12% of men 
may suffer from osteoporosis at some point during 
their lifetime, and osteoporosis is becoming a major 
economic burden on the society and families[2]. In the 
United States alone, there are over 1.5 million frac-
tures each year, including 280,000 hip fractures and 
500,000 vertebral fractures[3]. According to one re-
port,[4] the prevalence of osteoporosis is 40%-50% in 
women aged over 60 y, and osteoporotic fracture may 
occur in 30%-50% of this group. This remains a sig-
nificant and growing public health concern. Moreo-
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ver, postmenopausal osteoporosis also increased the 
risk of fractures[5,6], especially hip and spine fractures, 
which are associated with high morbidity and mortal-
ity in this population[7,8]. Because bone fracture pre-
vention is the primary aim of osteoporosis treatment, 
an assessment of bone strength is absolutely required 
to determine fracture risk in patient. According to the 
definition of osteoporosis proposed by the National 
Institutes of Health[1], bone strength is determined by 
the bone mass (bone mineral density) and bone quality. 
Among these two components, bone mineral density 
(BMD) is the primary factor affecting susceptibility 
to osteoporotic fracture[9,10]. Presently, BMD of post-
menopausal women is still the gold standard for the 
assessment of fracture risk[11,12].

The risk factors of osteoporosis are partly deter-
mined by genetic factors[13]. Identifying genes associ-
ated with BMD would be useful for predicting bone 
mass and clarifying possible mechanisms of oste-
oporosis[14]. Identifying persons at increased risk for 
osteoporotic fractures is thus very important since a 
variety of preventive treatments are now available. 
Genetic markers could be useful since they could make 
screening program easier and more cost effective by 
improving fracture prediction beyond that provided 
by BMD measurement alone. With improved fracture 
prediction, intervention may become feasible earlier. 
In studies of twins, it has been reported that approxi-
mately 75% of the inter-individual variance of bone 
mass is determined by genetic factors[15]. Multiple genes 
related to bone metabolism or structure, such as the 
vitamin D receptor gene, the collagen type IA 1 gene 
and the estrogen receptor gene, have been studied 
in this context. Methylenetetrahydrofolate reductase 
(MTHFR) gene polymorphism has been identified as 
a candidate gene for osteoporosis in postmenopausal 
women since Miyao et al.[16] studied the association of 
MTHFR polymorphism with BMD in postmenopau-
sal Japanese women. The MTHFR gene lies within 
the 1p36 region on chromosome 1[17], and it catalyzes 
the conversion of 5, 10 methylenetetrahydrofolate 
to 5-methyltetrahydrofolate. Therefore, severe defi-
ciency of MTHFR can cause hyperhomocysteinemia 
due to the lack of 5-methyltetrahydrofolate[18]. Two 
recent population-based studies from the Netherlands 
and Framingham, USA, have shown an association be-
tween increased concentrations of plasma total homo-
cysteine (tHcy), and the risk of osteoporotic fracture 
in both male and female subjects[14,19]. Condon 677 
(C677T) has been identified as a functional polymor-
phism in MTHFR. The T-allele variant (valine type) 
has lower enzyme activity than the wild type (C-allele 
or alanine type), resulting in a slightly elevated homo-

cysteine level, and this has been recently recognized 
as a risk factor for fracture. The TT genotype is as-
sociated with slightly increased homocysteine levels 
with variable effects on BMD and fracture risk. Abra-
hamsen et al.[20] have published data from the Danish 
Osteoporosis Prevention Study (DOPS) showing that 
healthy early post-menopausal Danish women with 
the TT genotype have 0.1–0.3 SD reduced BMD at 
most measurement sites and that one in nine fractures 
in this age group could be attributed to this genetic 
polymorphism alone. Some studies suggested that the 
C677T polymorphism in the MTHFR gene was as-
sociated with BMD of postmenopausal women[21-25]. 
In addition, several reports showed that MTHFR poly-
morphism was associated with an increasing risk of 
postmenopausal osteoporotic fractures[26-29]. However, 
the relationship between the MTHFR polymorphism 
and postmenopausal BMD is still controversial. In 
order to elucidate the correlation, we collected all ar-
ticles published to date and performed a meta-analysis 
of the relationship between MTHFR gene polymor-
phism and BMD in postmenopausal women. 

MATERIALS AND METHODS

Search strategy 
The MEDLINE (1950-2010), Web of Science (1955-

2010), Scopus (1960-2010) and China National Knowl-
edge Infrastructure (CNKI, 1994-2010) were searched 
in a systematic and comprehensive manner for all 
previous studies on the MTHFR C677T polymorphism 
and BMD in postmenopausal women. The search used 
the following keywords: methylenetetrahydrofolate 
reductase, postmenopausal, bone mineral density. If 
abstracts were considered relevant, full-text articles 
were obtained and examined. The references of all 
computer-identified publications were searched for 
additional studies, and the MEDLINE related articles 
were used to search for potentially relevant articles. 
Review articles and references of other identified 
studies were hand-searched to find additional eligi-
ble studies. Articles published in all languages were 
selected if they met all of the following criteria: (1) 
study included postmenopausal women with femoral 
neck and/or lumbar spine BMD; (2) study stratified 
by MTHFR C677T genotypic class in TT and CC/CT 
genotype or in TT, CC and CT genotype; (3) the BMD 
of each participant was measured by dual-energy X-ray 
absorptiometry; (4) those that retrieved studies of re-
view articles were excluded.
Data extraction

Following the meta-analysis of observational stud-
ies in epidemiology (MOOSE) guidelines for report-
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ing meta-analysis of observational studies[30], we 
extracted the following data from eligible studies: 
author’s name, region/country where the study was 
conducted, year of publication, number of subjects, 
mean age or age range of all included subjects, how 
the subjects stratified by MTHFR C677T genotypic 
class, the number of cases in each group and the BMD 
value of the femoral neck and lumbar spine. All data 
were independently abstracted in duplicate by two 
researchers. If the researchers disagreed, a final result 
was reached by discussion. For data not provided in 
table form or in the main text, the required informa-
tion was obtained by contacting corresponding authors 
when possible.
Statistical analysis 

Summary statistics were estimated in the Rev Man 
4.2 software (The Nordic Cochrane Center, Rigshos-
pitalet). As the value of BMD is continuous data, we 
used the weight mean difference (WMD) as the com-
bined study effect size estimates and summary statistics 
with 95% confidence intervals (CI). The WMD was 
used as the common output measurement to assess the 
quantitative data, such as height, blood pressure, and 
biochemical indicators. It was estimated using fixed or 
random (in case of heterogeneity) effect models with 
RevMan 4.2 software. The sample size, mean value 
and standard deviations of the main outcome measures 
were extracted from the studies. A χ2 test was used to 
examine the included studies for statistical evidence 
of heterogeneity, and the degree of heterogeneity was 
assessed with the I2 statistic. We applied the fixed-
effects model in case of no heterogeneity (P > 0.05). 
Otherwise, the random-effects model was used (P < 

0.05). Results with a P value less than 0.05 were con-
sidered statistically significant.

RESULTS
According to the search criteria set, there were fif-

teen published articles identified above for potential 
inclusion with full-text versions obtained for MTHFR 
and postmenopausal BMD. Two articles, by Macdon-
ald HM et al.[31] and Nissen N et al.[32], were excluded 
because the subjects were not suitable for our meta-
analysis as some of them were pre/peri-menopausal 
women. Three articles[16,33,34] were excluded too, 
because they were not stratified by MTHFR C677T 
genotypic class in TT and CC/CT genotype. Another 
paper by Abrahamsen B et al.[20] was also excluded 
because some of the subjects underwent hormone re-
placement therapy. In addition, four articles, written 
by Hong X et al.[2], Villadsen MM et al.[28], Baines M 
et al[35]. and J rgensen HL et al.[36], respectively, were 
also excluded because the data can not be found in the 
tables or the main texts. Additionally we have tried 
to get in touch with the corresponding authors as pos-
sible as we can, but the required information was not 
obtained. Therefore, ten papers were excluded among 
fifteen identified, thus yielding five studies. The five 
studies[21-25] on the association between the MTHFR 
C677T polymorphism and BMD of the femoral neck 
in postmenopausal women involved 542 subjects with 
the TT genotype and 4,855 subjects with the CC/CT 
genotype, and the lumbar spine BMD data included 
607 subjects with the TT genotype and 5,226 subjects 
with the CC/CT genotype, and detailed characteristics 
of each study are described in Table 1 and Table 2.

After performing the tests for heterogeneity for the 

WMD

-0.01
-0.02
-0.04
-0.02
-0.02
-0.01

95%CI

(-0.01, -0.01)
(-0.04, -0.00)
(-0.11, -0.03)
(-0.05, -0.01)
(-0.04, -0.00)
(-0.01, -0.01)

Table 1 Characteristics of included studies of the MTHFR genotype and BMD of the femoral neck

        Study

Agueda L[21]

Yazdanpanah N[22]

Golbahar J[23]

Li M[24]

Abrahamsen B[25]

Total

Country

Spain
Netherlands
Iran
China
Denmark

Year

2010
2008
2004
2004
2003

Age (y)

57.6±8.2
66.4±8.2
60.8±6.8

57.3(55-59)
50.7±2.8

n (%)
 79(15.55)
296(11.00)
    6(2.21)   
    8(4.49)
153(8.85)
542(10.04)

BMD (g/cm2)
0.67±0.01
0.82±0.13
0.73±0.08
0.66±0.04
0.78±0.11

BMD (g/cm2)
0.68±0.01
0.84±0.14
0.77±0.14
0.68±0.10
0.80±0.12

n (%)
429(84.45)

2396(89.00)
265(97.79)
170(95.51)

1595(91.25)
4855(89.96)

TT genotype CC/CT genotype

BMD: Bone mineral density; MTHFR: Methylenetetrahydrofolate reductase; WMD: Weighted mean difference.

MTHFR C677T polymorphism and BMD of the femo-
ral neck in postmenopausal women, we decided to use a 
fixed-effect model to obtain a summary statistic as the 
tests were not statistically significant (χ2 = 3.68, df = 4, P 
= 0.45 > 0.05). However we used a random-effect model 
in lumbar spine BMD as the tests were statistically sig-

nificant (χ2 = 20.78, df = 4, P = 0.0004 < 0.05). In this 
meta-analysis, a statistically significant difference in the 
MTHFR C677T polymorphism and BMD of the femo-
ral neck was observed in postmenopausal women and 
the WMD between the TT and TC/CC genotype was 
-0.01 g/cm2(95% CI: -0.01 to -0.01, P < 0.00001). But 
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in BMD of the lumbar spine, the difference was not 
statistically significant and the WMD was-0.01 g/cm2 

(95% CI: -0.04 to 0.01, P = 0.32), as shown in Fig. 1A 
and Fig. 1B.

Table 2  Characteristics of included studies of the MTHFR genotype and BMD of the lumbar spine

      Study

Agueda L[22]

Yazdanpanah N[23]

Golbahar J[24]

Li M[25]

Abrahamsen B[21]

Total

Age (y)

55.5 ± 8.7
66.4±8.2
60.8±6.8

57.3(55-59)
50.7±2.8

BMD (g/cm2)
0.86±0.01
1.03±0.18
0.94±0.17
0.82±0.06
1.00±0.13

n (%)
144(15.25)
296(11.00)
    6(2.21)
    8(4.49)
153(8.85)
607(10.41)

WMD

-0.01
-0.01
-0.03
-0.04
-0.03
-0.01

BMD (g/cm2)
0.85±0.01
1.04±0.18
0.91±0.13
0.86±0.12
1.03±0.14

n (%)
800(84.75)

2396(89.00)
265(97.79)
170(95.51)

1595(91.25)
5226(89.59)

95%CI

(-0.01, -0.01)
(-0.03, -0.01)
(-0.11, -0.17)
(-0.09, -0.01)
(-0.05, -0.01)
(-0.04, -0.01)

TT genotype CC/CT genotype

BMD: Bone mineral density; MTHFR: Methylenetetrahydrofolate reductase; WMD: Weighted mean difference.

Country

Spain
Netherlands
Iran
China
Denmark

Year

2010
2008
2004
2004
2003

Review:          The relationship between the MTHFR C677T polymorphism and BMD in peri/postmenopansal women
Comparison:   01 TT vs CC/CT
Outcome:        02 The femoral neck BMD of the subjects

WMD (fixed)
95% Cl

Study
or sub-category

Agueda L
Abrahamsen B
Golbahar J
Li M
Yazdanpanah N

Total (95% Cl)
Test for heterogeneity: Chi? = 3.68, df = 4 (P = 0.45),l? = 0%
Test for overall effect: Z = 8.75 (P < 0.00001)

TT
Mean (SD)

0.67 (0.01)
0.78 (0.11)
0.73 (0.08)
0.66 (0.04)
0.82 (0.13)

CC/CT
Mean (SD)

0.68 (0.01)
0.80 (0.12)
0.77 (0.14)
0.68 (0.10)
0.84 (0.14)

WMD (fixed)
95% Cl

-0.01 [-0.01, -0.01]
-0.02 [-0.04, -0.00]
-0.04 [-0.11, -0.03]
-0.02 [-0.05, -0.01]
-0.02 [-0.04, -0.00]

-0.01 [-0.01, -0.01]

n

79
153

6
8

296

542

n

429
1595
265
170

2396

4855

Weight
%

95.50
1.62
0.13
0.55
2.19

100.00

-0.5     -0.25      0       0.25       0.5
TT    CC/CT

A

Fig. 1 Individual and pooled weighted mean difference estimates and their 95% confidence intervals (CI) for femoral neck 
and lumbar spine bone mineral density (BMD) in postmenopausal women. The size of the square is proportional to the percent weight 
of each study in the fixed and random effect meta-analysis. Horizontal line represents the 95% CI. The summary pooled WMD and its 95%CI are in-
dicated by the shaded diamond. A: femoral neck BMD in postmenopausal women. B: lumbar spine BMD in postmenopausal women. 

Review:          The relationship between the MTHFR C677T polymorphism and BMD in peri/postmenopansal women
Comparison:   01 TT vs CC/CT
Outcome:        01 The lumbar spine BMD of the objectives

WMD (random)
95% Cl

Study
or sub-category

Agueda L
Abrahamsen B
Golbahar J
Li M
Yazdanpanah N

Total (95% Cl)
Test for heterogeneity: Chi? = 20.78, df = 4 (P = 0.0004),l? = 80.7%
Test for overall effect: Z = 0.99 (P = 0.32)

TT
Mean (SD)

0.86 (0.01)
1.00 (0.13)
0.94 (0.17)
0.82 (0.06)
1.03 (0.18)

CC/CT
Mean (SD)

0.85 (0.01)
1.03 (0.14)
0.91 (0.13)
0.86 (0.12)
1.04 (0.18)

WMD (random)
95% Cl

-0.01 [-0.01, -0.01]
-0.03 [-0.05, -0.01]
-0.03 [-0.11, -0.17]
-0.04 [-0.09, -0.01]
-0.01 [-0.03, -0.01]

-0.01 [-0.04, -0.01]

n

144
153

6
8

296

607

n

800
1595
265
170

2396

5226

Weight
%

31.91
25.26
2.76

14.82
25.25

100.00

-0.5     -0.25      0       0.25       0.5
TT    CC/CT

B
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DISCUSSION

As the association between MTHFR polymorphism 
and BMD in postmenopausal women is controversial,  
we searched the published articles and ideneifred some 
studies on the association between the MTHFR C677T 
polymorphism and BMD. However, ten studies are not 
suitable for this meta-analysis. In our data, five studies 
about the association between MTHFR polymorphism 
and postmenopausal BMD of the femoral neck and the 
lumbar spine were analyzed. Our findings suggested 
that postmenopausal women with the TT genotype had 
lower femoral neck BMD than that of women with 
the CC/CT genotype [WMD: -0.01 g/cm2, 95% CI: 
(-0.01, -0.01), P < 0.001]. But the lumbar spine BMD 
of postmenopausal women with the TT genotype had 
no significant difference compared with the CC/CT 
genotype [WMD: -0.01 g/cm2, 95% CI: (-0.04, 0.01), 
P = 0.32]. Our result was in accordance with the study 
by Riancho et al.[37] on the BMD of the femoral neck 
but inconsistent with the BMD of the lumbar spine in 
women.

Abrahamsen et al.[25] performed a prospective 
study of risk factors for osteoporosis in 1,748 healthy 
postmenopausal Danish women. They found that 
postmenopausal BMD at the femoral neck and lum-
bar spine of the subjects was significantly differ-
ent between subjects with the TT genotype and CC/
CT genotype, which suggestes that the less prevalent 
genotype (TT, 8.7% of the population) of the MTHFR 
gene was associated with lower postmenopausal BMD 
at the femoral neck (P < 0.05), lumbar spine (P < 0.05) 
and total hip (P < 0.01). 

The analysis by Yazdanpanah et al.[22] showed that 
no association between the MTHFR C677T polymor-
phism and baseline BMD at femoral neck (P = 0.19) 
and lumbar spine (P = 0.26) in postmenopausal wom-
en. But there was a trend that the women with MTHFR 
TT genotype had lower BMD than that of the CC/CT 
genotype women, the result was not significantly dif-
ferent.

Golbahar et al.[23] reported that BMD was decreased 
in the postmenopausal women with the TT genotype, 
but BMD among the women with the CC, CT and TT 
genotypes was not statistically different at both the 
femoral neck (r = -0.01, P = 0.81) and lumbar spine (r 
= -0.04, P = 0.51). However, the sample size in the TT 
genotype group was very small. Agueda et al.[21] per-
formed association analysis of three functional poly-
morphisms in a cohort of 944 postmenopausal Spanish 
women. They found that no significant association 
was observed between the studied polymorphisms and 
BMD of the lumbar spine or femoral neck. Li et al.[24] 

also reported that there was no significant difference 
in the MTHFR C677T polymorphism and BMD in 178 
Chinese postmenopausal women. 

Take together, five articles in our study showed 
similar results, which were in contrast to what was re-
ported by Abrahamsen et al.[25] who observed a signif-
icant association between the MTHFR polymorphism 
and BMD in postmenopausal women. Our result, 
inconsistent with four of the five, was that the C677T 
polymorphism of the MTHFR gene is significantly as-
sociated with BMD of the femoral neck in postmeno-
pausal women. There was a statistically significant 
difference in BMD of the femoral neck between the 
TT genotype and CC/CT genotype. Small sample size 
was thought to be one of the causes of this conflict. 
Another reason could be ascribed to the small pro-
portion of the TT genotype analyzed by Golbahar[23] 
and Li[24]. There were only 6 (2.21%) and 8 (4.49%) 
postmenopausal women, respectively, in the group 
of the TT genotype. However the distribution of the 
TT genotype in normal Chinese and Iranian women 
was 14.10% and 6.4% in other researches[38,39]. How-
ever, there was no statistically significant difference 
of BMD in the lumbar spine between the TT and CC/
CT genotype. The inconsistency of the analysis could 
be influenced by different measurement apparati, sites 
and different grouping methods[40].

Although the relatively small number of studies 
limited the power of our meta-analysis, the results 
clearly suggested that the C677T polymorphism of the 
MTHFR gene was associated with BMD of the femo-
ral neck and lumbar spine in postmenopausal women. 
The women with the TT genotype of MTHFR have 
lower BMD, which suggests that the TT genotype 
could be a risk factor for postmenopausal osteoporo-
sis. More of futrue studies with a larger sample size 
are needed. 
References
[1] NIH Consensus Development Panel on Osteoporosis 

Prevention, Diagnosis, and Therapy. Osteoporosis pre-
vention, diagnosis, and therapy. JAMA 2001;285:785-95.

[2] Hong X, Hsu YH, Terwedow H, Tang G, Liu X, Jiang 
S, et al. Association of the methylenetetrahydrofolate re-
ductase C677T polymorphism and fracture risk in Chi-
nese postmenopausal women. Bone 2007;40:737-42.

[3] Kiel DP, Demissie S, Dupuis J, Lunetta KL, Murabito 
JM, Karasik D. Genome-wide association with bone 
mass and geometry in the Framingham Heart Study. 
BMC Med Genet 2007;8:S14.

[4] Seeman E, Eisman JA. Treatment of osteoporosis: why, 
whom, when and how to treat. The single most important 
consideration is the individual’s absolute risk of fracture. 
Med J Aust 2004;180:298-303.



　422 Li DH et al. / Journal of Biomedical Research, 2010, 24(6): 417-423

[5] North American Menopause Society. Management of 
osteoporosis in postmenopausal women: 2006 position 
statement of The North American Menopause Society. 
Menopause 2006;13:340-67.

[6] Nguyen TV, Center JR, Sambrook PN, Eisman JA. Risk 
factors for proximal humerus, forearm, and wrist frac-
tures in elderly men and women: the Dubbo Osteoporo-
sis Epidemiology Study. Am J Epidemiol 2001; 153:587-
95.

[7] Johnell O, Kanis JA, Odén A, Sernbo I, Redlund-Johnell 
I, Petterson C, et al. Mortality after osteoporotic frac-
tures. Osteoporos Int 2004;15:38-42. 

[8] Johnell O, Kanis J. Epidemiology of osteoporotic frac-
tures. Osteoporos Int 2005;16:S3-7. 

[9] U. S. Department of Health and Human Services: Bone 
Health and Osteoporosis: A Report of the Surgeon Gen-
eral. 2004. U.S. Department of Health and Human Serv-
ices, Office of the Surgeon General; Rockville, MD.

[10] Cummings SR, Black DM, Nevitt MC, Browner W, 
Cauley J, Ensrud K, et al. Bone density at various sites 
for prediction of hip fractures. The Study of Osteoporot-
ic Fractures Research Group. Lancet 1993;341:72-5. 

[11] Kanis JA, Black D, Cooper C, Dargent P, Dawson-
Hughes B, De Laet C, et al. A new approach to the 
development of assessment guidelines for osteoporosis. 
Osteoporos Int 2002;13:527-36.

[12] Assessment of fracture risk and its application to screen-
ing for postmenopausal osteoporosis. Report of a WHO 
Study Group. World Health Organ Tech Rep Ser 1994;8 
43:1-129.

[13] Seeman E, Hopper JL, Bach LA, Cooper ME, Parkinson 
E, McKay J, et al. Reduced bone mass in daughters of 
women with osteoporosis. N Engl J Med 1989;3 20:554-
8.

[14] van Meurs JB, Dhonukshe-Rutten RA, Pluijm SM, van 
der Klift M, de Jonge R, Lindemans J, et al. Homo-
cysteine levels and the risk of osteoporotic fracture. N 
Engl J Med 2004;350:2033-41.

[15] Pocock NA, Eisman JA, Hopper JL, Yeates MG, Sam-
brook PN, Eberl S. Genetic determinants of bone mass 
in adults. A twin study. J Clin Invest 1987;80:706-10.

[16] Miyao M, Morita H, Hosoi T, Kurihara H, Inoue S, 
Hoshino S, et al. Association of methylenetetrahydro-
folate reductase (MTHFR) polymorphism with bone 
mineral density in postmenopausal Japanese women. 
Calcif Tissue Int 2000;66:190-4.

[17] Goyette P, Sumner JS, Milos R, Duncan AM, Rosenblatt 
DS, Matthews RG, et al. Human methylenetetrahydro-
folate reductase: isolation of cDNA, mapping and muta-
tion identification. Nat Genet 1994;7:195-200.

[18] Goyette P, Christensen B, Rosenblatt DS, Rozen R. 
Severe and mild mutations in cis for the methylenetet-
rahydrofolate reductase (MTHFR) gene, and description 
of five novel mutations in MTHFR. Am J Hum Genet. 
1996;59:1268-75.

[19] McLean RR, Jacques PF, Selhub J, Tucker KL, Samel-
son EJ, Broe KE, et al. Homocysteine as a predictive 

factor for hip fracture in older persons. N Engl J Med 
2004;350:2042-9. 

[20] Abrahamsen B, Madsen JS, Tofteng CL, Stilgren L, 
Bladbjerg EM, Kristensen SR, et al. Are effects of 
MTHFR (C677T) genotype on BMD confined to women 
with low folate and riboflavin intake? Analysis of food 
records from the Danish osteoporosis prevention study. 
Bone 2005;36:577-83.

[21] Agueda L, Urreizti R, Bustamante M, Jurado S, Garcia-
Giralt N, Díez-Pérez A, et al. Analysis of three func-
tional polymorphisms in relation to osteoporosis pheno-
types: replication in a Spanish cohort. Calcif Tissue Int 
2010;87:14-24.

[22] Yazdanpanah N, Uitterlinden AG, Zillikens MC, Jhamai 
M, Rivadeneira F, Hofman A, et al. Low dietary ribo-
flavin but not folate predicts increased fracture risk in 
postmenopausal women homozygous for the MTHFR 
677 T allele. J Bone Miner Res 2008;23:86-94.

[23] Golbahar J, Hamidi A, Aminzadeh MA, Omrani GR. 
Association of plasma folate, plasma total homocysteine, 
but not methylenetetrahydrofolate reductase C667T 
polymorphism, with bone mineral density in postmeno-
pausal Iranian women: a cross-sectional study. Bone 
2004;35:760-5.

[24] Li M, Lau EM, Woo J. Methylenetetrahydrofolate re-
ductase polymorphism (MTHFR C677T) and bone 
mineral density in Chinese men and women. Bone 2004; 
35:1369-74.

[25] Abrahamsen B, Madsen JS, Tofteng CL, Stilgren L, 
Bladbjerg EM, Kristensen SR, et al. A common methyl-
enetetrahydrofolate reductase (C677T) polymorphism is 
associated with low bone mineral density and increased 
fracture incidence after menopause: longitudinal data 
from the Danish osteoporosis prevention study. J Bone 
Miner Res 2003;18:723-9.

[26] Devoto M, Specchia C, Li HH, Caminis J, Tenenhouse A, 
Rodriguez H, et al. Variance component linkage analysis 
indicates a QTL for femoral neck bone mineral density 
on chromosome 1p36. Hum Mol Genet 2001;10:2447-
52.

[27] Bathum L, von Bornemann Hjelmborg J, Christiansen 
L, Madsen JS, Skytthe A, Christensen K. Evidence for 
an association of methylenetetrahydrofolate reductase 
polymorphism C677T and an increased risk of fractures: 
results from a population-based Danish twin study. Os-
teoporos Int 2004;15:659-64.

[28] Villadsen MM, Bünger MH, Carstens M, Stenkjaer 
L, Langdahl BL. Methylenetetrahydrofolate reductase 
(MTHFR) C677T polymorphism is associated with os-
teoporotic vertebral fractures, but is a weak predictor of 
BMD. Osteoporos Int 2005;16:411-6. 

[29] Abrahamsen B, Jørgensen HL, Nielsen TL, Andersen M, 
Haug E, Schwarz P, et al. MTHFR c.677C>T polymor-
phism as an independent predictor of peak bone mass in 
Danish men--results from the Odense Androgen Study. 
Bone 2006;38:215-9. 

[30] Stroup DF, Berlin JA, Morton SC, Olkin I, Williamson 



MTHFR polymorphism and bone mineral density in postmenopausal women 423　
GD, Rennie D, et al. Meta-analysis of observational 
studies in epidemiology: a proposal for reporting. Meta-
analysis Of Observational Studies in Epidemiology 
(MOOSE) group. JAMA 2000;283:2008-12.

[31] Macdonald HM, McGuigan FE, Fraser WD, New SA, 
Ralston SH, Reid DM. Methylenetetrahydrofolate re-
ductase polymorphism interacts with riboflavin intake to 
influence bone mineral density. Bone 2004;35:957-64. 

[32] Nissen N, Madsen JS, Bladbjerg EM, Beck Jensen JE, 
Jørgensen NR, Langdahl B, Abrahamsen B, Brixen K. 
No association between hip geometry and four com-
mon polymorphisms associated with fracture: the Danish 
osteoporosis prevention study. Calcif Tissue Int 2009; 
84:276-85.

[33] Shiraki M, Urano T, Kuroda T, Saito M, Tanaka S, Mi-
yao-Koshizuka M, et al. The synergistic effect of bone 
mineral density and methylenetetrahydrofolate reductase 
(MTHFR) polymorphism (C677T) on fractures. J Bone 
Miner Metab 2008;26:595-602.

[34] Golbahar J, Aminzadeh MA, Hamidi SA, Omrani GR. 
Association of red blood cell 5-methyltetrahydrofolate 
folate with bone mineral density in postmenopausal Ira-
nian women. Osteoporos Int 2005;16:1894-8.

[35] Baines M, Kredan MB, Usher J, Davison A, Higgins G, 
Taylor W, et al. The association of homocysteine and its 

determinants MTHFR genotype, folate, vitamin B12 and 
vitamin B6 with bone mineral density in postmenopausal 
British women. Bone 2007;40:730-6.

[36] Jørgensen HL, Madsen JS, Madsen B, Saleh MM, Ab-
rahamsen B, Fenger M, et al. Association of a common 
allelic polymorphism (C677T) in the methylenetetrahy-
drofolate reductase gene with a reduced risk of oste-
oporotic fractures. A case control study in Danish post-
menopausal women. Calcif Tissue Int 2002;71:386-92.

[37] Riancho JA, Valero C, Zarrabeitia MT. MTHFR poly-
morphism and bone mineral density: meta-analysis of 
published studies. Calcif Tissue Int 2006;79(5):289-93. 

[38] Gao CM, Tang JH, Cao HX, Ding JH, Wu JZ, Wang 
J, et al. MTHFR polymorphisms, dietary folate intake 
and breast cancer risk in Chinese women. J Hum Genet 
2009;54:414-8.

[39] Keikhaee MR, Hashemi SB, Najmabadi H, Noroozian 
M. C677T methylentetrahydrofulate reductase and an-
giotensin converting enzyme gene polymorphisms in 
patients with Alzheimer’s disease in Iranian population. 
Neurochem Res 2006;31:1079-83.

[40] Shen FX, Zheng JC, Ni LS, Wang DW, Quan JX, Zhou 
SB, et al. Influence of bone mineral density measure-
ment at different sites on results in type Ⅱ diabetes. 
China Journal of Modern Medicine 2004;14:46-53.


