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Purpose: Hepatocellular carcinoma (HCC), a worldwide leading cause of morbidity and
mortality, is the most frequent primary liver tumor. Most HCC patients are diagnosed with
advanced liver cancer, resulting in a very low 5-year survival rate. Thus, there is an urgent
need for the development of targeted therapies. In this study, we aimed to investigate the
effect and mechanism of the miR-20a/EZH1 axis on the proliferation and metastasis of
HCC and the inhibitory effect of the EZH1/EZH2 inhibitor UNC1999 on HCC.

Materials and Methods: The expression of miR-20a in human HCC tissues and cell lines
was detected using quantitative real-time PCR (gRT-PCR). The expressions of proteins
were analyzed with immunohistochemistry and Western blotting. Luciferase assay was
used to verify whether miR-20a targets EZH1 or EZH2. The effect of miR-20a on HCC
progression was studied in vivo and in vitro. The tumor inhibitory effect of UNC1999 was
confirmed in vivo. CCK8 assay, wound healing assay, cell migration and invasion assay
were used to evaluate the synergistic effect of UNC1999 with sorafenib. RNA sequencing
(RNA-seq) was performed to screen the differentially expressed genes in the Huh7 and
SMMC7721 cell lines after UNC1999, sorafenib, and combination treatments.

Results: In this study, miR-20a showed a lower expression in both HCC tissues and cell
lines. MiR-20a inhibited the proliferation and migration of SMMC7721 and Huh7 cells. The
results of the luciferase assay and Western blot analysis revealed that miR-20a directly
targeted EZH1, a histone methyltransferase. We demonstrated that miR-20a negatively
regulated the expression of EZH1 and inhibited the proliferation and metastasis of HCC by
reducing H3K27 methylation. We found UNC1999 inhibited tumor cells proliferation and
enhanced the inhibitory effect of sorafenib.
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Conclusion: We demonstrated that miR-20a suppresses the tumor proliferation and
metastasis in HCC by directly targeting EZH1. UNC1999 can inhibit tumor proliferation
in vivo and increase the sensitivity of hepatoma cell lines to sorafenib.

Keywords: hepatocellular carcinoma, microRNA-20a, EZH1, metastasis, epigenetics

INTRODUCTION

Hepatocellular carcinoma (HCC), ranking seventh globally in
incidence among malignant tumors, is characterized by a poor
therapeutic effect and a high mortality rate, which makes it the
third leading cause of cancer-related deaths in the world (1). Despite
some advances in early detection and the recent improvements in
treatment, the prognosis of patients with HCC remain poor. The
current challenges are to identify new therapeutic targets and
strategies and to incorporate these strategies into existing
treatment regimens in order to improve treatment outcomes.

Over the past decade, mounting evidence implicates that
microRNAs (miRNAs) have a well-recognized role in
tumorigenesis (2-4). Currently, the understanding of the tumor-
related role of miRNAs is divided into two main aspects: on one
hand, the highly expressed miRNAs promote tumor progression by
downregulating the expression of tumor suppressor genes; on the
other hand, the low expression of miRNAs inhibits tumor
formation by upregulating the expression of oncogenes (5). The
altered expressions of several miRNAs (i.e., miR-18, miR-20a, miR-
21, miR-34, miR-17-92, let-7a, let-7c, miR-92, miR-122, miR-195,
miR-199a, miR-200a, miR-341, and miR-370) have been associated
with HCC in mice and/or humans, but experimental evidence
establishing a causal relationship between the abnormal
expressions of these miRNAs and HCC is generally lacking (6).
MiR-20a is one of the members of the miR-17-92 cluster that is
located on chromosome 13 (13q31.3) (7). Downregulation of miR-
20a was observed in primary HCC of patients following liver
transplantation (6). Fan et al. reported that the decreased
expression of miR-20a in HCC is related to its recurrence and
prognosis (7), and new research has confirmed that miR-20a
overexpression can inhibit liver cancer in vivo (8); however, the
downstream mechanism of miR-20a remains unclear and merits
further study.

Enhancer of zeste homologue 1 (EZH1) is a member of the
Polycomb group (PcG) protein family that plays a crucial role in
gene silencing (9, 10). Being one of the catalytic subunits of
Polycomb repressive complex 2 (PRC2), EZHI can repress the
transcription of target genes by triggering the trimethylation of
H3K27 (H3K27me3) (11). According to reports, EZH1 participates
in the pathogenesis of many cancers (12-17), such as breast cancer,
lung cancer, prostatic cancer, and hematologic malignancies.

However, the relationship between miR-20a and EZH1 and their
functions in HCC remain undiscovered. Recent studies have
revealed that several tumor suppressor miRNAs (i.e., miR-200c
and miR-26a) are identified as the direct targets of EZH2 (18, 19).
The role of EZH1 in HCC is far from clear. Exploring the miRNA/
EZHI1-associated signaling network in HCC development may
provide novel therapeutic strategies for HCC treatment.

In this research, we identified that the expression of miR-20a
is impaired in HCC tissues and cell lines, in a subcutaneous
xenograft tumor model of HCC, due to EZH1-mediated
epigenetic repression.

MATERIALS AND METHODS
Patients and HCC Samples

Cancer and matched paracancerous tissues were obtained
intraoperatively from 32 HCC patients in The First Affiliated
Hospital, Sun Yat-sen University (Guangzhou, China), in 2015.
Patients were included in this experiment upon giving informed
consent. The present study met the approval of the Ethical
Committee of the hospital. Details of the samples are
summarized in Table 1.

Reagents

UNC1999 and sorafenib were purchased from AbMole Bioscience
(Houston, TX, USA). For cell culture experiments, UNC1999 was
diluted in dimethyl sulfoxide (DMSO) to a stock of 10 mM, while
sorafenib was diluted in DMSO to stocks of 100 uM.

Cell Culture and Cell Transfection

In this study, we used human HCC cell lines, such as Huh7, Bel-
7402, QGY-7703, SMMC7721, PLC8024, H2M, and H2P, and
the human immortalized normal hepatocellular cell line MIHA,
which were gifted by Professor Zhu Xiaofeng’s laboratory, Sun Yat-
sen University Cancer Center. The HCC cells were cultured using

TABLE 1 | Clinicopathologic characteristics of HCC patients.

Feature miR-20a: NO. of cases EZH1: NO. of cases
Sex

Female 2 3

Male 19 29
Age (years)

<60 13 19

>60 8 13
Tumor size (cm)

<5 7 9

>5 14 23
TNM stage

Il 1 16

I, v 10 16
Portal vein tumor thrombus

Yes 6 10

No 15 22
Cirrhosis

Yes 6 5

No 16 27
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Dulbecco’s modified Eagles’ medium (DMEM) (Gibco, Big Cabin,
UK) supplemented with 10% fetal bovine serum (FBS), 100 pg/ml
streptomycin, and 100 IU/ml penicillin at 37°C with 5% CO,. For cell
transfection, the miRNA mimic, micrONTM mimic negative control
(cy3), and siEZH1 were produced by RiboBio (Guangdong, China).
The transfection buffer and reagent were also purchased from
RiboBio. The miRNA mimic was transfected for 24 h and siEZH1
was transfected for 48 h in six-well plates with 3 x 10° cells per well.

Murine Subcutaneous Xenograft Tumor
Model of HCC

Four-week-old male Balb/c nude mice were purchased from
Nanjing Biomedical Research Institute of Nanjing University.
A volume of 100 ul SMMC-7721 suspension cells, which
contained 5 x 10° cells, were injected subcutaneously into the
flank region. In study of miR-20a, when the tumor reached a size
of 5 mm x 5 mm, the mice were intratumorally injected with
agomiR-20a or agomiR NC (both from RiboBio) twice a week.
After 6 weeks, the gross morphology and tumor metastasis were
assessed after euthanasia by macroscopically measuring the total
size of the tumor nodules, conducted with hematoxylin and eosin
(HE) staining of the tumor, liver, and lung. In the study of
UNC1999, when the tumor reached a size of 100mm®, the mice
were administered with DMSO as control or 150mg/kg
UNC1999 once a day for 17 days. The tumor size was
calculated with the following formula: volume (mm?) =
[width® x length]/2. All animal experiments were approved by
the Ethics Committee for Clinical Research and Experimental
Animals of the First Affiliated Hospital, Sun Yat-sen University.

Quantitative Real-Time Polymerase

Chain Reaction

RNA was extracted from cells and tissue samples with the Total
RNA Kit (Omega Bio-Tek, Norcross, GA, USA) according to the
manufacturer’s protocol. Reverse transcription was done with
the Superscript III Kit (Invitrogen, Carlsbad, CA, USA). The
expression level of mMRNA was detected by quantitative real-time
PCR (qRT-PCR) with an SYBR Green PCR Master Mix kit using
a CFX96 System. The primers are shown in Table 2.

Cell Counting Kit-8 Assay

Cells were inoculated in a 96-well plate at 5 x 10° cells/100 pl per
well. Then, the cells were incubated with increasing
concentrations of miR-20a (25, 50, and 100 uM), sorafenib,
sorafenib combined with UNC1999 for 12, 24, or 48 h,
respectively. The supernatant was removed and 10 pl Cell
Counting Kit-8 (CCK-8) solution was added into each well
containing 100 pl medium. After incubation for 3 h at 37°C,
the absorbance of each group at 450 nm was detected (n = 3)
using an absorbance microplate reader (Sunrise, Tecan,
Grodingen, Austria).

Colony Forming Assay

After miR-20a transfection, 500 cells were seeded into a six-well
plate and allowed to grow for 10 days, during which period the
medium was refreshed every 3 days. Then, the colonies were
visualized with crystal violet staining.

Cell Migration and Invasion Assay

After transfection with small interfering RNAs (siRNAs) or
miRNAs or treated with sorafenib, and the combination of
sorafenib and UNC1999, the cell concentration was adjusted to a
value of 3 x 10°/ml in serum-free medium. In the migration assay,
200 pl of the suspended cells was plated into the upper chamber of
the Transwell insert (Corning, Shanghai, China). Then, 600 ul
culture medium with 15% FBS was added to the outside of the
Transwell inserts. After 24 h, microscopic observations were
performed. In the invasion assay, the Transwell inserts were
treated with a Matrigel matrix (BD Biosciences, Franklin Lakes,
NJ, USA) at 37°C for 2 h. Then, 200 pl of the suspended cells was
seeded and incubated for 24 h. The rest of the procedures were
similar to those in the migration assay.

Wound Healing Assay for Migration

In the study of miR-20a, suspension cells (2 x 10* cells/well) were
inoculated into a 96-well plate for subsequent treatment and
incubation. In the study of UNC1999, suspention cells (5 x 10*
cells/well) were incubated into a 6-well plate. Then, three parallel
lines were slightly scratched. The cells were washed with PBS
three times to remove the deciduous cells and incubated at 37°C
for 24 h or 72 h.

Western Blot Assay

SMMC7721 and Huh?7 cells were lysed with RIPA (CWBio, Beijing,
China) on ice. Cell protein lysates were separated by 10% SDS-
PAGE, electrotransfered to polyvinylidene fluoride (PVDF)
membrane (Roche, Basel, Switzerland), and blocked in 5% bovine
serum albumin (BSA) for 1 h at room temperature. The membranes
were incubated with primary antibody overnight at 4°C. The next
day, the membranes were incubated with a secondary antibody for 1
h at room temperature. The bands were detected with an
electrochemiluminescence (ECL) chromogenic substrate
(Advansta, San Jose, CA, USA) and exposed using a fluorescence
chemiluminescence imaging analysis system.

Dual-Luciferase Reporter Assay
293T cells were plated into a 24-well plate for 24 h. The cells were
then transfected with miRNA mimics and plasmids. After

TABLE 2 | Primers.

Primer Sequence

GAPDH-F GGGAAACTGTGGCGTGAT
GAPDH-R GAGTGGGTGTCGCTGTTGA
EZH1-F GCTTCCTTCACCCTTTTCATGCCACCC
EZH1-R CGACGACCAGAGCACTTGGAG
EZH2-F CCCTGACCTCTGTCTTACTTGTGGA
EZH2-R ACGTCAGATGGTGCCAGCAATA
VEGFR-2-F GTGATCGGAAATGACACTGGAG
VEGFR-2-R CATGTTGGTCACTAACAGAAGCA
FGF21-F GCCTTGAAGCCGGGAGTTATT
FGF21-R GTGGAGCGATCCATACAGGG
SIRT1-F AAGTTGACTGTGAAGCTGTACG
SIRT1-R TGCTACTGGTCTTACTTTGAGGG
FGFR1-F GGCTACAAGGTCCGTTATGCC
FGFR1-R GATGCTGCCGTACTCATTCTC
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transfection for 48 h, the luciferase activities were measured with
a dual-luciferase assay (Promega, Madison, W1, USA).

Immunohistochemical Staining

The tumor tissues were deparaffinized, rehydrated, and blocked
with 3% BSA. After blocking with BSA, the slices were incubated
with primary antibodies against EZH1 (1:200), EZH2 (1:1,000),
H3K27me (1:200), H3K27me2 (1:200), and H3K27me3 (1:500;
all from Abcam, Cambridge, UK) overnight at 4°C. Then, the
secondary antibody goat anti-rabbit horseradish peroxidase
(HRP) was added and the slices incubated for 1 h at room
temperature. A DAB reagent was added for the development
of a brown color. Finally, the cell nucleases were stained
with hematoxylin.

In Situ Hybridization for miRNA
Paraffin-embedded tissue sections were cut and the paraffin
removed. Then, the slices were placed in a boiling antigen
repair reagent for antigen retrieval. Protease K was added to
digest the slices for 15-25 min after cooling. After washing, the
slices were incubated with a pre-hybridization reagent and then
with a hybridization reagent. BSA was added to block the washed
slices. Anti-digoxin-labeled alkaline phosphatase was added and
incubated for 30 min after BSA was removed. The slices were
then washed with Tris-buffered saline (TBS), after which 5-
bromo-4-chloro-3-indolyl phosphate (BCIP)/nitro blue
tetrazolium (NBT) was added. Finally, the cell nucleus was
stained with a Nuclear Fast Red solution.

RNA-Seq Analysis

SMMC?7721 and Huh7 cells were treated with DMSO (control),
15 uM UNC1999 or sorafenib, or a combination of UNC1999
and sorafenib. RNA was extracted from the treated cells, and
then the Illumina high-throughput sequencing platform was
used for transcriptome sequencing. The edgeR algorithm was
used to analyze the differentially expressed genes (DEGs) in each
group after obtaining the sequence expression data. The
Benjamini-Hochberg (BH) method was used to correct p-
values for the multiple hypothesis test. Genes with p < 0.05
and a fold-change (treated/untreated) cutoft >1 were considered

as candidate DEGs. Both Gene Ontology (GO) annotation
classification and Kyoto Encyclopedia of Genes and Genomes
(KEGG) enrichment analysis were performed on the DEGs.

Statistical Analysis

Each experiment was repeated at least three times. Quantitative
data were presented as the mean + SD. Statistical analysis was
performed with SPSS 16.0 and GraphPad Prism 6.0 software.
Student’s ¢-test and Pearson’s correlation analysis were adopted
to evaluate statistical significance. A p < 0.05 was considered
statistically significant.

RESULTS

MiR-20a Expression Was Decreased in
Human HCC Tissues

To explore the role of miR-20a in HCC, we collected tissue
samples from HCC patients. qRT-PCR and miRNA in situ
hybridization were performed to detect the expression of miR-
20a in HCC and paratumorous tissues, which showed that the
expression of miR-20a in HCC was significantly decreased
compared with that in paratumorous tissues (Figures 1A, B).

MiR-20a Expression and Its Inhibitory
Function in the Proliferation and
Metastasis of HCC Cells

We examined the expression levels of miR-20a in seven HCC cell
lines (Huh7, Bel-7402, QGY-7703, SMMC7721, PLC-8024,
H2M, and H2P) and in normal liver cells (MIHA). Compared
with MIHA, the expression of miR-20a was lower in HCC cell
lines, with a statistically significant difference (Figure 2A).
Among them, SMMC7721 and Huh7 cells were the two strains
with the lowest levels of miR-20a expression. Therefore, we
selected SMMC7721 and Huh7 cells to conduct subsequent
experiments in order to further study the function of miR-20a
in HCC tumorigenesis. We transfected SMMC7721 and Huh7
cells with an miRNA mimic (miR-20a mimic) and found that the
expression of miR-20a significantly increased (Supplementary
Figures S1 and S2). The results of the CCK-8 and colony

miR-20a

Expression of miR-20a
- ~

0

0 T T
Adjacent non-tumor tissues HCC tissues

Adjacent non-tumor tissues

HCC tissues

FIGURE 1 | MiR-20a expression in human hepatocellular carcinoma (HCC) tissues. Quantitative real-time PCR (QRT-PCR) (A) and in situ hybridization (B) of miR-
20a were used to detect the expression of miR-20a in HCC and its adjacent tissues. Scale bar, 100 um (n = 21). *p < 0.01.
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FIGURE 2 | MiR-20a expression in hepatocellular carcinoma (HCC) cells and its inhibitory function in the proliferation and metastasis of HCC. (A) Expression level

***p < 0.001. (B, C) The proliferation of SMMC7721 and Huh7 cells was

< 0.001. (F) Cell invasion was analyzed using the Transwell system in
um (n = 3). **p < 0.01. (G) Wound healing assay was used to establish the

formation assays revealed that there was a reduction in cell
proliferation after transfection with miR-20a (Figures 2B-E).
Subsequently, we found that, after transfection for 24 h, there
were fewer cells invading the other side of the Transwell
membrane (Figure 2F). Moreover, the healed wound area was
smaller in the miR-20a transfection group, showing that miR-20a
inhibited the migration capacity of SMMC7721 and Huh7
(Figure 2G). Therefore, miR-20a was downregulated in the

HCC cell lines, and an upregulated miR-20a inhibited the
proliferation and metastasis of the HCC cell lines.

MiR-20a Directly Targeted EZH1

To explore the potential regulatory mechanisms of miR-20a in
HCC migration and proliferation, we analyzed the target genes
associated with miR-20a using the software TargetScan (http://
www.targetscan.org/vert_71/), miRWalk (http://mirwalk.umm.
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uni-heidelberg.de/), and miRDB (http://mirdb.org/). The results
of the bioinformatics analysis showed that miR-20a may target
the histone methyltransferase, the enhancer of zeste homologs 1
and 2 (EZH1 and EZH2). To verify the direct binding of miR-20a
to the 3'UTR of EZH1/EZH2, we used the dual-luciferase
reporter assay. The results showed that miR-20a could directly
target EZH1, but not EZH2. MiR-20a overexpression markedly
decreased the luciferase activities in the EZH1 wild-type (WT)
group, but not in the EZH1 mutant group, indicating that miR-
20a directly targeted the 3'UTR of EZH1 (Figure 3A). However,
there was no direct binding between miR-20a and EZH2
(Figure 3B). Similarly, the inhibitory ability of miR-20a in the

expression of the EZH1 protein was verified by Western blotting
(Figures 3C, D). The results suggested that EZHI is a direct
target gene of miR-20a in HCC.

Expression of EZH1 and H3K27
Methylation in Human HCC Tissues

EZHI1 expression was significantly increased in HCC tissues
(Figure 4A). EZH1 was positively expressed in HCC, but
negatively expressed in paratumorous tissues (Figure 4C).
Thus, there was a negative correlation between miR-20a and
EZH1 in HCC tissues (Figure 4B). MiR-20a might affect HCC
progression by regulating EZH1, which is one of the core
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members of PRC2 and has histone methyltransferase activity.
Using immunohistochemistry, we found that histone H3 lysine
27 methylation (H3K27me) occurred in HCC tissues and that
the expressions of H3K27me, H3K27me2, and H3K27me3 were
upregulated (Figure 4D). Therefore, EZH1 might inhibit the
target gene expression through modifications in H3K27
methylation, eventually leading to tumorigenesis.

Knockdown of EZH1 Inhibited HCC
Proliferation and Metastasis

MiR-20a could directly regulate EZH1, but the function of EZH1
in HCC is unclear. We used the Kaplan-Meier plot (20) to
determine the prognostic value of EZH1 in HCC, with the results
indicating that patients with a low EZH1 expression show better
overall survival (OS) compared to those with a high EZH1
expression (p< 0.05) (Figure 5A). To further elucidate the role
of EZH1, SMMC7721 cells were transfected with three types of
siEZH1 for 48 h to confirm the reduction of EZH1 expression.
The results of Western blot analysis revealed that the expression
level of EZH1 was significantly decreased (Figure 5B). Therefore,
we selected siEZHI1-1 for further experiments. The results of
both the CCK-8 assay (Figure 5C) and the colony formation
assay (Figure 5D) showed that the proliferation ability of
SMMC7721 was markedly inhibited in the siEZHI-1 group.

Moreover, siEZH1 also significantly suppressed the migration
and invasion ability of SMMC7721 (Figures 5E, F).

MiR-20a Inhibited HCC Formation and
Metastasis by Directly Targeting

EZH1 In Vivo

To determine the effect of miR-20a on HCC tumorigenicity, we
performed tumorigenesis experiments in nude mice. SMMC7721
cells were subcutaneously injected into nude mice. After tumor
formation (more than 5 mm x 5 mm), the mice were divided into
two groups. The miR-20a agonist (agomiR-20a) and its control
were continuously injected for 6 weeks. The tumor growth
inhibitory rate and the tumor volume decrease rate were
calculated. There was no significant change in the body weight
of the mice in the two groups (Figure 6B). However, the tumor
volume in the mice of the agomiR-20a group decreased to some
degree (Figure 6C). These results indicated that miR-20a
inhibited the growth of HCC. Subsequently, we examined the
expressions of miR-20a, EZH1, and EZH2 in nude mice using
qRT-PCR, in situ hybridization, and immunohistochemistry.
Compared with that in the control group, the expression of
miR-20a increased in the agomiR-20a group (p < 0.05), whereas
that of EZH1 decreased (p < 0.01), the expression of EZH2
showed no significant change (p > 0.05) (Figures 6D-I). Then,

Frontiers in Oncology | www.frontiersin.org

December 2021 | Volume 11 | Article 737986


https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

Zhang et al.

miR-20a Inhibits HCC via Targeting EZH1

Scale bar, 100 um (n = 3). *p < 0.01.

A B c )
Overall Survival —e- siEZH1
S — h?;;‘sgzzw‘ GG-;);L% -= Control
v Logran:s;‘?g%(:z; 2.0'
= P(HR)=0.011
§ nr(‘mg:):S! S
fol e = N a > £ 1.5
z 1\/2(\ 1\/2\'\ ,‘}?‘\ 1\3\\ c
53 & B &S 3
8 } 1.0 il
. ot R o =
) . sl e) 0.5 ET TS
0 20 40 60 80 100 120 " * %
Months Bacn WS SHEED GHED SEES 202 o - - —
D
Control siEZH1 Control SIEZH1
— cw = = = < 2001
BER N g M T I __
7'3’” ‘;':"-”. 3w BT 2
. PR TN B S I
? SRR VA | Y S SO
i ! , ' e i L o
¢ *'. ". : ": ._‘.- > $ 3 g 50
e T % (ﬁ 0"&"‘&' R e
Cor;trol
so.
F
0 100+
.g —— —
S wf 907
[0}
5 S o
5 @
2 204 T 401
g >
z = 2
© Control SIEZH1 M——— miR-20a
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we dissected the mice and detected visible liver metastasis in the
control group. The HE staining results clearly showed the
presence of tumor cells; the structure of the hepatic lobules
disappeared and an obvious necrosis of the liver cells around the
tumor was observed. However, there was no liver metastasis in
the agomiR-20a group (Figure 6]). An increased number of cells
was found in the lungs of nude mice, as well as a large number of
infiltrated inflammatory cells in the control group, but not in the
agomiR-20a group (Figure 6K).

UNC1999, an Oral EZH1/EZH2 Inhibitor,
Inhibited HCC Formation In Vivo

UNC1999 was developed as the first oral EZH1/EZH?2 inhibitor
in 2013 (21). We have found that UNC1999 had inhibitory effect
in HCC cells in our previous study (22). We used murine
subcutaneous xenograft tumor model to evaluate the curative
effect and safety of UNC1999 in HCC. There were no statistical

significant changes in body weight and the tumor volume in the
two groups (Figures 7A-C).

However, they decreased to some degree in the UNC1999
group. The number of white blood cells (WBC), neutrophils
(NE), lymphocytes (LYM) and monocytes (MNC) in peripheral
blood was higher in the UNC1999 group (Figure 7D), but still in
the normal reference range. There was no significant difference
in plasma creatinine (CREA), alanine aminotransferase (ALT)
and aspartate aminotransferase (AST) (Figure 7E) between the
two groups, suggesting that UNC1999 had a very finite liver and
renal toxicity. Blood glucose and triglycerides were significantly
lower in UNC1999 group (Figure 7E), which suggests that
UNCI1999 may affect glucose and lipid metabolism.

UNC1999 Enhanced the Inhibitory Effects
of Sorafenib in HCC Cells

Sorafenib is a tyrosine kinase inhibitor that shows antitumour effects
against various cancers (23). However, the clinical application of
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sorafenib is often hampered by drug resistance (23). To explore
synergistic effect of UNC1999 with sorafenib in HCC, we used
sorafenib and combination of sorafenib and UNCI1999 in
SMMC7721 and Huh7 cells. CCK8 assay results showed
that the optimal dosage was 15 uM for 12 h (Figures 8A, B).
RNA-seq analysis was performed to seek out DEGs in
SMMC7721 and Huh7 cells. We identified up-regulated and
down-regulated DEGs by using volcano plots (Figures 8C, D).
Heatmap of DEGs revealed the related genes may have
synergistic effect in HCC cells (Figures 8E, F). Results of
wound healing assay and Transwell experiment showed that
UNC1999 significantly enhanced sorafenib inhibitory ability in
HCC cells (Figures 8G, H). Bioinformatics (RNA-seq) analysis
indicated that, compared with sorafenib group, the transcription
level of FGF21 in the combination group decreased significantly
and was verified by qRT-PCR. FGF21 can promote cell
proliferation, vascular proliferation, and wound repair. It
participates in maintaining the balance of energy metabolism

and is closely related to liver diseases. In patients with liver
tumors, the levels of FGF21 in hepatocytes were invariably
elevated compared to those in healthy controls (24). Therefore,
we used qQRT-PCR to verify the receptor of FGF21 (FGFR1), the
targets of sorafenib (VEGFR2) (23) and upstream gene of FGF21
(SIRT1). These genes were all down-regulated in the combination
group (Figure 8I). We found a pathway related to FGF21
(Figure 8]) in KEGG website (https://www.kegg.jp/), which
showed FGF21-FGFR1 binding targeted the cell proliferation,
cell survival and translation via PI3K-Akt and MAPK signaling
pathways. The plasma level of FGF21 was reduced in sorafenib-
treated HCC patients (25), which suggested that FGF21 might be
related with sorafenib treatment in HCC. Finally, we took a
diagram to show our work (Figure 9), miR-20a and UNC1999
inhibited tumor proliferation and metastasis by inhibiting EZH1.
At the same time, UNC1999 could increase the sensitivity of
hepatoma cell lines to sorafenib by down regulating SIRT1I,
FGF21, FGF21 and VEGFR2.
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DISCUSSION

In the current study, we found that miR-20a was suppressed in
HCC tissues (Figures 1A, B) and that its overexpression
inhibited the growth of HCC cells, as shown by the results of
the CCK-8 and colony formation assays (Figures 2A-E). We
speculated that miR-20a played an inhibitory regulation role in
HCC and that its low expression could accelerate the development
of HCC. The results of the Transwell and wound healing assays
of SMMC7721 and Huh7 cells showed that miR-20a inhibited
the invasion and migration of HCC (Figures 2F, G). In addition,
we also verified our findings in animals. With animal studies
in vivo, we observed that there were no significant changes in the
tumor size and body weight of the animals in the two groups
(Figures 6A-C). Interestingly, there was obvious tumor
metastasis in the liver of mice in the control group. However,
the miR-20a overexpression group showed no appearance of
metastases (Figure 6]). Inflammation was detected in the lungs
of the control group of animals, which was absent in the miR-20a
group (Figure 6K). In summary, we found that miR-20a
overexpression inhibited HCC cell proliferation, invasion, and
migration in vitro and in vivo.

MiR-20a is critically involved in the proliferation and
metastasis of HCC cells, but its specific regulatory mechanism
has not been elucidated yet. Based on these results and the data
from the bioinformatics analysis, we speculated that miR-20a
played indirect regulatory functions in the pathogenesis of HCC.
An earlier study revealed that miR-17-5p inhibited EZH1 and
that the downregulation of miR-17-5p was associated with drug
resistance in lung cancer cells by targeting EZH1 (26). Through
bioinformatics analysis and luciferase assays, we discovered that
miR-20a, which is located in the same gene cluster as miR-17-5p,
can directly target EZH1, but not EZH2, an EZH1 homolog
(Figures 3A, B). The Western blot results further validated our
speculation that the overexpression of miR-20a inhibited the
protein levels of EZH1 (Figures 3C, D). EZH1 is a vital member
of the polyclonal family PcG, which can elicit epigenetic silencing
by regulating the remodeling of chromatin. The PcG gene forms
two Polycomb inhibitory complexes (PRC1 and PRC2) by
complex coding different proteins. The PRC1 complex consists
of CBX, PHC, BMI1, and RINGI1A, and RINGI1B (27). On the
other hand, the PRC2 complex consists of EZH1, EZH2, SUZ12,
EED, RBBP2, and AEBP2 (28). EZH1 is an important catalytic
subunit of the PRC2 complex. EZH1 could methylate lysine 27 of
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histone H3 methylation, and the PRC1 complex recognizes and
binds to specific gene loci, leading to the repression of gene
transcription (29, 30). Currently, the high expression of EZH1 in
some tumors, such as in lung cancer, breast cancer, and prostate
cancer, suggests that it is closely related to tumorigenesis. Our
group found that the expression of EZHI in HCC was
significantly upregulated (Figures 4A, C). We also established
that the expressions of H3K27me, H3K27me2, and H3K27me3
were upregulated in HCC patients (Figure 4D), indicating that
EZH1 may participate in H3K27 methylation, causing cell
proliferation and gene transcription inhibition and ultimately
leading to the occurrence of tumors.

Our results showed that EZH1/2 inhibitor UNC1999 had a
tendency to inhibit the prolifeation of liver cancer in vivo, then
we performed RNA-seq on the SMMC7721 and Huh?7 cell lines
treated with sorafenib and a combination of sorafenib and
UNC1999. UNCI1999 is an orally bioavailable selective dual
EZH1/EZH2 inhibitor that works in competition with the
cofactor S-adenosyl-L-methionine (SAM) (21). UNC1999 has
shown inhibitory effects on a variety of tumors, such as mixed
lineage leukemia (MLL), rearranged leukemia, and multiple
myeloma (31). Sorafenib is an orally bioavailable multi-kinase
inhibitor that was approved by the Food and Drug
Administration (FDA) for clinical use in the treatment of HCC
in 2007 and can block tumor angiogenesis by inhibiting VEGFR
and platelet-derived growth factor receptor (PDGFR) (32). Many
patients treated with sorafenib eventually developed resistance to
the drug. Our results showed that UNC1999 could reduce the
expression of VEGFR-2 and achieve maximum inhibition in
combination with sorafenib. Therefore, VEGFR-2 is one of the
effective targets of UNC1999. On the other hand, in the sorafenib
group and the combination group, FGF21, one of the fibroblast
growth factors, and its relative genes FGFRI and SIRTI were
down-regulated. Studies (33, 34) have shown that FGF21 is an

important activator of the PI3K signaling pathway, one of the
signaling pathways in initiating and promoting HCC. Our KEGG
analysis results showed that the PI3K/Akt signaling pathway was
significantly down-regulated, which exactly confirmed that the
target of UNC1999 may be the FGF21/PI3K/Akt signaling
pathway. Consequently, VEGFR-2, FGF21, and its downstream
PI3K/Akt signaling pathway may explain the inhibition and
synergistic effects of UNC1999.

The present study has several limitations. Firstly, we did not
have enough tissue samples from HCC patients to examine the
expressions of miR-20a and EZHI1. Secondly, the results of the
RNA-seq analysis were not validated using qRT-PCR and
Western blot assay globally. Finally, further in-depth analysis is
required to study the roles of miR-20a and EZH1 in HCC
tumorigenesis and to explore miR-20a as a potential
prognostic target.

CONCLUSION

In summary, miR-20a negatively regulates the expression of
EZH1 and reduces the methylation of H3K27. The EZH1/
EZH2 inhibitor UNC1999 has inhibitory effects on the
metastasis, invasion, and migration of HCC. However, the
specific role of EZH1 in HCC remains to be further studied.

DATA AVAILABILITY STATEMENT

The datasets presented in this study can be found in online
repositories. The names of the repository/repositories and
accession number(s) can be found below: http://www.ncbi.nlm.
nih.gov/bioproject/765866.

Frontiers in Oncology | www.frontiersin.org

December 2021 | Volume 11 | Article 737986


http://www.ncbi.nlm.nih.gov/bioproject/765866
http://www.ncbi.nlm.nih.gov/bioproject/765866
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

Zhang et al.

miR-20a Inhibits HCC via Targeting EZH1

ETHICS STATEMENT

The studies involving human participants were reviewed and
approved by the Ethics Committee for Clinical Research and
Experimental Animals of the First Affiliated Hospital, Sun Yat-
sen University. The patients/participants provided written
informed consent to participate in this study. The animal study
was reviewed and approved by the Ethics Committee for Clinical
Research and Experimental Animals of the First Affiliated Hospital,
Sun Yat-sen University.

AUTHOR CONTRIBUTIONS

JH conceived and designed the experiments. QZ and XD performed
research, analyzed the data, and wrote the paper. XT, YY, MM, and
DL performed research, analyzed the data, and wrote part of the
paper related to EZH1 inhibitor UNC1999 function. LG, YC, and
XX analyzed the results and improved the manuscript. XH provided
clinical samples. All authors supervised the research, analyzed the
results, and improved the manuscript. All authors contributed to
the article and approved the submitted version.

FUNDING

This work was supported by the National Natural Science
Foundation of China (NO. 31370870 and NO. 81871238),

REFERENCES

1. Sung H, Ferlay J, Siegel RL, Laversanne M, Soerjomataram I, Jemal A, et al.
Global Cancer Statistics 2020: GLOBOCAN Estimates of Incidence and
Mortality Worldwide for 36 Cancers in 185 Countries. CA Cancer ] Clin
(2021) 71(3):209-49. doi: 10.3322/caac.21660

2. Tsuchida A, Ohno S, Wu W, Borjigin N, Fujita K, Aoki T, et al. miR-92 Is a
Key Oncogenic Component of the miR-17-92 Cluster in Colon Cancer.
Cancer Sci (2011) 102(12):2264-71. doi: 10.1111/j.1349-7006.2011.02081.x

3. Li X, Zhang Z, Yu M, Li L, Du G, Xiao W, et al. Involvement of miR-20a in
Promoting Gastric Cancer Progression by Targeting Early Growth Response 2
(EGRY). Int ] Mol Sci (2013) 14(8):16226-39. doi: 10.3390/ijms140816226

4. Li S, Qiang Q, Shan H, Shi M, Gan G, Ma F, et al. MiR-20a and miR-20b
Negatively Regulate Autophagy by Targeting RB1ICC1/FIP200 in Breast
Cancer Cells. Life Sci (2016) 147:143-52. doi: 10.1016/j.15.2016.01.044

5. Goodall GJ, Wickramasinghe VO. RNA in Cancer. Nat Rev Cancer (2021) 21
(1):22-36. doi: 10.1038/s41568-020-00306-0

6. Yu Z, Wang C, Wang M, Li Z, Casimiro MC, Liu M, et al. A Cyclin D1/
microRNA 17/20 Regulatory Feedback Loop in Control of Breast Cancer Cell
Proliferation. ] Cell Biol (2008) 182(3):509-17. doi: 10.1083/jcb.200801079

7. Fan M-Q, Huang C-B, Gu Y, Xiao Y, Sheng J-X, Zhong L. Decrease
Expression of microRNA-20a Promotes Cancer Cell Proliferation and
Predicts Poor Survival of Hepatocellular Carcinoma. J Exp Clin Cancer Res
(2013) 32(1):21. doi: 10.1186/1756-9966-32-21

8. Tipanee ], Di Matteo M, Tulalamba W, Samara-Kuko E, Keirsse J, Van
Ginderachter JA, et al. Validation of miR-20a as a Tumor Suppressor Gene in
Liver Carcinoma Using Hepatocyte-Specific Hyperactive Piggybac
Transposons. Mol Ther Nucleic Acids (2020) 19:1309-29. doi: 10.1016/
j.omtn.2020.01.015

9. Margueron R, Reinberg D. The Polycomb Complex PRC2 and Its Mark in

Life. Nature (2011) 469(7330):343-9. doi: 10.1038/nature09784

Laugesen A, Hojfeldt JW, Helin K. Molecular Mechanisms Directing PRC2

Recruitment and H3K27 Methylation. Mol Cell (2019) 74(1):8-18.

doi: 10.1016/j.molcel.2019.03.011

10.

the Natural Science Foundation of Guangdong Province
(NO. $2013020013000 and NO. 2021A1515010435), the Science
and Technology Program of Guangdong, China (NO.
2013A020229003, NO. 2015B050501002, NO. 2020A0505020003,
and NO. 2020B1212060026), and the Science and Technology
Program of Guangzhou, China (NO. 201604020083 and
no. 202103000007).

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at:
https://www.frontiersin.org/articles/10.3389/fonc.2021.737986/
full#supplementary-material

Supplementary Figure 1 | Cy3-miRNA mimic NC can effectively transfect
hepatocellular carcinoma cells SMMC7721. (A) Cy3-labeled mimic NC was
observed under a fluorescence microscope to preliminary assess transfection
efficiency in SMMC7721. (B) The expression of miR-20a in SMMC7721
hepatocellular carcinoma cells was detected by gRT-PCR 24h, 36h and 48h after
transfection. (MiR-20a mimic vs miR-20a mimic NC, n = 3, ***p < 0.001, **p < 0.01).

Supplementary Figure 2 | Cy3-miRNA mimic NC can effectively transfect liver
cancer cells Huh7. (A) Cy3-labeled mimic NCs were observed under a fluorescence
microscope to initially assess transfection efficiency in Huh7. (B) The expression of
miR-20a in Huh7 cells was detected by gRT-PCR 24h, 36h and 48h after
transfection. (MiR-20a mimic vs miR-20a mimic NC, n = 3, ***p < 0.001).

11. Lavarone E, Barbieri CM, Pasini D. Dissecting the Role of H3K27 Acetylation
and Methylation in PRC2 Mediated Control of Cellular Identity. Nat
Commun (2019) 10(1):1679. doi: 10.1038/s41467-019-09624-w
Mochizuki-Kashio M, Aoyama K, Sashida G, Oshima M, Tomioka T, Muto T,
et al. Ezh2 Loss in Hematopoietic Stem Cells Predisposes Mice to Develop
Heterogeneous Malignancies in an Ezhl-Dependent Manner. Blood (2015)
126(10):1172-83. doi: 10.1182/blood-2015-03-634428

Rizq O, Mimura N, Oshima M, Saraya A, Koide S, Kato Y, et al. Dual
Inhibition of EZH2 and EZHI1 Sensitizes PRC2-Dependent Tumors to
Proteasome Inhibition. Clin Cancer Res (2017) 23(16):4817-30.
doi: 10.1158/1078-0432.Ccr-16-2735

Sun 'Y, Zhou Y, Bai Y, Wang Q, Bao J, Luo Y, et al. A Long Non-Coding RNA
HOTTIP Expression Is Associated With Disease Progression and Predicts
Outcome in Small Cell Lung Cancer Patients. Mol Cancer (2017) 16(1):162.
doi: 10.1186/s12943-017-0729-1

Rizk M, Rizq O, Oshima M, Nakajima-Takagi Y, Koide S, Saraya A, et al. Akt
Inhibition Synergizes With Polycomb Repressive Complex 2 Inhibition in the
Treatment of Multiple Myeloma. Cancer Sci (2019) 110(12):3695-707.
doi: 10.1111/cas.14207

Yamagishi M, Hori M, Fujikawa D, Ohsugi T, Honma D, Adachi N, et al.
Targeting Excessive EZH1 and EZH2 Activities for Abnormal Histone
Methylation and Transcription Network in Malignant Lymphomas. Cell
Rep (2019) 29(8):2321-37.€2327. doi: 10.1016/j.celrep.2019.10.083

Zeng Z, Yang Y, Wu H. MicroRNA-765 Alleviates the Malignant Progression
of Breast Cancer via Interacting With EZH1. Am ] Trans Res (2019) 11
(7):4500-7.

Zhang X, Zhang X, Wang T, Wang L, Tan Z, Wei W, et al. MicroRNA-26a Is a
Key Regulon That Inhibits Progression and Metastasis of C-Myc/EZH2
Double High Advanced Hepatocellular Carcinoma. Cancer Lett (2018)
426:98-108. doi: 10.1016/j.canlet.2018.04.005

Xu L, Lin J, Deng W, Luo W, Huang Y, Liu CQ, et al. EZH2 Facilitates BMI1-
Dependent Hepatocarcinogenesis Through Epigenetically Silencing
microRNA-200c. Oncogenesis (2020) 9(11):101. doi: 10.1038/s41389-020-
00284-w

12.

13.

14.

15.

16.

17.

18.

19.

Frontiers in Oncology | www.frontiersin.org

December 2021 | Volume 11 | Article 737986


https://www.frontiersin.org/articles/10.3389/fonc.2021.737986/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fonc.2021.737986/full#supplementary-material
https://doi.org/10.3322/caac.21660
https://doi.org/10.1111/j.1349-7006.2011.02081.x
https://doi.org/10.3390/ijms140816226
https://doi.org/10.1016/j.lfs.2016.01.044
https://doi.org/10.1038/s41568-020-00306-0
https://doi.org/10.1083/jcb.200801079
https://doi.org/10.1186/1756-9966-32-21
https://doi.org/10.1016/j.omtn.2020.01.015
https://doi.org/10.1016/j.omtn.2020.01.015
https://doi.org/10.1038/nature09784
https://doi.org/10.1016/j.molcel.2019.03.011
https://doi.org/10.1038/s41467-019-09624-w
https://doi.org/10.1182/blood-2015-03-634428
https://doi.org/10.1158/1078-0432.Ccr-16-2735
https://doi.org/10.1186/s12943-017-0729-1
https://doi.org/10.1111/cas.14207
https://doi.org/10.1016/j.celrep.2019.10.083
https://doi.org/10.1016/j.canlet.2018.04.005
https://doi.org/10.1038/s41389-020-00284-w
https://doi.org/10.1038/s41389-020-00284-w
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

Zhang et al.

miR-20a Inhibits HCC via Targeting EZH1

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

Tang Z, Kang B, Li C, Chen T, Zhang Z. GEPIA2: An Enhanced Web Server
for Large-Scale Expression Profiling and Interactive Analysis. Nucleic Acids
Res (2019) 47(W1):W556-60. doi: 10.1093/nar/gkz430

Konze KD, Ma A, Li F, Barsyte-Lovejoy D, Parton T, Macnevin CJ, et al. An
Orally Bioavailable Chemical Probe of the Lysine Methyltransferases EZH2
and EZH1. ACS Chem Biol (2013) 8(6):1324-34. doi: 10.1021/cb400133;j
Tang X, Deng X, Xin X, Li ], He X, Huang J. Effect and Mechanism of EZH1/2
Inhibitor UNC1999 on Hepatocellular Carcinoma Cell: A Preliminary Study.
J Sun Yat sen University Med Sci (2019) 40(6):821-32. doi: 10.13471/
j.cnki.j.sun.yat-sen.univ(med.sci).2019.0115

Horwitz E, Stein I, Andreozzi M, Nemeth J, Shoham A, Pappo O, et al. Human
and Mouse VEGFA-Amplified Hepatocellular Carcinomas Are Highly
Sensitive to Sorafenib Treatment. Cancer Discov (2014) 4(6):730-43.
doi: 10.1158/2159-8290.Cd-13-0782

Yang CF, Lu WQ, Lin T, You P, Ye M, Huang YQ, et al. Activation of Liver
FGF21 in Hepatocarcinogenesis and During Hepatic Stress. BMC
Gastroenterol (2013) 13:14. doi: 10.1186/1471-230x-13-67

Liu M, Zhou R, Wu X, Xu X, Su M, Yang B. Clinicopathologic
Characterization of Sorafenib-Induced Endoplasmic Reticulum Stress in
Human Liver Cancer CELLS. ] Physiol Pharmacol (2018) 69(4):5.
doi: 10.26402/jpp.2018.4.08

Zhang WH, Lin ], Wang P, Sun J. miR-17-5p Down-Regulation Contributes
to Erlotinib Resistance in Non-Small Cell Lung Cancer Cells. ] Drug Targeting
(2017) 25(2):125-31. doi: 10.1080/1061186x.2016.1207647

Fitieh A, Locke AJ, Motamedi M, Ismail IH. The Role of Polycomb Group
Protein BMII in DNA Repair and Genomic Stability. Int J Mol Sci (2021) 22
(6):2976. doi: 10.3390/ijms22062976

Kouznetsova VL, Tchekanov A, Li X, Yan X, Tsigelny IF. Polycomb
Repressive 2 Complex-Molecular Mechanisms of Function. Protein Sci
(2019) 28(8):1387-99. doi: 10.1002/pro.3647

Margueron R, Li GH, Sarma K, Blais A, Zavadil ], Woodcock CL, et al. Ezh1
and Ezh2 Maintain Repressive Chromatin Through Different Mechanisms.
Mol Cell (2008) 32(4):503-18. doi: 10.1016/j.molcel.2008.11.004

Shen XH, Liu YC, Hsu Y], Fujiwara Y, Kim ], Mao XH, et al. EZH1 Mediates
Methylation on Histone H3 Lysine 27 and Complements EZH2 in

Maintaining Stem Cell Identity and Executing Pluripotency. Mol Cell (2008)
32(4):491-502. doi: 10.1016/j.molcel.2008.10.016

Xu B, On DM, Ma A, Parton T, Konze KD, Pattenden SG, et al. Selective
Inhibition of EZH2 and EZH1 Enzymatic Activity by a Small Molecule
Suppresses MLL-Rearranged Leukemia. Blood (2015) 125(2):346-57.
doi: 10.1182/blood-2014-06-581082

Brunetti O, Gnoni A, Licchetta A, Longo V, Calabrese A, Argentiero A, et al.
Predictive and Prognostic Factors in HCC Patients Treated With Sorafenib.
Medicina-Lithuania (2019) 55(10):16. doi: 10.3390/medicina55100707

Dai H, Hu W, Zhang L, Jiang F, Mao X, Yang G, et al. FGF21 Facilitates
Autophagy in Prostate Cancer Cells by Inhibiting the PI3K-Akt-mTOR
Signaling Pathway. Cell Death Dis (2021) 12(4):303. doi: 10.1038/s41419-
021-03588-w

YuX, LiY, Jiang G, Fang ], You Z, Shao G, et al. FGF21 Promotes Non-Small
Cell Lung Cancer Progression by SIRT1/PI3K/AKT Signaling. Life Sci (2021)
269:118875. doi: 10.1016/;.1fs.2020.118875

31.

32.

33.

34.

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2021 Zhang, Deng, Tang, You, Mei, Liu, Gui, Cai, Xin, He and Huang.
This is an open-access article distributed under the terms of the Creative Commons
Attribution License (CC BY). The use, distribution or reproduction in other forums is
permitted, provided the original author(s) and the copyright owner(s) are credited and
that the original publication in this journal is cited, in accordance with accepted
academic practice. No use, distribution or reproduction is permitted which does not
comply with these terms.

Frontiers in Oncology | www.frontiersin.org

December 2021 | Volume 11 | Article 737986


https://doi.org/10.1093/nar/gkz430
https://doi.org/10.1021/cb400133j
https://doi.org/10.13471/j.cnki.j.sun.yat-sen.univ(med.sci).2019.0115
https://doi.org/10.13471/j.cnki.j.sun.yat-sen.univ(med.sci).2019.0115
https://doi.org/10.1158/2159-8290.Cd-13-0782
https://doi.org/10.1186/1471-230x-13-67
https://doi.org/10.26402/jpp.2018.4.08
https://doi.org/10.1080/1061186x.2016.1207647
https://doi.org/10.3390/ijms22062976
https://doi.org/10.1002/pro.3647
https://doi.org/10.1016/j.molcel.2008.11.004
https://doi.org/10.1016/j.molcel.2008.10.016
https://doi.org/10.1182/blood-2014-06-581082
https://doi.org/10.3390/medicina55100707
https://doi.org/10.1038/s41419-021-03588-w
https://doi.org/10.1038/s41419-021-03588-w
https://doi.org/10.1016/j.lfs.2020.118875
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

	MicroRNA-20a Suppresses Tumor Proliferation and Metastasis in Hepatocellular Carcinoma by Directly Targeting EZH1
	Introduction
	Materials and Methods
	Patients and HCC Samples
	Reagents
	Cell Culture and Cell Transfection
	Murine Subcutaneous Xenograft Tumor Model of HCC
	Quantitative Real-Time Polymerase Chain Reaction
	Cell Counting Kit-8 Assay
	Colony Forming Assay
	Cell Migration and Invasion Assay
	Wound Healing Assay for Migration
	Western Blot Assay
	Dual-Luciferase Reporter Assay
	Immunohistochemical Staining
	In Situ Hybridization for miRNA
	RNA-Seq Analysis
	Statistical Analysis

	Results
	MiR-20a Expression Was Decreased in Human HCC Tissues
	MiR-20a Expression and Its Inhibitory Function in the Proliferation and Metastasis of HCC Cells
	MiR-20a Directly Targeted EZH1
	Expression of EZH1 and H3K27 Methylation in Human HCC Tissues
	Knockdown of EZH1 Inhibited HCC Proliferation and Metastasis
	MiR-20a Inhibited HCC Formation and Metastasis by Directly Targeting EZH1 In Vivo
	UNC1999, an Oral EZH1/EZH2 Inhibitor, Inhibited HCC Formation In Vivo
	UNC1999 Enhanced the Inhibitory Effects of Sorafenib in HCC Cells

	Discussion
	Conclusion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


