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High throughput 3D gel-based neural organotypic
model for cellular assays using fluorescence
biosensors
Srikanya Kundu 1, Molly E. Boutin1, Caroline E. Strong1, Ty Voss1 & Marc Ferrer 1✉

Three-dimensional (3D) organotypic models that capture native-like physiological features of

tissues are being pursued as clinically predictive assays for therapeutics development.

A range of these models are being developed to mimic brain morphology, physiology, and

pathology of neurological diseases. Biofabrication of 3D gel-based cellular systems is

emerging as a versatile technology to produce spatially and cell-type tailored, physiologically

complex and native-like tissue models. Here we produce 3D fibrin gel-based functional neural

co-culture models with human-iPSC differentiated dopaminergic or glutamatergic neurons

and astrocytes. We further introduce genetically encoded fluorescence biosensors and

optogenetics activation for real time functional measurements of intracellular calcium and

levels of dopamine and glutamate neurotransmitters, in a high-throughput compatible plate

format. We use pharmacological perturbations to demonstrate that the drug responses of 3D

gel-based neural models are like those expected from in-vivo data, and in some cases, in

contrast to those observed in the equivalent 2D neural models.

https://doi.org/10.1038/s42003-022-04177-z OPEN

1 3D Tissue Bioprinting Laboratory, National Center for Advancing Translational Sciences, National Institute of Health, 9800 Medical Center Dr, Rockville, MD
20850, USA. ✉email: marc.ferrer@nih.gov

COMMUNICATIONS BIOLOGY |          (2022) 5:1236 | https://doi.org/10.1038/s42003-022-04177-z | www.nature.com/commsbio 1

12
34

56
78

9
0
()
:,;

http://crossmark.crossref.org/dialog/?doi=10.1038/s42003-022-04177-z&domain=pdf
http://crossmark.crossref.org/dialog/?doi=10.1038/s42003-022-04177-z&domain=pdf
http://crossmark.crossref.org/dialog/?doi=10.1038/s42003-022-04177-z&domain=pdf
http://crossmark.crossref.org/dialog/?doi=10.1038/s42003-022-04177-z&domain=pdf
http://orcid.org/0000-0002-5489-7058
http://orcid.org/0000-0002-5489-7058
http://orcid.org/0000-0002-5489-7058
http://orcid.org/0000-0002-5489-7058
http://orcid.org/0000-0002-5489-7058
http://orcid.org/0000-0003-4569-9137
http://orcid.org/0000-0003-4569-9137
http://orcid.org/0000-0003-4569-9137
http://orcid.org/0000-0003-4569-9137
http://orcid.org/0000-0003-4569-9137
mailto:marc.ferrer@nih.gov
www.nature.com/commsbio
www.nature.com/commsbio


The development of therapies for neurological diseases has
been hampered by the low clinical predictability of both
cellular and animal models1,2. For decades, conventional

two-dimensional (2D) cell culture systems with neuronal cell lines
offered simplified and low-cost methods to model brain phy-
siology and drug discovery3,4. The advent of human stem cell
differentiation technologies has enabled the access to physiolo-
gical relevant neural cells which are now widely used to study the
molecular mechanism of brain and neurological diseases, and as
more predictive platforms for drug discovery and development4,5.
While stem cell-derived cells grown as 2D cultures have been
shown to recapitulate many of the cell autonomous features of
neurological diseases, these 2D cultures do not capture more
complex non-autonomous cell interactions seen in native
tissues6–8. These complex cell interactions in tissues include local
cell-cell cross-talk, interactions between cells and the extra cellular
matrix (ECM), local concentration effects due of limited diffusion
induced by the ECM, and systemic cell-cell interactions driven by
cell secreted factors from other tissues and organs. Due to the lack
of these complex interactions, 2D cultures have not been able to
reproduce many of the hallmarks of neurological disease as seen in
humans. For this reason, in recent years, there has been an
increased interest in the development of in vitro 3D organotypic
models that capture the native-like physiological cell-cell and cell-
ECM interactions seen in tissues and organs. There is now
mounting evidence that neural 3D organotypic models mimic the
physiology, pathology and pharmacology of human tissues and
organs more accurately than the corresponding 2D cellular models.
For instance, de Leeuw et al. observed delayed expression of tau
protein and differentiation and maturation of a network of iPSC-
derived cortical neurons in 2D culture compared to 3D, thus
limiting the development of disease features of Alzheimer’s disease
(AD) and other ‘tauopathies’ in vitro9. In another study, Lee et al.
showed that 3D neurons showed less reduction of Aβ compared to
2D neurons at the same concentrations of BACE1 or γ-secretase
inhibitors, illustrating how in some instances, the pharmacological
effects are only seen in 3D organotypic models with the appropriate
physiological complexity10. It has also been shown that addition or
enhancement of ECM deposition in neural 2D co-cultures accel-
erated the formation of neural networks, and in one example, the
drug responses were more similar to those obtained in vivo11,12,
thus reproducing evidence from in vivo experiments that ECM
plays an important role in the development and function of the
neural circuitry in the brain. Similar data has now also been shown
for many non-neuronal 3D tissue models13–15.

3D organotypic neural models range from spheroids/orga-
noids/assembloids16–21, scaffold-based engineered systems22, and
tissue- and organ-on-chip platforms23, each providing different
levels of cellular complexity, physiological, morphological, and
mechanical features, as well as ease of scale-up and use as robust
and reproducible platforms for drug discovery and
development24. The development of brain organoids which are
generated from iPSC using guided differentiation16,17 have pro-
duced 3D organotypic neural models with relevant cellular
complexity and some native-like tissue morphologies and have
provided insights into brain development in normal and disease
states. However, organoids are heterogenous in nature, with low
level of reproducibility in size, cell maturation and composition,
and limited physiological features, and do not have the repro-
ducibility needed to make them robust drug testing platforms.
Tissue engineering techniques are enabling the assembly of tissue-
like 3D organotypic models with tailored cell type and ECM
composition, controlled spatial arrangements, intricate physiolo-
gical features such as vasculature, and with the reproducibility
and robustness necessary to allow medium throughput drug
screening. Biofabrication techniques are being used to create 3D

scaffold-based neural co-cultures models using human stem cells
derived neurons and with defined spatial arrangements that
created functional neural connectivity, as measured by calcium
waves or electrophysiology with microelectrode arrays25,26. These
biofabricated neural models show promising improvement in
terms of versatility in physiological and morphological features,
and sophisticated directed spatial orientation of neuronal
arrangements with long neuronal connectivity27. These bioengi-
neering approaches have also been used to improve the formation
of organoids models by including relevant hydrogels, patterning,
and flow28. However, in general, these biofabricated 3D organo-
typic models, while they include many relevant and sophisticated
physiological and morphological features, they are quite com-
plicated to assemble, normally as a single use device and not in a
multiwell plate format, and require the prototyping and fabrica-
tion of devices in specialized laboratories, thus limiting their large
scale adoption by the larger scientific community, especially for
drug screening applications that require medium to high
throughput. There is therefore the need for easy to use, versatile
and modular bioengineering methods to rapidly create neuronal
culture models that have native-like neuronal densities, tailored
cell type composition, controlled spatial arrangements to generate
local and non-proximal neuronal circuits mimicking those in the
brain, and amenable to physiologically relevant functional assays
in a multiwell plate format so that they are readily used for drug
testing in a high throughput screening format.

Towards the goal of generating robust and functional biofabri-
cated neuronal cellular models with tailored cell type composition,
controlled spatial deposition, and that are amenable for drug
testing, we have used human iPSC differentiated neurons and
astrocytes with a soft gel-based extracellular matrix that enables
deposition of viable cells with defined cellular composition. The
neurons are cultured at native-like neuronal densities and allowed
to form functional neurites and autonomous synaptic connections.
In addition, functional assays were developed by introducing
genetically encoded fluorescence biosensors for calcium activity
and levels of neurotransmitter to enable real time measurements of
basal signals, optogenetically evoked states, and external pharma-
cological perturbations. We have developed a 3D gel matrix con-
sisting of a fibrin-based polymeric mesh with gelatin and laminin
with the optimal stiffness and adherent properties to enable the co-
culture of viable human iPSC derived dopaminergic or glutama-
tergic neurons with astrocytes, and formation of a network of long
and extended neurites with active synapses. For the development of
functional assays, we performed AAV-mediated double transfec-
tion of genetically encoded ChrimsonR-opsin29 with combination
with different biosensors, GCaMP6f30, dLight1.231 and iGluSnFr32

for measurements of intracellular calcium flux, and released neu-
rotransmitters, dopamine, and glutamate, respectively. This fibrin
gel-based 3D neuronal co-culture models proved to be functional
by measurements with the different biosensors and responded to
optogenetics stimulation33. A set of compounds that target relevant
neuronal receptors was used to show that pharmacological per-
turbations on the 3D neural cellular models produced functional
responses as to be expected from in vivo data, in some cases con-
trasting those obtained in a 2D co-culture counterpart. These 3D
neural organotypic models were produced in a 384-well platform,
in a reproducible manner to be amenable for scale up and ther-
apeutics testing. Furthermore, the composition of gel-matrix used
here is compatible with extrusion-based bioprinting and should
enable the biofabrication of spatially defined functional neuronal
circuits. Finally, the approach is very modular and allows for
inclusion of additional physiological features, including the use of
alternative more relevant hydrogels like human brain tissue-
derived brain extracellular matrices28 and the addition of other
relevant cells like microglia and vasculature34.
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Results
Production and characterization of fibrin gel-based 3D neural
organotypic model on multi-well microplates. In the present
study, we sought out to produce engineered, gel-based 3D neural
co-culture models from iPSC derived cells with spontaneously
formed functional neuronal networks, and with the ability to
modulate network activity to mimic the human brain neuronal
activity. We constructed two neuronal co-culture models in 2D
and 3D format using iPSC-derived dopaminergic neurons (iDo-
pas) with iPSC-derived astrocytes (iAstros), and iPSC-derived
Glutamatergic neurons (iGlutas) with iAstros, on 384-well
microtiter plates (Fig. 1a). The schematic of the overall experi-
mental approach for the construction of the functional 2D and
3D neural co-culture models, expressing relevant fluorescent
biosensors, on multi-well format is shown in Fig. 1b. The mature
3D gel-based neural co-cultures were approximately 100–200 µm
in thickness, as determined by z-stacking brightfield confocal
imaging with several neuronal markers (Fig. 1c, middle panel),
while the 2D co-cultures were 3–5 µm thick. After 2 weeks in
culture, the 3D neural tissues showed axonal projections to form a
mesh-like structure, which was notably lacking on the 2D model,
as measured by brightfield macroscopy (Fig. 1c, 3D rendered
image in middle panel and Supplementary Movie 1). 3D ren-
dering and reconstruction of z-stacks brightfield confocal images
(pseudo color orange) revealed that the fibrin-based gel matrix
provided the suitable stiffness to allow the axonal projection to
grow horizontally and to hold the mesh vertically as well (Fig. 1c,
middle panel, Supplementary movie 1). Cell viability assessment
using CalceinAM and Propidium iodide staining confirmed that
there were no major differences in the live and dead cells ratio
between the 3D and 2D co-culture models. The 3D model had
76% live and 24% dead cells, statistically significant confirmed by
t-test (p < 0.0001) whereas in 2D system average live and dead
cells are 79 and 21% (t-test significance p < 0.0001) (Fig. 1c bot-
tom panel and bar graph). We also tested the cell viability of our
3D model using an ATP-based 3D cell viability assay (Supple-
mentary Fig. 1) and uncovered that the addition of 1 µg/ml of
laminin helped promoting the axonal growth as literature
suggested35,36 into our 2.5 mg/ml of fibrinogen gel, also improved
the viability of our neuronal coculture system as a whole by
almost 2-fold (t-test p < 0.01 in Supplementary Fig. 1b).

To evaluate the neuronal integrity and network formation in
the human iPSC-derived neural co-culture models, we performed
immunostaining-based fluorescence microscopy analysis on
relevant biomarkers of cell identity and neuronal synapse. The
confocal images of 2D co-cultures and the 3D rendering of
z-stack images from 3D models are shown in Fig. 2. Identification
of dopaminergic and glutamatergic neurons was assessed by the
antibody labelling (green color) with TH, a protein selective for
developing dopaminergic neurons37 on the iDopas/iAstros co-
cultures, and with VGLUT1 protein for glutamatergic neurons38

on the iGlutas/iAstros co-cultures. Both 2D and 3D iDopas/
iAstros (Fig. 2a) and iGlutas/iAstros (Fig. 2b) co-culture models
showed that almost 90% Hoechst nuclear stained cells were
positive for the corresponding neuronal marker. Expression of
PSD95 markers (yellow), often overlapping on the neurites/cell
bodies and alongside at the neuronal junction’s was used to assess
formation of synaptic connections (Fig. 2a and b). Staining of
MAP2 was used to assess the formation of a neurite network and
GFAP showed the population of astrocytes in the iDopas/iAstros
(Fig. 2c) and iGlutas/iAstros (Fig. 2d) models in 2D and 3D
format.

Furthermore, we designed multiple image-based physiologically
relevant functional assays based on the expression of genetically
encoded fluorescence biosensors coupled with high content
imaging. The experimental approach used for these assays is

shown in Fig. 3a. z-stack confocal fluorescence imaging with 3D
rendering and image reconstruction showed that expression
pattern of each biosensor was different and as expected: GCamp6f
expressed on the neural body and throughout the cell membrane
(white arrows, Fig. 3b´); dLight1.2 appeared as a cluster of puncta
at the synaptic ends (yellow arrows in Fig. 3b´´); and iGluSnFr
traced along the axonal length (yellow arrows in Fig. 3b´´´) (see
also Supplementary Movies 1 and 2).

Dynamic intracellular calcium measurements with genetically
encoded GCaMP6f biosensor. To assess whether viral-genome
transfection and expression of the biosensors would alter the
physiological calcium activity in the co-cultures, we first com-
pared calcium signal with Calbryte 520AM and GCaMP6f bio-
sensor in 2D iDopas/iAstros neural co-culture system, using a
well-based FLIPR fluorescence reader. Examples of acquired
calcium fluorescence traces are shown in Supplementary Fig. 3a
and c. Repetitive calcium peaks were detected for both the Cal-
bryte 520AM and GCaMP6f assays over the period of 600 sec,
suggesting that this 2D neural co-culture produced active and
synchronized neuronal networks, and that expression of
GCaMP6f via AAV transfection did not alter the neural calcium
activity trend significantly (Supplementary Fig. 3a and c). Further
functional validation with pharmacological interventions showed
the equivalent effects of apomorphine, a D2-receptor agonist, in
both assays. Apomorphine decreased the calcium peak frequency
in both calbryte520AM dye and GCaMP6f transfected assay
systems (p > 0.001 and p > 0.0001, respectively) with no sig-
nificant differences in amplitude (Supplementary Fig. 3b and d).
Apomorphine showed a decrease in average synchronized peak
frequency from 1.87 to 0.7 for the dye-based assay, and from 0.76
to 0.42 for the biosensor assay.

While it was possible to measure calcium activity with the
GCaMP6f and Calbryte on the 2D neuronal co-culture models
using a well-based FLIPR reader, we were not able to detect signal
from the 3D co-culture models using the same approach. In
addition, the FLIPR instrument did not allow for optogenetics
stimulation. These motivated to design fluorescence microscopy-
based calcium detection protocols (Fig. 3c) which could work on
both the 2D and 3D gel-based systems, and enabled stimulation of
the genetically encoded ChrimsonR-opsin, in combination with
calcium activity measurements. We validated this protocol using
two different neural co-culture systems: one included iDopas/
iAstros (Fig. 4a–f) and another iGlutas/iAstros (Fig. 4g–l).
Figure 4a–d show representative GCaMP6f fluorescence images
of unstimulated (basal) and light-stimulated (evoked), with and
without treatment with apomorphine, the D2 receptor agonist,
taken from 2D and gel-based 3D neural iDopas/iAstros co-cultures,
using epifluorescence and confocal (one z-plane) modes, respec-
tively. The expression of ChrimsonR-opsin was confirmed by td-
Tomato (red) fluorescence (Supplementary Fig. 4a, b). Represen-
tative traces of calcium signal via GCaMP6f intensity, normalized
by their mean fluorescence intensity (dF/F0) from three randomly
picked neurons were shown in Fig. 4b and e, for 2D and 3D co-
culture models, respectively. Cumulative data on peak frequency
and peak amplitude from each experimental group are summarized
as bar plots in Fig. 4c for 2D and in Fig. 4f for 3D model. The data
indicate that the optical stimulation significantly enhanced cellular
calcium peak frequency by approximately 2-fold for both 2D
(p < 0.0001) and 3D (p < 0.0001) models. Though the average
evoked peak amplitude did not significantly change in 2D, it
increased by ~50% in the 3D system (p= 0.0042). In the 3D
system, apomorphine treatment decreased the basal peak frequency
by 40% (p= 0.01) and amplitude by 60% (p= 0.0049), and
the evoked peak frequency by 40% (p < 0.001), but there was no
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statistical change in the amplitude (Fig. 4f). Apomorphine did not
induce any statistical changes in neither basal peak frequency nor
in amplitude but showed a 1.7-fold increase in evoked peak
frequency (p < 0.001) and no significant changes in peak amplitude
in 2D (Fig. 4c).

The same measurements were done in a 3D fibrin-gel neuronal
model of iGlutas/iAstros, as described in Fig. 3. For the iGlutas/
iAstros co-culture system, D-serine, an NMDA receptor agonist,
was used for studying pharmacological modulation (Fig. 4g–l).
The representative single plane images, corresponding single

Fig. 1 Schematic for the biofabrication of functional 3D gel-based neural co-culture cellular models for high content screening in a multi-well plate
platform. a The neural coculture models were developed using iPSC derived post-mitotic midbrain dopaminergic or glutamatergic neurons with iPSC-derived
astrocytes from healthy human donor in 384 well flat bottom imaging plates. We designed three functionality driven assays with spatiotemporal resolution
using genetically encoded biosensors: (i) Measurement of single cellular level ‘in-network’ calcium dynamics over time with CAG-GCaMP6f sensor. (ii)
Assessment of released dopamine neurotransmitter at the synaptic cleft with hSyn-dLight1.2 sensor. (iii) Detection of glutamate neurotransmitter within
network with hSyn-GluSnFr sensor. b Flow chart for the assembly 2D and 3D gel-based neural models. Frozen human iPSC derived neurons and astrocytes
were thawed, counted, and mixed at the desired ratios. For 2D co-cultures, plates were coated with PLO-laminin and 50 µl of the cell suspension in media was
pipetted into the wells. For 3D gel-based co-cultures, 60 µl of cell suspension in a mixture of fibrinogen (2.5mg/ml), gelatin (60mg/ml), laminin (1 mg/ml)
and thrombin (1:1000U) in media were quickly pipetted in the wells before gelation. c After gelation and maturation, the 3D fibrin gel structure was
100–200 µm thick compared to 3–5 µm thin 2D co-cultures. After 14 days, a z-stack of confocal brightfield images (pseudo-orange color) from 3D system
indicates horizontal as well as vertical progression of neurites through the gel matrix, whereas the images from 2D system (pseudo-orange color) does not
show any downward spreading of neurites. The calceinAM/propidium iodide live-dead imaging assay confirmed the presence of that 80% of the cells were live
cells in both models. Error bar s.e.m., three biological replicates, each n= 3. Scale bar 20 µm. Schematics made in BioRender.
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neuronal calcium traces and cumulative data on peak frequency
and peak amplitude from basal, basal after D-serine treatment,
evoked and evoked after D-serine treatment groups are shown in
Fig. 4g–i and 4j–l for the 2D and 3D models, respectively. The
corresponding td-Tomate fluorescence images of ChrimsonR
expression are shown in Supplementary Fig. 4c and d for 2D and

3D system, respectively. D-serine treatment increased the basal
calcium peak frequency 2-fold for the 2D (p= 0.0124) and 3-fold
for 3D models (p < 0.0001); and elevated calcium peak amplitude
by 3-fold in the 2D culture (p= 0.0001), but there was no
significant increase in peak amplitude in the 3D culture. As
expected, optogenetic stimulation elevated peak frequency by
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about 2-fold in both 2D (p= 0.0002) and 3D (p < 0.0001) but did
not produce a statistically significant increase in peak amplitude
for neither 2D nor 3D cultures. D-serine induced a reduction of
~50% in the evoked peak frequency in the 2D system (p= 0.0131)
but had no effect on this measure for the 3D model. D-serine had
no effect on evoked peak amplitude for neither the 2D nor 3D co-
culture models.

To further establish the pharmacological perturbation on the
2D and gel-based 3D iDopas/iAstros and iGlutas/iAstros
coculture systems on the intracellular calcium signal, we tested
the effect of additional compounds that modulate different
relevant neural targets: metoclopramide, a D2-receptor antago-
nist, ketamine, an NMDA-receptor antagonist, and morphine, a
µ-opioid receptor agonist. During process of validating the
neuronal cultures, we detected expression of µ-opioid receptor
(MOR) protein marker (Supplementary Fig. 5) on the cell bodies
(at the proximity of Hoechst staining) on both of our 2D and 3D
gel-based models, which prompted us to investigate the
pharmacological effects of an µ-opioid receptor agonist on our
functional neuronal assays.

Figures 5a and 5b show calcium traces of randomly picked
neurons from the iDopas/iAstros 2D and 3D co-cultures systems,
respectively, under each experimental conditions: basal, basal
after respective drug treatment, evoked and evoked after
respective drug treatment. Average peak frequency and peak
amplitude are represented as bar plots in Fig. 5c–f, for 2D and 3D
co-cultures systems, respectively. Our data indicate that pharma-
cological targeting of different neuronal receptors produced
different modulation of calcium activity in the 2D vs 3D co-
cultures. For instance, metoclopramide, the D2-receptor antago-
nist, reduces basal peak frequency by half (p= 0.0062) in the 2D
cellular models but increases it from 0.062 to 0.1 pps (p < 0.0001)
in 3D gel-based system. On the other hand, metoclopramide
decreased evoked peaked frequency in 2D from 0.4 to 0.29 pps
(p= 0.0005), but it did not have a significant change evoked
peaked frequency in the 3D model. D-serine induced a decrease
of ~0.1 pps (p < 0.0001) on basal peak frequency but a modest
increase from 0.379 to 0.458 pps (p < 0.001) on evoked calcium
activity in 2D co-cultures; in contrast, on 3D co-cultures, we
observed an increased peak frequency in both basal (from 0.132
to 0.166 pps, p < 0.001) and evoked (from 0.193 to 0.24 pps,
p < 0.0001) calcium signal after D-serine treatment. Ketamine
treatment suppressed basal peak frequency half in 2D
(p= 0.0009), whereas it increased basal peak frequency from
0.136 to 0.209 pps (p < 0.0001) in the 3D model. No significant
effects were observed by ketamine treatment in the evoked peak
frequency in neither the 2D vs 3D cellular models. Finally,
treatment with morphine produced significant suppression in
both basal and evoked peak frequency (from 0.288 to 0.209 pps,
p= 0.0039 and over 4.5 folds, p < 0.0001 respectively) in 2D co-
culture. In contrast, in 3D gel matrix, morphine induced a
significant increase in basal (from 0.145 to 0.259 pps, p < 0.0001)
as well as evoked (from 0.213 to 0.261 pps, p= 0.0006) peak
frequency.

The effects on calcium peak amplitude were also analyzed: the
treatments with the different drugs did not have any significant
effects on the basal nor evoked peak amplitude on 2D co-cultures
(Fig. 5e). On the other hand, for the 3D gel model, there was
significant modulations with calcium peak amplitude (Fig. 5f).
We observed decrease after metoclopramide treatment in basal
peak amplitude (from 2.75 to 1.286 dF/F0, p= 0.0079) but an
increase (from 0.878 to 3.28 dF/F0, p < 0.0001) after optical
stimulation. D-serine increases basal peak amplitude significantly
(from 0.462 to 2.31 dF/F0, p < 0.0001) without modulating evoked
peak amplitude. Finally, morphine suppressed (from 1.783 to 1.13
dF/F0, p= 0.0368) the basal peak amplitude but not the
evoked one.

Representative traces of iGlutas/iAstros co-cultures from each
experimental group from 2D and 3D models are shown in Fig. 6a
and b, respectively. Different changes in calcium peak properties
for each drug treatment between 2D and 3D co-culture models
are shown in Fig. 6c–f. In the 2D cellular model, ketamine
reduced basal and evoked calcium peak frequency by 40%
(p= 0.0477) and 60% (p < 0.0001), respectively. In the 3D co-
culture system, ketamine did not produce a statistically significant
decrease in basal peak frequency, but it did induce a significant
5-fold decrease (p < 0.0001) in evoked peak frequency. Our data
also indicated that the D2 receptor modulators apomorphine and
metoclopramide did not have significant effects on iGlutas/
iAstros coculture basal peak frequency, neither in 2D nor in 3D
models. However, they modulated the evoked calcium peak
frequency: apomorphine had no significant effect on evoked peak
frequency in 2D but decreased evoked peak frequency by 5-fold
(p > 0.0001) in the 3D co-culture model. Metoclopramide
significantly decreased evoked peak frequency by 60%
(p > 0.0001) in 2D but it increased by 60% (p > 0.0001) in 3D
cultures. Morphine also exhibited contrasting results: in the 2D
coculture systems, it did not modulate the basal peak frequency,
but it significantly suppressed the evoked peak frequency by 40%
(p= 0.0002). In 3D co-cultures, morphine increased basal peak
frequency by 2-fold (p= 0.007) but had not significant effect on
the evoked peak frequency. When assessing effects on calcium
signal peak amplitude, there were no significant changes in the
2D basal peak amplitude for any of the compounds tested, and
there were some effects on the evoked peak amplitude with
significant decreases from 0.687 to 0.197 dF/F0 (p < 0.0001) by
metoclopramide and significant increases of ~2-fold for ketamine
(p= 0.0047) and from 0.183 to 0.4 dF/F0 for morphine
(p= 0.0398). For the 3D models, there were significant effects
on basal peak amplitude with apomorphine (3-fold decrease,
p < 0.0001), metoclopramide (from 3.5 to 5.8 dF/F0 increase,
p= 0.0017), ketamine (2-fold increase, p < 0.0001). However, in
the 3D cultures, none of the treatments had any significant effects
on the evoked peak amplitude.

Single cell calcium dynamics traces from randomly picked
wells from theapomorphine treated group of iDopas/iAstros co-
cultures after a wash-out period of 24 h are shown in
Supplementary Fig. 6. For both 2D and 3D iDopas/iAstros

Fig. 2 Detection of neural markers by immunostaining and fluorescence microscopy in 2D and 3D iPSC derived neuron/astrocyte co-cultures models.
Post PFA fixation, neural 2D and 3D co-culture models stained with antibody-based neural receptor selective identity markers and makers of neuronal
network. The representative confocal microscopic images (10x) are shown as quadro-tiles format for 2D and merged three-dimensional image of post 3D
rendering and reconstruction for 3D model. a Dopaminergic neurons and astrocyte cocultures were double immune-stained with Tyrosine Hydroxylase
(green) and post synaptic marker PSD-95 post-synaptic (yellow) antibodies, and Hoechst 33342 nuclear stain (blue). b The glutamatergic neurons and
astrocytes cocultures were double-stained with Glut1 transporter (green), PSD-95 post-synaptic (yellow) antibodies and with Hoechst 33342 nuclear
(blue). c, d For determination of neuronal branching, co-cultures were stained for MAP2 (green) and with the astrocyte marker GFAP (purple). The 3D
reconstruction view confirmed the homogeneous distribution of neuronal cells and their neurites along with astrocytes. The insets (40x confocal) show the
closeup of markers expressions on respective targets. Scale bar 50 µm; inset’s scale bar 20 µm.
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co-cultures, calcium activity was restored to pre-treatment levels
after 24 h of apomorphine washout (Supplementary Fig. 6a and c
respectively). Furthermore, similar evoked calcium activity in
terms of frequency and amplitude (Supplementary Fig. 6b and d)
was observed for both the 2D and 3D iDopas/iAstros co-cultures,
after 24 h of apomorphine washout.

Image-based functional assays for the detection of released
neurotransmitters. Next, we developed image-based functional
assays to quantitate the release of neurotransmitters from both
neural co-culture networks. Expression of ChrimsonR opsin was
confirmed by td-Tomato fluorescent (Fig. 7a, first column).
Representative images of dLight1.2 intensities from 2D and 3D
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model of iDopas/iAstros co-culture with the different treatments
are shown in Fig. 7a (green). Quantitation of green-fluorescent
intensity from the dLight1.2 dopamine biosensor at basal, basal
with drug treatment, evoked and evoked drug treatment are
shown in Fig. 7b and Fig. 7c, for 2D and 3D co-culture systems,
respectively. Both cellular models showed significant increase of
dopamine release upon optogenetic stimulation, 3-fold,
(p > 0.001) for 2D and 2-fold (p > 0.0001) for 3D co-cultures,
respectively. Apomorphine significantly decreased the basal
release of dopamine levels by 2-fold (p= 0.021) in 3D gel-matrix
but had no significant effects on 2D co-cultures. Apomorphine
also reduced the evoked release of dopamine in 3D by 3-fold
(p < 0.0001) more effectively than in 2D (by 30%, p= 0.0438). For
3D co-cultures model, our results showed an increase in the basal
release of dopamine after metoclopramide (>2-fold, p= 0.0001),
D-serine (2-fold, p= 0.0394) and morphine (2-fold, p= 0.0011)
treatment, but no statistically significant effects with ketamine
treatment. In contrast, in our 2D co-culture, there was no sta-
tistically significant changes on basal dopamine release after
metoclopramide, D-serine and ketamine treatment but there was
a statistically significant increase in after morphine (from 11.46 to
26.56 r.f.u, p < 0.0001) treatment. As expected, we observed sig-
nificant increase in dopamine neurotransmission after optoge-
netic stimulation in both of our models on each drug modulation
experiments. For instance, in our first group we observed
increased in fluorescence intensity from 12.72 to
37.41(p < 0.0001) and from 13.8 to 29.06 r.f.u. (p < 0.0001) for 2D
and 3D co-cultures, respectively. In these evoked experiments,
metoclopramide further enhanced the dopamine release in both
of our 2D (from 40.006 to 60.44 r.f.u., p > 0.0001) and 3D (from
27.29 to 57.29 r.f.u., p > 0.0001) model. For all other drugs effect,
the evoked release of dopamine was reduced in the 3D gel-based
model: D-serine (from 37.62 to 27.05 r.f.u., p= 0.0485), ketamine
(from 40.62 to 16.13 r.f.u., p < 0.0001) and morphine (from 39.35

to 29.28 r.f.u., p= 0.001). In contrast, in 2D cultures, we recorded
no statistically significant changes in evoked dopamine release
after D-serine and morphine treatment but significant decrease
after treatment with ketamine (from 33.85 to 15.9 r.f.u.,
p < 0.0001).

Next, we sought to detect glutamate release from the neural
co-culture systems. Since glutamate can be released from
glutamatergic neurons and activated astrocytes, and astrocytes
take part in glutamate trail from the system via glutamate
transporters as well39, we used the glutamatergic neuron and
astrocyte co-culture for this assay. We confirmed the expression
of ChrimsonR opsin by acquiring td-Tomato fluorescence
image from both co-culture models (Fig. 8a, first column).
Unlike the green puncta observed for d-Light1.2, the dopamine
sensor, the iGluSnFr sensors appeared longitudinally along the
neurites length and also concentrated at the neuron-neuron or
neuron-astrocyte junctions (Fig. 8a). Quantitation of green-
fluorescent intensity from the iGluSnFr glutamate biosensor at
basal, basal with drug treatment, evoked and evoked drug
treatment are shown in Fig. 8b and c, for 2D and 3D co-culture
systems, respectively. We observed a significant increase in the
basal glutamate green fluorescence over 2-fold, from 6.15 to
15.01 r.f.u. (p= 0.0085) in 3D but no statistically significant
increase in 2D co-culture models after D-serine treatment.
Upon optogenetics stimulation, no significant effects of
D-serine were detected on the evoked glutamate levels on 2D
co-cultures, and significant increases were observed in evoked
glutamate signal (from 22.94 to 33.13 r.f.u. p= 0.0062) in the
3D co-cultures. The acquired data showed that there were no
statistically significant differences in basal or evoked
glutamate level after the treatment with apomorphine and
metoclopramide in either 2D or 3D co-cultures. ketamine
produced a statistically significant reduction in glutamate
release in both basal (3-fold, p= 0.0021) and evoked (>2-fold

Fig. 3 Schematic flow diagram for the development of image-based functional assays using genetically encoded biosensors and analysis of single
cellular ‘in-network’ calcium dynamic from 2D and 3D neural co-culture models. (i) Genetically encoded biosensor AAV9-CAG-GCaMP6f allowed over
time live calcium flux measurement, (ii) AAV5-hSyn-dLight1.2 biosensor captured real time quantitation of synaptic released of dopamine neurotransmitter
with spatial resolution (multiple fields of view through the z-stack), (iii) detection of glutamate neurotransmitter was done with a AAV9-hSyn-iGluSnFr
biosensor with spatial resolution (multiple field view through the z-stack). Controlled physiological modulation with AAV-hSyn-ChrimsonR-td-Tomato
transfection and optogenetic stimulation (λ= 590 nm) added functional complexity to the 3D system. a The progressive development of assays was
demonstrated here. The ChrimsonR opsin in combination with one of the biosensors were transfected at culture day 2 and allowed to incubate for 2 weeks.
On the analysis day, first the imaging plane/s were determined by the td-Tomato expression by scanning the entire z-stack. Then the spontaneous activity
of the neuronal network for all three biosensors as green fluorescence were captured using a FITC filter (λEx= 495 nm; λEm= 519 nm). These steps were
repeated with simultaneous stimulation with red (λ= 590 nm) light for evoked network activity detection. Next, the co-cultures were treated with receptor
specific pharmacological agents for 30min and both the basal and evoked acquisition process were repeated sequentially for the pharmacological
perturbations. b The image acquisitions was performed under 10X air epifluorescence for 2D and 10X water confocal microscope for 3D system. Both the
basal and evoked activity from the neuronal network was recorded either over time (180 s with 0.6 s acquisition interval) from a selected plane for
GCaMP6f biosensor, or green fluorescence intensity were acquired from multiple fields of views over the entire z-stack for dLight1.2 or iGluSNFr
biosensors. 3D rendering images of all three biosensor’s signals along with ChrimsonR expression via td-Tomato fluorescence, from 3D fibrin gel neuronal
model are presented alongside. Scale bar 50 µm. b', b'' and b''' Corresponding enlarged z-stack images of each biosensor with td-Tomato expression
are presented here. The arrows indicate the fluorescence of the biosensors on the neural morphology. Scale bar 50 µm. c The single neuronal calcium data
analysis from time lapsed GCaMP6f images was performed as followed. A series of 300 time-lapsed images were captured over a period of 180 s with
0.6 s interval by Harmony v5.1 acquisition software. The images were stacked to provide maximum intensity projection and transferred to ‘ImageJ’ image
processing software. Then, ROIs were automatically selected centering on the neuronal soma by the ‘LC-Pro’ plug-in in ‘ImageJ’ by providing the ROI
diameter (pixel) 30, frame rate (fps) 1.6 and for intensity cutoff threshold with p-value 0.05. Finally, the raw intensity values of the calcium signal were
extracted from selected ROIs. For the analysis, each ROIs data was then transferred to ‘Origin-Pro 9.0’. The peaks were detected over time by ‘positive
maximum intensity peak finding method’ using ‘batch peak processing algorithm’, with second derivatives of individual ROI’s raw fluorescence intensities
(r.f.u.) as a change in fluorescence intensity from initial (dF), because of sparsity of event’s appearance in our 3D system. After thresholding the base line,
the estimation of initial fluorescence level (F0) for each ROIs was calculated by averaging the r.f.u. and then the peak amplitude was normalized to dF/F0
for respective ROIs. We did not used initial image frame’s mean fluorescent intensity as our F0, because in both of 2D and 3D model on every image frame
we had GCaMP6f activated fluorescence intensity from cells to some extent. The oscillations of calcium waves (dF/F0) of 3–4 example traces from each
experimental group were presented and single-neuron dynamics were quantified by peak frequency (peaks per sec) and peak amplitude (dF/F0)
measurement. Schematics made in BioRender.
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p < 0.0001) for 2D, but only 1.5-fold (p= 0.01) reduction in
evoked released in 3D. We did not observe any changes in
glutamate level before and after morphine treatment at basal or
evoked conditions for the 2D model but observed an increase
(from 9.01 to 15.16 r.f.u., p= 0.051) for basal release of
glutamate in the 3D system.

Discussion
The use of human iPSC is enabling the development of in vitro
cellular models of the human brain which until very recently were
not possible to produce. It is now possible to study brain devel-
opmental biology, cellular mechanisms underlaying neurological
and neurodegenerative diseases in vitro and using these cellular
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Fig. 4 Measurement of single cell calcium dynamics using genetically encoded GCaMP6f biosensors in iDopas/iAstros and iGlutas/iAstros 2D and
gel-based 3D co-cultures. The modulation of network calcium dynamics with the D2-receptor agonist apomorphine (10 µM) for iDopas/iAstros and
the NMDA-receptor agonist, D-serine (10 µM) for iGlutas/iAstros was quantitated before and after optical stimulation measuring peak properties
including peak frequency per sec and peak amplitude. a and d are representative images from pre and post apomorphine treatment and g and
j are representative images from pre and post D-serine treatment of basal and evoked calcium activity. Scale bar 50 µm. b and e and h, k Example calcium
traces over time were plotted for 2D and 3D co-cultures, for iDopas/iAstros and iGlutas/iAstros respectively. c, f, i and l The peak frequencies (peak
per sec) and mean peak amplitudes from each ROI, minimal of 3 ROIs from each well and three biological replicates, each with 3 wells per group were
plotted as bar graph. Error bar are s.e.m., Statistics: Two-way ANOVA with post hoc turkey test between groups.

Fig. 5 Pharmacological modulation of image-based single cell calcium flux for 2D and 3D iDopas/iAstros cellular co-cultures. a, b Example of ROIs from
every pharmacological experiment with each physiological variations; Basal, Basal with drug, Evoked, Evoked with drug; for the 2D and 3D co-cultures
models, respectively. Quantitative measurements of calcium peak frequency (c, d) and mean peak amplitudes from each ROIs (e, f), the spontaneous and
evoked calcium flux, for 2D and 3D co-cultures for each drug tested. Minimal of three ROIs from each well and three technical replicates, each with 3 wells
per group were plotted as bar graph. Error bar s.e.m., Statistics: Two-way ANOVA with post hoc turkey test between groups.
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models as clinically predictive assays for drug testing. One of the
main goals of our work was to produce 3D neural organotypic
models that were functional at a neuronal density similar those
found in humans and benchmark their physiological activities
and pharmacological responses to in vivo data and their 2D
counterpart. Postmortem study on human brain suggests that the
average neuronal density of visual cortex is 40 K/mm3 40, likewise
the cell density of prefrontal cortex and cerebellar cortex are 34 K/
mm3 to 50 K/mm3 41,42. Furthermore, the human brain consists
of 15–20% of extracellular space of which 20–30% is extracellular
matrix, mostly composed of proteoglycans, hyaluronan and small
linker proteins submerged in interstitial fluid that closely
resembled of cerebrospinal fluid43–45. Natural biopolymers like

fibrinogen46,47, collagen48, laminin49 have been used to recreate
extracellular neural matrices in vitro. These biopolymers provide
the neurons with a support and porosity to adhere, proliferate,
form extensions, and if necessary to migrate50, and allow for the
diffusion of nutrients for growth and neuro-chemical for network
communication. In this study, we mixed fibrinogen and thrombin
to generate interconnected protofibrils as a scaffold51 with gelatin
as a molecular derivatives of collagen for in vivo relevance to
structural integrity and cellular growth support52 and laminin to
help improve axonal growth53 and neuronal viability. This
hydrogel composition provided an extracellular scaffold for the
neurons to grow and form functional neural networks at 100-fold
lower neuronal densities as compared to the average neuronal

Fig. 6 Pharmacological modulation of image-based single cell calcium flux for 2D and 3D iGlutas/iAstros cellular co-cultures. a, b Example of ROIs
from different pharmacological treatments in each experimental condition: Basal, Basal with drug, Evoked, Evoked with drug; for the 2D and 3D co-cultures
models, respectively. Quantitative measurements of calcium peak frequency (c, d) and mean peak amplitudes from each ROIs (e, f), the spontaneous and
evoked calcium flux, for 2D and 3D co-cultures for each drug tested. Minimal of three ROIs from each well and three technical replicates, each with 3 wells
per group were plotted as bar graph. Error bar s.e.m., Statistics: Two-way ANOVA with post hoc turkey test between groups.
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density of 2000K/mm3 in neuronal spheroids54. We were able to
mix 25 K/µl of human iPSC derived either dopaminergic or
glutamatergic neurons, combined with human iPSC derived
astrocyte in 1:5 ratio. The confocal microscopic images revealed
that the height of our 3D gel-based structures was 100–300 µm in
384 multiwell plate format, thus estimating a neuronal density of
around 95K-100K/mm3 in our 3D fibrin gel-based tissue mimic,
which is only 2–3-fold higher than the average neuronal density
of human brain, still demonstrating physiologically relevant ‘in-
network’ functional modulation. 3D rendered images of the
antibody staining of our 3D gel-based model provided the evi-
dence of long axonal projections, spreading both horizontally and
vertically, with the expression of neuronal selective markers like

TH on dopaminergic neurons and Glut1 on glutamatergic neu-
rons and adequate expression of postsynaptic marker PSD-95
showing strong synapse formation.

The second goal of developing the 3D gel-based in vitro model
was to achieve a human native-like physiological system that can
be used as an assay platform for pharmacological testing in a
reproduceable manner using functionality driven assays. For that,
the used gel-based matrix provided enough optical clarity to
enable fluorescence confocal microscopy without the need for
optical clearing procedures. Our image-based calcium flux assay
using genetically encoded GCaMP6f biosensors allowed us to
probe in real time into the 3D neuronal network at the single
cellular level and study the calcium activity within the network

Fig. 7 Image-based quantitation and pharmacological modulation of dopamine release by genetically encoded dopamine sensor in iDopas/iAstros 2D
and 3D co-cultural model. The genetically encoded dopamine biosensor, hSyn-dLight1.2, was used to quantitate release of dopamine neurotransmitter at
the synaptic clefts in the 2D and 3D gel neural co-culture models. a Representative images of expression of ChrimsonR via td-Tomato fluorescence,
dopamine neurotransmitter release via dLight1.2 as green puncta at the synapses, for both basal and optical stimulation, and with or without Apomorphine,
the D2-receptor agonist treatment. b, c Quantitative estimation of mean fluorescent intensity from multiple fields of views for 2D system (n= 9 wells) and
from entire z-stack along with multiple fields of views for 3D system (n= 9 wells) were accumulated and presented as bar plots. Quantitation of dopamine
release by measuring green fluorescence from dLight1.2 biosensor in 2D (b) and 3D (c) models, after 30min min treatment with apomorphine,
metoclopramide, D-serine and ketamine at 10 µM, and morphine at 15 µM. Scale bar 50 µm. Error bar s.e.m. three technical replicates, with n= 3 wells
each. Statistics: Two-way ANOVA with post hoc turkey test between groups.
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and exhibited its strong attenuation variations after treatment
with various receptor specific pharmacological agents. To sti-
mulate neuronal networks in a controlled manner, we included
red-shifted opsins, ChrimsonR via AAV transfection. We also
used genetically encoded biosensors to assess the ‘in-network’
release of neurotransmitter. The changes in fluorescent intensities
of bio-engineered Dopamine-receptor biosensor, dLight1.231 in
dopaminergic neuronal network model, and similarly from bio-
engineered Glut1-transporter, GluSnFr biosensor32 in Glutama-
tergic neuronal network provide us the network modulation

information at the synaptic label with physiological and phar-
macological perturbation. Our data demonstrated that optoge-
netics activation of the engineered 3D neural systems produced
increases in signal similar and in many cases stronger than the
corresponding 2D cellular models. This data validated our
approach of using transduced biosensors as robust assay readouts
in 3D organotypic models. Furthermore, the flexibility of our
biofabrication and image-based assay protocol should allow us to
incorporate many more biosensors as readouts in future depends
on the neuronal network specificity and synaptic connectivity.

Fig. 8 Image-based quantitation and pharmacological modulation of glutamate release with a genetically encoded glutamate sensor in iGlutas/iAstros
2D and 3D co-cultural models. The genetically encoded glutamate biosensor, iGluSnFr was used to quantitate release of glutamate neurotransmitter in
both 2D and 3D gel neural co-culture models. a Representative images of expression of ChrimsonR (red) via td-Tomato fluorescence, glutamate
neurotransmitter release via iGluSnFr (green) with affinity towards Glut1 transporter of glutamatergic neurons, which locates multiple release sites along
the neurite’s length, for both basal and optical stimulation, and with or without D-serine, the NMDA-receptor agonist treatment. b and c Quantitation of
mean fluorescent intensity from multiple fields of views for 2D system (n= 9 wells) and from entire z-stack along with multiple fields of views for 3D
system (n= 9 wells) were accumulated from each experimental group and presented as bar plots. Quantitation of glutamate release by measuring green
fluorescence from iGluSnFr biosensor in 2D (b) and 3D (c) models, after 30min treatment with D-serine, apomorphine, metoclopramide and ketamine at
10 µM, and morphine at 15 µM. Scale bar 50 µm. Error bar s.e.m. three technical replicates, with n= 3 wells each. Statistic: Two-way ANOVA with post hoc
turkey test between groups.

COMMUNICATIONS BIOLOGY | https://doi.org/10.1038/s42003-022-04177-z ARTICLE

COMMUNICATIONS BIOLOGY |          (2022) 5:1236 | https://doi.org/10.1038/s42003-022-04177-z | www.nature.com/commsbio 13

www.nature.com/commsbio
www.nature.com/commsbio


Once we established a protocol for the reproducible biofabri-
cation of 3D neural coculture systems with spontaneously formed
neural networks and autonomous synaptic connections, we
assessed their physiological and pharmacological relevance by
determining the functional responses of the signals for the dif-
ferent biosensors to drugs targeting relevant neural receptors. In
our current study we observed relevant differences in pharma-
cological responses to different treatments between 2D vs 3D
neuronal co-culture models. Evidently, 3D gel-matrix altered the
chemotherapeutic agents’ uptake and retention of growth factors
by creating a diffusion gradient and homeostasis surrounding the
cells, mimicking its native in vivo environment better, thus
changing the cell signaling, pharmacology or toxicology
responses55,56. Although differences between 2D vs 3D cellular
systems have been shown, little work has been published to show
the biological and cellular reasons for those differences, which
could include changes in receptor expression levels, activation
state of signaling pathways, gene expression, diffusion and caging
effects, and others. In the work presented here, we observed
differences in physiological and pharmacological responses
between 2D and 3D neural co-culture models, and work is in
progress, using a combination of approaches including tran-
scriptomics and proteomics, to investigate and explain the dif-
ferences observed.

Deep brain stimulation data from Parkinson patients57, and
electrode recording data from substantia nigra and ventral
tegmental area’ dopamine neurons of rat midbrain58 showed
that treatment with apomorphine, a D2 receptor agonist, slowed
down the dopamine neuronal spontaneous firing, with
increasing bursting firing pattern. In our study, we observed
reduction in basal calcium peak frequency after treating the 3D
gel-based model with apomorphine. We also observed sig-
nificant reduction in mean calcium peak amplitude, which has
been shown to accompany increase bursting pattern59 of
dopaminergic neurons observed in vivo. These pharmacological
effects of apomorphine in the 3D iDopas/iAstros co-culture
were not observed in the corresponding 2D monolayer iDopas/
iAstros coculture. We also observed a reduction in the released
dopamine neurotransmitter at synapse from its basal level after
treating with apomorphine in the 3D model, which is also in
agreement with the findings in human studies by positional
emission tomography60 where they showed that apomorphine
inhibited the presynaptic dopamine levels. Many animal beha-
vioral studies have established that optical manipulation creates
perception without sensory input by showing whisker
movement61, creating fear memory62, increasing social
interaction63 and other physiological effects. We measured a
significant increase in calcium peak frequency and in the levels
of released dopamine neurotransmitter at the synaptic cleft
upon optogenetic stimulation. These optogenetically evoked
effects were again robustly suppressed by apomorphine treat-
ment in our 3D fibrin gel iDopas/iAstros model, while in the 2D
culture, the effect of apomorphine was opposite in peak fre-
quency and not as robust in reducing levels of dopamine.

We treated our 2D and 3D dopaminergic neuronal models
with the D2-receptor antagonist, metoclopramide, commonly
used for nausea, vomiting and migraine, but can also induce
encephalopathy and reduce dopamine efficiency in Parkinson
patients64,65. While the 2D dopaminergic monolayer culture
failed to show a relevant in vivo pharmacological phenotype, the
3D fibrin gel-based neuronal network demonstrated increased in
calcium peak frequency and dopamine release, which are
effects opposite to those seen for apomorphine, a D2-receptor
agonist. Interestingly, metoclopramide suppressed the evoked
calcium peak frequency, while still increasing levels of evoked
dopamine neurotransmitter release.

D2 receptors are also expressed and modulate the activity of
excitatory glutamatergic neurons66,67. We therefore tested the
functional activity of the D2-receptor agonist and antagonist on
the activity of the 3D gel-based iGlutas/iAstros model. Published
data suggests that without the afferent connection with dopami-
nergic neurons, like in addiction circuitry in human ventral teg-
mental area68, D2-receptor agonist or antagonist do not have any
significant effect on excitatory neurons69,70. In agreement, we did
not observe significant modulation in terms of basal calcium peak
frequency or Glutamate neurotransmitter released after the
treatment with apomorphine or metoclopramide. Argumenta-
tively, catalepsy study on rat suggests that metoclopramide can
cause noticeable sensitization to NMDA-receptor medicated
catalepsy in striatum and frontal cortex via increase in glutama-
tergic transmission in dose dependent manner. This partial
agonistic effect of D2-receptor antagonist in cataleptic rat model
was explained by conditional increased in NMDA receptor den-
sity after pharmacological intervention71. Even though we do not
have enough evidence to suggest changes in NMDA receptor
density in our models, the increase in calcium peak amplitude at
basal and in evoked peak frequency modulation after metoclo-
pramide treatment in our 3D iGlutas/iAstros model suggests
future mechanistic studies. Similarly, for the suppression of basal
calcium peak amplitude and evoked calcium peak frequency after
apomorphine treatment observed in 3D iGlutas/iAstros model, it
was observed in a study on the motor cortex function of healthy
humans, that apomorphine inhibited transcranial magnetic sti-
mulation evoked motor potentiation in a dose dependent
manner72.

The pharmacological effects of an NMDA-receptor agonist and
an antagonist, D-serine and ketamine, respectively, on our 3D
neuronal co-cultural model were also in agreement with data
published using in vivo models73–76. As expected, in the gluta-
matergic 3D co-culture model, D-serine and ketamine treatments
had opposite effects: while D-serine consistently increased both
basal calcium peak frequency and glutamate levels, ketamine
robustly reduced the evoked calcium peak frequency and gluta-
mate levels. In the 3D dopaminergic system, D-serine increased
both the basal or evoked calcium peak frequency, while ketamine
increased basal peak frequency and had no effect on the evoked
signal. In addition, D-serine significantly increased levels of basal
dopamine while decrease labels of evoked dopamine in this co-
culture system. Ketamine significantly reduced levels of evoked
dopamine release. Collective review and meta-analysis of dopa-
mine measurements in rodents, non-human primates and human
brains following acute as well as chronic application of ketamine
shows increase dopamine levels in cortex, striatum, and nucleus
accumbent. But the chronic application of ketamine showed
constant rise in dopaminergic neuronal activity, but the actual
changes in dopamine levels were not consistent77–80. This
inconsistencies in long term detection of dopamine levels upon
ketamine treatments could be explained by the presence of
dopamine active transporter (DAT) on dopaminergic neurons
which might pump the dopamine out of the synaptic cleft into the
cytosol81. Even though our current 3D fibrin gel iDopas/iAstros
model did not have neuronal circuitry level complexity to explain
mechanistic differences to in vivo results, it showed an increased
basal calcium activity with ketamine even with a reduction in
overall dopamine levels. The reduction in dopamine levels by
ketamine was even more pronounced after optical stimulation,
assumedly endogenous close-loop signaling pathway modulate
dopamine clearance in response to physiological demand as
shown previously82. We backed up our explanation with our
D-serine treatment group data, where a modest increase in basal
GCaMP did not trigger the dopamine reuptake mechanism83,
displaying increase dopamine level. Following the evoked with
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D-serine dopaminergic surge, we noticed significant reduction in
dopamine measurement at the synaptic cleft. In the future, it
would be interesting to increase the complexity of the design of
the neural circuit with two neuronal subtypes or even assessing
dopamine reuptake blockers. Increasing evidence suggests dys-
regulation of this mechanism in dopamine related psychiatric
disorders or even in opioid addiction, and it could potentially be a
biomarker for disease etiology84.

µ-opioid receptors are expressed in both of our human iPSC
derived glutamatergic and dopaminergic neurons and we were
interested in investigating the effects of µ-OR agonists related to
addiction. As previously described in the literature, we observed
that morphine positively altered the spontaneous dopaminergic
activity85. Even though the effect of morphine and ketamine on the
dopaminergic co-culture within the 3D matrix were similar, they
might potentially regulate dopamine levels by different mechan-
isms. Contrary to ketamine treatment, morphine treatment
increased basal dopamine levels, while reducing the evoked levels in
our 3Dmodel. In the DAT-knockout mice, which exhibit increased
rewarding properties by expressing less dopamine at the ventral
tegmental area, morphine was able to stimulate the dopaminergic
network to increase extracellular dopamine levels86. The presence
of both NMDA and µ-opioid receptors on the iDopas used, high-
lights the intertwingle effects of drugs in the same system, which
also suggest that in the future it will be relevant to mix multiple
neuronal subtypes to form more complex circuitry by using our
current fibrin gel 3D matrix and our newly developed image based
spatiotemporal neuronal dynamics analysis method. Rodent stu-
dies have also revealed that µ-opioid receptor agonists including
morphine increase glutamate release by inhibiting GABAergic
interneurons at the ventral tegmental area87. In alignment with
these results, we also saw significant increases in glutamate levels in
the iGlutas/iAstros coculture, although we did not combine any
inhibitory neurons in the present system, but it has been predicted
that the enhanced derivation of hiPSC glutamatergic neurons also
generate GABAergic neurons in the mix88.

Overall, our data demonstrates that the creation of functional
neural networks in a 3D neural co-culture system that respond
robustly to optogenetics stimulation using fluorescence bio-
sensors of calcium activity and neurotransmitters levels. Phar-
macological responses were in most cases in agreement to those
reported in the literature in vivo and in many cases different from
those seen using the corresponding 2D neural models. Work is on
progress to understand these differences at the molecular level.
The 3D gel-based neural model described here appears therefore
to be a step forward towards creating physiological relevant
functional neural models, and it is amenable to image-based high
content screening for therapeutics development. The protocols
described here are the starting point to enable the use of bio-
printing methods to create more complex neuronal circuits with
spatially separated cell specific population to further assess
pharmacological effects in a more native-like neural system.

Methods
Preparing the plate surface for cell seeding. The 384 well plate (CellCarrier-384
Ultra, PerkinElmer, USA) surface for 2D neuronal co-culture, were prepared by
incubating the plate with 30 µl of 0.01% Poly-L-Ornithine hydrochloride (PLO,
Sigma, P2533) in PBS, for 1 h at room temperature, followed by the 3 times rinsing
with DPBS. Then the plates were coated with 30 µl of 3.3 µg/ml Laminin (Invi-
trogen, 23017-015) solution in PBS, at 37 °C for 1 h or at 4 °C for overnight. For 3D
neuronal co-cultures, the same 384 well plates were treated with oxygen plasma
(5cc/min, 10 min) just before the cell seeding. This treatment increased the surface
hydrophilicity of the plate and confirmed the adherence of the fibrin gel cocktail
with the well surface89.

Preparing the mediums and the cells for the neuronal cell culture. Three
different Cellular Dynamics International (CDI) (Fujifilm, USA) maintenance
mediums, Dopa-medium, Gluta-medium, Astro-medium were prepared for

respective cell seeding for Dopaminergic, Glutamatergic neurons and astrocyte.
One physiological activity enhances medium, BrainPhys neuronal medium
(STEMCELL Technologies, 05790) combining with Bardy’s composition90 were
used for maintenance following CDI protocols. Bardy’s composition was the
combination of 100-fold dilution of Dibutyryl-cyclic-AMP sodium salt (Tocris,
1141) and 1000-fold dilution of L-ascorbic acid (Tocris, 4055).

Post-mitotic human midbrain iPSC derived Dopaminergic (iCell
DopaNeurons,01279, Cat#R1032, C1028; Lot#102224, 105288, 102614),
Glutamatergic (iCell GlutaNeurons,01279 Cat#R1034, C1033; Lot#105449, 104910,
105905) neurons and Astrocytes (iCell Astrocytes Kit,01434 Cat#R1092,
Lot#104345, 105136, 105152, 105337) were procured from CDI (Fujifilm, USA) in
5 × 106 cells, 6 × 106 cells and 1 × 106 cells per vial, respectively, in form of flash
frozen and stored in dimethyl sulfoxide (DMSO) in liquid nitrogen. Both neurons’
cell types were derived from the same healthy human donor whereas the astrocytes
were derived from different healthy donor (according to the data sheet from
Fujifilm Cellular Dynamics, Inc, USA). Required amount of cryovials according to
the experimental need were thawed out in 37 °C water bath for 1 min without
swirling. Then the cryovials were sprayed with 70% ethanol and placed inside the
biosafety cabinet for further preparation. The content of each cell vial was then
separately and gently transfer to the sterile 50 ml centrifuge tube using 1 ml
pipettor and suspended with 10 ml of respective medium. The cell suspensions
were then centrifuged at 380 g for 5 min and the supernatant were carefully
aspirated without disturbing the cell pellets at the bottom of each tube. Each cell
pellets were then resuspended into 4 ml of respective medium for cell viability
counting using equal volume of trypan blue exclusion method in Thermo Countess
II an automated cell counter from Invitrogen. Over 55% viability for the neurons
and over 95% viability for the astrocytes were set as cutoffs for further use in the
experiments. Both for 2D and 3D model of neural co-cultures, each type of neurons
was seeded with astrocytes in a 5:1 ratio by homogeneous mixing.

Co-culture of iPSC derived human Dopaminergic (iDopas) or Glutamatergic
(iGlutas) neurons with astrocytes (iAstros) in 2D and 3D models. For the 2D
co-cultures, the coating laminin solution was aspired from the precoated 384-well
plate just before the cell seeding. 33 × 103 cells of iDopas or iGlutas neurons per
well were seeded independently along with homogeneously mixed 6.6 × 103 iAstros
per well for our 2D neuronal co-culture model. The wells were then filled with 50 ul
of respective (CDI iDopas or iGlutas) medium and cultured for 2 days in cell
culture incubator at 37 °C with 5% CO2. At day 2, the respective neuronal medium
was 100% replaced with combination of BrainPhys and Bardy supplements as the
maintenance medium for better network development and functional assay
detection.

For 3D neuronal culture, the cells were resuspended at 25 × 103/µl density
together with the astrocytes (5:1) in a fibrinogen gel cocktail. The fibrinogen gel
cocktail was prepared by combining 2.5 mg/ml Fibrinogen (Sigma F3879) along
with 60 mg/ml of Gelatin (Sigma G1890) and 1 µg/ml of Laminin (Invitrogen
23017-015) in PBS. For the 3D neural co-culture models, a gel made up of
fibrinogen-thrombin cross-linked fibrin polymer, laminin, and gelatin supported
the viable neuronal and astrocytes growth (Supplementary Fig. 1) and enabled the
formation of neuronal extensions. We also tested the cell viability of our 3D model
using an ATP-based 3D cell viability assay (Supplementary Fig. 1) and uncovered
that the addition of 1 µg/ml of laminin helped promoting the axonal growth as
literature suggested35,36 into our 2.5 mg/ml of fibrinogen gel, also improved the
viability of our neuronal coculture system as a whole by almost 2-fold (t-test
p < 0.01 in Supplementary Fig. 1b). 15 µl of fibrinogen gel cocktail with cells were
dispensed per well, for 384 well plate. Just before platting, a thrombin solution
(Sigma T6884) was added (final 0.5unit/ml) to the cell+fibrinogen cocktail bioink
and left for 30 min inside the biosafety hood at room temperature, to initiate
fibrinogen crosslinking to form a gelatinous/semisolid 3D matrix. Each well then
was filled up with 60 µl of respective neuronal medium and incubated at 37 °C with
5% CO2 for 2 days in cell culture incubator. The flow diagram of developing 2D
and 2D neuronal coculture model has given in Fig. 1b.

At day 2, for both 2D and 3D cultures, the respective neuronal medium was
100% replaced by the maintenance medium (BrainPhys+ Bardy supplement). The
AAV-mediated biosensor and opsin, each at a MOI of 106 viral genome/cell, were
delivered to the 2D and 3D co-culture in this maintenance medium. Initially, we
performed titration experiments with AAV9/AAV5 serotypes to determine the
optimal multiplicity of infection (MOI) level in the iPSC derived human neuronal
culture (iDopas+ iAstros) in 2D, 96 well microtiter plates. We transfected the
neuronal 2D co-culture with increasing concentration (1 × 104 vg/cell, 1 × 105 vg/
cell, 2 × 105 vg/cell and 1 × 106 vg/cell) of pAAV9-Syn-ChrimsonR-tdTomato
(Supplementary Fig. 2a, td-Tomate as in red). After 2 weeks of incubation, we
monitored the level of virus-transfection by counting the number of cells
expressing td-Tomato, the fluorophore tagged with each viral genome of AAV9-
ChrimsonR construct. We counted the number of td-Tomato expressing cells (red
cells in merged image of Supplementary Fig. 2a) against the number of non-
transfected cells based on the total number of cells forming extensions, as observed
on brightfield, and the number of dead cells (appeared as black dots without
extensions on the brightfield image). After analyzing five fields of view from each
well and combining 3 wells quantification, (Supplementary Fig. 2b), data showed
that the 1 × 106 vg/cell group had the highest ratio of transfected to non-transfected
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cells, with modest number of dead cells. Thus, all further experiments were done
with 1 × 106 vg/cell MOI for both AAV9 and AAV5 viral serotypes, for both the 2D
and 3D neural co-cultures systems.

Opsin-ChrimsonR (pAAV9-Syn-ChrimsonR-tdT; Addgene 59171) for
optogenetic stimulation along with one of the modified G-protein coupled
biosensor namely GCaMP6f (pAAV9-CAG-GCaMP6f.WPRE.SV40; Addgene
100836), dLight1.2 (pAAV5-hSyn-dLight1.2; Addgene 111068), iGluSnFr (pAAV5-
hSyn-iGluSnFr.WPRE.SV40; Addgene 98929) for functionality assessment were
used to transfect the cells. The Adeno-associated virus encapsulated plasmids of red
wavelength (λ= 590 nm) activated opsin ChrimsonR to evoke activity in neurons,
and green wavelength (λ= 470 nm) activated various biosensors: GCaMP6f for
detection of spontaneous cellular calcium dynamics, dLight1.2 and iGluSnFr
bioengineered G-protein coupled neurotransmitter sensors for detection of
dopamine and glutamate (respectively) neurotransmitter release31,32. We
determined our working MOI of 106 vg/cells for both the AAV serotypes (AAV9
and AAV5) for our human iPSC derived neuronal culture by titration methods,
weighing the proportion of transfected/non-transfected/dead cells. The results were
shown in supplementary Fig. 2.

The 2D and 3D neuronal co-cultures were maintained for additional 2 weeks
with biweekly change of maintenance medium (50%) allow the neuronal culture to
fully mature and autonomously form network connection before it underwent
testing for viability and functional activity.

Cell viability assays for neural co-cultures. Both 2D and 3D neuronal co-
cultures model were tested for viability first, after 2 weeks of maintenance and
maturation. We performed CalceinAM and Propidium iodine assay for both 2D
and 3D cultures, in addition to CellTiterGlo3D assay for the 3D model.

For standard Calcein AM and Propidium iodine assay, 0.5 µM of Calcein AM
(C3100MP, Invitrogen) and 1 µM of Propidium iodine (P1304MP) were prepared
in 1X DPBS. 30 µl of media were removed from the well, and 30 µl of each dye
solution were added at each well. We performed Live/Dead assays in sets of 3
replicate wells per plate. The 2D co-culture plates were then incubated for 30 min,
and the 3D neuronal co-cultures were incubated for 1 h for better penetration, at
37 °C in cell culture incubator. After the incubation period, both the plates were
imaged under 10X or 40X water objective respectively using the Phenix Opera
High Content Screening System (HCSS) (PerkinElmer). FITC (λEx= 485 nm/
λEm= 535 nm) and Cy3 (λEx= 530 nm/λEm= 620 nm) optical filter were used to
image Calcein AM as green and Propidium iodine as red, respectively. For both 2D,
5 fields of view in single plane from each well and for and 3D neuronal culture
single field of view from 5 planes from each well were imaged and average mean
fluoresce of 3 wells from 3 technical replicates were plotted.

For the CellTiterGlo ATP-based detection assay for of cell viability on the 3D
neuronal co-culture, 3 well per group were tested for technical replicates. The
maintenance medium from each well was first fully replaced with 60 µl of PBS (1X).
Both the 3D neuronal co-culture and the CellTiter-Glo 3D reagent (Promega,
G7570) were equilibrated at room temperature approximately for 30 min. 50% of
the PBS (30 µL) from each well were then replaced with the CellTiter-Glo 3D
reagent and all the content was vigorously mixed by pipetting and stirring on the
shaker for 5 min. The plate was then allowed to incubate at room temperature for
additional 25 min to stabilize the luminescent signal. Luminescence signal was
quantitated as relative luminescence units (RLU) using a ViewLux ultraHTS
Microplate Imager (PerkinElmer).

Immunostaining of neural co-cultures. For all the neural co-cultures, iDopas
+iAstros and iGlutas+iAstros were validated using immunohistochemistry
methods. 2D neural co-cultures were fixed with replacing the media with 60 µl of
4% paraformaldehyde in PBS at 4 °C overnight, followed by 3 times washing with
1X PBS. 60 µl of Goat serum (10%) based blocking solution (Invitrogen, 50197Z)
was added prior to the primary antibody treatment. 2D co-culture were stained
with various combination of primary antibodies as markers of cell identity and
synapsis, including anti-chicken Tyrosine Hydroxylase (TH) (abchem, ab76442,
1:200 final dilution) with anti-rabbit Glial Fibrillary Acidic Protein (GFAP) (Dako,
Z0334, 1:1000 final dilution) and anti-mouse Vesicular Glutamate Transporters 1
(VGlut1) (abchem, ab242204, 1:200 final dilution) with anti-rabbit GFAP (Dako,
Z0334, 1:1000 final dilution), anti-mouse Microtubule Associated Protein 2
(MAP2) (Sigma, M4402, 1:250 final dilution), anti-mouse Postsynaptic Density
Protein 95 (PSD-95) (Thermofisher, MA1-045, 1:100 final dilution), anti-mouse
Neuronal Nuclear Protein (NeuN) (EMD Millipore, MAB377, 1:200 final dilution),
and makers of relevant receptors, such as mu-opioid receptor antibody anti-rabbit
MOR (abchem, ab10275, 1:200 final dilution). All primary antibodies were added
as 60 µl solutions per well by 100% replacement of the blocking solution and
incubated overnight at 4 °C, then washed with 1x PBS, followed by incubation with
host species selective secondary antibodies (1:500 final dilution, ThermoFishers
Scientific), for 1 h at room temperature. After washing with 1x PBS twice, a
Hoechst 33342 solution (1:2000 final dilution ThermoFishers Scientific, 62249) was
added for 5 min, and the cells were imaged with the Phenix Opera HCSS (Perkin
Elmer) and images were taken sequentially in the different channels, using 10X
water objectives.

For the 3D neural co-culture model, we performed all the primary antibody
staining as described above with some modifications in between steps to improve

the penetration through our gel matrix. We used TritonX-100 (Sigma-Aldrich),
final concentration 0.2% along with 1X PBS as a solvent throughout our staining
process and used plate shaker at 20 RPM at each step of the staining protocol for
better tissue permeability. We also increased the incubation time for both primary
and secondary staining to overnight at room temperature, on a shaker (20 RPM).
Images were taken with a Phenix Opera HCSS (Perkin Elmer) sequentially under
the different filter channels, using 10X water objectives.

Drug treatment. To study the pharmacological perturbation in our neuronal co-
culture both in 2D and 3D model, we selected apomorphine (D2-receptor agonist),
metoclopramide (Muscarinic receptor M3 antagonist), D-serine (NMDA receptor
co-agonist), ketamine (NMDA receptor antagonist), and morphine (µ-opioid
receptor agonist). Each compound except for morphine was tested at 10 µM. Final
concentration of morphine was tested at 15 µM. Each compound was tested in
three separates biological replicates, each with at least of 3 technical replicates.
10 mM solutions of the compounds in DMSO were diluted as 1:100 in 1x PBS. 5 µl/
well for 2D and 6 µl/well for 3D were added except for morphine. Morphine was
added 7.5 µl/well and 9 µl/well respectively by removing equal volume of medium
from the well. Drug treatment was done for 5 min and 30 min for 2D and 3D
neuronal co-cultures, respectively, before imaging. We assessed that the drugs at
the doses tested were not cytotoxic for the cells in both the 2D and 3D neural
models by replacing the drug containing medium with fresh medium with no
compound and repeating the functional measurements after 24 h incubation.

Calcium dynamic measurements on 2D neuronal co-cultures. For the study of
functional network activity, we measured calcium flux from the fully matured
(2 weeks old) 2D neuronal and astrocyte cocultures, on 384 well plates, using a
Calbryte 520AM dye (Fisher Scientific, NC1812243) with the FLIPR Penta High
Throughput Cellular Screening System (Molecular Devices). First, 500 µL working
solution of Calbryte 520AM was made with HHBS (Hank’sBuffer with HEPES)
from 5mM stock solution. Then 1 µL of 20% Pluronic F127 (ThermoFishers Sci-
entific, P3000MP) was added to the working solution to disperse the acetoxymethyl
(AM) esters of the ion indicator dye. 50% of the maintenance medium was replaced
from each well with Calbryte 520AM dye’s working solution and incubated at 37 °C
for 1 h followed by 15 min at room temperature. After the incubation period 100%
of the medium with dye solution was replaced with HHBS and placed on FLIPR
reading stage for calcium flux measurement. The FLIPR system was pre-calibrated
with PerkinElmer 384 Ultra plate parameters following Molecular Devices’ working
manual. The measurement was taken at 0.6 s interval (1.6 frames/sec) with 50%
fluorescent intensity and keeping the threshold cut-off at 8.0. All recording were
done by setting the reading plate stage temperature at 37 °C. All the data acqui-
sition were done using the ScreenWorks 5.1 software (Molecular Devices) and post
analyzed for the peak properties using Peak Pro 2.0 analysis and statistics software
(Molecular Devices). After extracting the calcium peaks information over time
(10 min), the peak properties including peak frequency, peak amplitude and area
under the peak were plotted in GraphPad Prism 9.0.

Calcium flux measurement were also done using neuronal co-culture
transduced with pAAV9.CAG.GCaMP6f.WPRE.SV40 on 384 well plate. The
GCaMP6f fluctuations were recorded using the FLIPR with the ScreenWorks 5.1
(Molecular Devices) at 0.6 s interval (1.6 frames/sec) with 50% fluorescent intensity
and keeping the threshold cut-off at 8.0. All recording were done by setting the
reading plate stage temperature at 37 °C. All the post analysis of the peak properties
were calculated using Peak Pro 2.0 analysis and statistics software (Molecular
Devices) and plotted in GraphPad Prism 9.0.

For the compounds testing, after acquiring the basal calcium signals from the
2D neuronal culture, we added the compound solution as described above in the
‘Drug treatment’ section and incubated for 5 min, then started acquiring the
calcium signal again keeping every other parameter constant.

Image based detection of spontaneous and evoked single cellular Calcium
activity and its pharmacological modulation on 2D neuronal culture with
optogenetics stimulation. 2D neuronal cocultures were double transfected as
described above with pAAV9.CAG.GCaMP6f.WPRE.SV40 and pAAV9-Syn-
ChrimsonR-tdT viruses on 384-well plate, and incubated for 2 weeks. After the
incubation period, the plate was placed under 10X water objective of Phenix Opera
HCSS. At first, the expression of pAAV9-Syn-ChrimsonR-tdT virus was confirmed
by taking images of multiple fields of views of each well with selective red laser
(λEx= 561 nm and λEm= 599 nm) specific for td-Tomato with 30 ms exposure
time and 50% laser intensity. Once the ChrimsonR-tdT expression was confirmed
via td-Tomato expression, the green laser (λEx= 488 nm and λEm= 522 nm) was
used to capture the fluorescence intensity of GCaMP6f with 60 ms exposure time of
50% laser intensity. Then we captured the image from the same plane and same
field of view simultaneously, stimulating with red laser (λEx= 590 nm) with 40 ms
exposure time with 50% laser intensity and recording with green laser (λEx= 488
nm and λEm= 522 nm) with 60 ms exposure time with 50% laser intensity. Far red
laser was used to stimulate the ChrimsonR opsin expressed on neuronal membrane
as our optogenetic stimulation. We quantitated the changes in fluorescence
intensity between the spontaneous and evoked GCaMP6f activity using ImageJ
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(NIH) image analysis software and plotted the graph in GraphPad Prism 9.0
(Fig. 3a).

To measure live calcium flux over time, we used the Opera Phenix HCSS (10X
water objective) and acquired consecutive images for 180 s with 0.6 s interval (1.6
frames/second) keeping all the above-mentioned excitation and emission filter
unchanged. We kept the same GCaMP6f acquisition rate as our FLIPR calcium flux
study to do systematic comparison of the peak properties. We repeated that same
image acquisition overtime for evoked GCaMP6f activity too with simultaneous
excitation of far-red laser (λEx= 590 nm). The process of single cellular calcium
dynamic measurement was mentioned in data processing section. After acquiring
the spontaneous and evoked GCaMP6f activity over time, we added the drugs on
those culture wells and incubated for 5 min, set of 3 wells with 3 technical replicates
for each drug and repeat the exact same acquisition process for both spontaneous
and evoked activity consecutively. We also performed the peak detection and
analysis process using LC-Pro plugin of ImageJ and OriginPro9.0 software keeping
every other parameter constant.

Image based detection of single cellular Calcium dynamics of neuronal culture
network in 3D gel-based model with optogenetics and pharmacological
modulation. We developed and validated an assay of single cell calcium flux
detected based on fluorescence imaging for our 3D gel-based neuronal coculture
model. At day two of culture in the microtiter plate, the cells were transduced with
a cocktail of pAAV9.CAG.GCaMP6f.WPRE.SV40 and pAAV9-Syn-ChrimsonR-
tdT viruses as described above and cultured for 2 weeks. After the incubation
period the fluorescence signal was measured with the Phenix Opera HCSS, using
10X water objective with confocal mode. First, we performed a quick scan for each
well through the multiple fields of view covering multiple planes to find the optimal
plane/field of view with maximum number of GCaMP6f transfected cells under
single focal plane. Then for baseline calcium activity measurement, we captured the
time series images for 180 s with 1.6 frames/second acquisition rate from that
selected plane of each well using green laser (λEx= 48 8 nm and λEm= 522 nm)
with 60 ms exposure time and 50% intensity. Then we repeated the same time
sequence acquisition with simultaneous stimulation of ChrimsonR opsin with far
red laser (λEx= 590 nm), 40 ms exposure time and 50% laser intensity. We also
repeated the same time series experiments for basal and evoked calcium flux
sequentially, after 30 min incubation of individual drug compounds.

Data processing for single cellular calcium dynamics. The acquisition plane was
determined by the satisfactory expression of ChrimsonR via td-Tomato fluores-
cence. After the selection of imaging plane, a series of 300 time-lapsed images were
captured over a period of 180 s with 0.6 s interval by Harmony v5.1 software
(PerkinElmer). The time-lapse images were stacked to provide maximum intensity
projection and transferred to ImageJ image processing software. Then ROIs were
automatically selected centering on the neuronal soma by the ‘LC-Pro’ plug-in91 in
ImageJ by providing the ROI diameter (pixel) 30, frame rate (fps) 1.6 and for
intensity cutoff threshold with p-value 0.05. Finally, the raw intensity values of the
calcium signal were extracted from selected ROIs. For the analysis, each ROIs data
were then transferred to ‘Origin-Pro 9.0’(OriginLab). Single neuronal dynamics
were quantified via the calcium signal peak frequency and peak amplitude. The
peaks were detected over time by ‘positive maximum intensity peak finding
method’ using ‘batch peak processing algorithm’, with second derivatives of indi-
vidual ROI’s raw fluorescence intensities (r.f.u.) as a change in fluorescence
intensity from initial (dF)92. Because of sparsity of event’s appearance in our 3D
system and to improve the single to noise ratio, we used second derivatives of r.f.u.
After thresholding the base line, the estimation of initial fluorescence level (F0) for
each ROIs was calculated by averaging the r.f.u. over full acquisition length and
then the amplitude was normalized to dF/F0 for respective ROIs. We did not used
initial image frame’s mean fluorescent intensity as our F0, because in both of 2D
and 3D model on every image frame we had GCaMP6f activated fluorescence
intensity from cells to some extent. We never got completely ‘no signal’ in any
frame. The oscillations of calcium waves (dF/F0) from 3–4 example traces from
each experimental group were presented in Fig. 4b for 2D and Fig. 4e for 3D
system. The peak frequencies (peak per sec) and mean peak amplitudes from each
ROIs, minimum of 3 ROIs per well from 3 biologically replicated wells per plate
and 3 technical replicated plates per group were plotted as bar graph. We repeated
the same analysis for each drugs treated group.

Image-based detection of spontaneous and evoked neurotransmitters
(Dopamine and Glutamate) release from respective neuronal co-culture of 2D
and 3D model. Neuronal and astrocytes co-cultures were double-transfected with
pAAV9-Syn-ChrimsonR-tdT and either pAAV5-hSyn-dLight1.2 (Addgene
111068) or pAAV9.hSyn.iGluSnFr.WPRE.SV40 (Addgene 98929), as described
above, and incubated for 2 weeks. Fluorescence signal was measured with an Opera
Phenix HCSS using 10X water objective in epifluorescence mode for 2D and 10X
water objective in confocal mode for 3D co-culture. As described above, first, the
expression of pAAV9-hSyn-ChrimsonR-tdT virus was confirmed by taking images
of multiple fields of views of each well with selective red laser (λEx= 561 nm and
λEm= 599 nm) specific for td-Tomato with 40 ms exposure time and 50% laser
intensity. Once the ChrimsonR-tdT expression was confirmed via td-Tomato

expression, the green laser (λEx= 488 nm and λEm= 522 nm) was used to capture
the fluorescence intensity of the biosensors with 100 ms exposure time of 50% laser
intensity. For the optogenetics stimulation, we captured the image from the same
plane and same field of view by simultaneously stimulating with far red laser
(λEx= 590 nm) with 40 ms exposure time with 50% laser intensity and recording
with green laser (λEx= 488 nm and λEm= 522 nm) with 100 ms exposure time with
50% laser intensity. We quantified the differences in fluorescence intensity between
the spontaneous and evoked released neurotransmitter using ImageJ (NIH) image
analysis software and plotted the graph in GraphPad Prism 9.0. We repeated the
same spontaneous/basal and evoked neurotransmitter released protocol after
treating our 2D and 3D neuronal co-culture (5 min and 30 min respectively) with
our pharmacological agents individually.

Statistical analysis. Each bar graphs were plotted in GraphPad Prism 9.0 as mean
±s.e.m. across 4 experimental groups, (i) Basal, (ii) Basal after respective drug
treatment, (iii) Evoked, (iv) Evoked after corresponding drug treatment. Each
experiment was repeated 3 times as biological replicates, and for each biological
replicate, 3 wells were included for each treatment condition, as technical repli-
cates. For measurements of single cellular calcium dynamics, each dot in the bar
plots represents the ‘n’= number of ROIs or cells per well. 3–5 cells from each well,
autonomously picked by the LC-Pro ‘ROI measurement algorithm’ with maximum
change in intensities over the series of 300 time-lapsed images for a period of 180 s,
were selected for measurements. For the experiments to measure neurotransmitter
levels, each dot in the bar plots represents the ‘n’= number of wells. Total of 9
wells were accounted-for (3 biological × 3 technical replicates) per experimental
group. Mean fluorescence intensities per well were obtained by averaging the
fluorescence intensity of 5 ‘field of view’ of epifluorescence images in the 2D
cultures and 5 ‘field of views’ of confocal z-stacks (max-projection) images in the
3D models.

To establish the differences between the groups, we performed Two-way
ANOVA test comparing each group’s mean with every other group’s mean using
Turkey statistical hypothesis with 0.05 Family-wise alpha threshold in 95%
confidence interval. The statistical differences were represented as * as p < 0.5; ** as
p < 0.01; *** as p < 0.001; **** as p < 0.0001 and n.s. as no statistical difference.

Reporting summary. Further information on research design is available in the Nature
Portfolio Reporting Summary linked to this article.

Data availability
The source data behind the graphs in the paper are available in Supplementary Data 1
and 2. Additional images are available from the authors on reasonable request.

Received: 25 February 2022; Accepted: 27 October 2022;

References
1. Desmoulin-Canselier, S. & Moutaud, B. Animal models and animal

experimentation in the development of deep brain stimulation: from a
specific controversy to a multidimensional debate. Front. Neuroanat. 13, 51
(2019).

2. Zhao, X. & Bhattacharyya, A. Human models are needed for studying human
neurodevelopmental disorders. Am. J. Hum. Genet. 103, 829–857 (2018).

3. Matsa, E., Ahrens, J. H. & Wu, J. C. Human induced pluripotent stem cells as a
platform for personalized and precision cardiovascular medicine. Physiol. Rev.
96, 1093–1126 (2016).

4. Torrent, R. et al. Using iPS cells toward the understanding of Parkinson’s
disease. J. Clin. Med. 4, 548–566 (2015).

5. Vitrac, A. & Cloez-Tayarani, I. Induced pluripotent stem cells as a tool to
study brain circuits in autism-related disorders. Stem Cell Res Ther. 9, 226
(2018).

6. Centeno, E. G. Z., Cimarosti, H. & Bithell, A. 2D versus 3D human induced
pluripotent stem cell-derived cultures for neurodegenerative disease
modelling. Mol. Neurodegener. 13, 27 (2018).

7. Barua, N. et al. Comparative study of two-dimensional (2D) vs. Three-
dimensional (3D) organotypic kertatinocyte-fibroblast skin models for
Staphylococcus aureus (MRSA) infection. Int. J. Mol. Sci. 23, 299(2021).

8. Cenini, G. et al. Dissecting Alzheimer’s disease pathogenesis in human 2D and
3D models. Mol. Cell Neurosci. 110, 103568 (2021).

9. de Leeuw, S. M. et al. Increased maturation of iPSC-derived neurons in a
hydrogel-based 3D culture. J. Neurosci. Methods 360, 109254 (2021).

10. Lee, H. K. et al. Three dimensional human neuro-spheroid model of
Alzheimer’s disease based on differentiated induced puripotent stem cells.
PLoS One 11, e0163072 (2016).

COMMUNICATIONS BIOLOGY | https://doi.org/10.1038/s42003-022-04177-z ARTICLE

COMMUNICATIONS BIOLOGY |          (2022) 5:1236 | https://doi.org/10.1038/s42003-022-04177-z | www.nature.com/commsbio 17

www.nature.com/commsbio
www.nature.com/commsbio


11. Lam, D. et al. Tissue-specific extracellular matrix accelerates the formation of
neural networks and communities in a neuron-glia co-culture on a multi-
electrode array. Sci. Rep. 9, 4159 (2019).

12. Vo, A. N. et al. Enhancement of neuroglial extracellular matrix formation and
physiological activity of dopaminergic neural cocultures by macromolecular
crowding. Cells. 11, 2131 (2022).

13. Zarkoob, H. et al. Modeling SARS-CoV-2 and influenza infections and
antiviral treatments in human lung epithelial tissue equivalents. Commun.
Biol. 5, 810 (2022).

14. Dorjsuren, D. et al. A platform of assays for the discovery of anti-Zika small-
molecules with activity in a 3D-bioprinted outer-blood-retina model. PLoS
One 17, e0261821 (2022).

15. Wei, Z. et al. Two-dimensional cellular and three-dimensional bio-printed
skin models to screen topical-use compounds for irritation potential. Front
Bioeng. Biotechnol. 8, 109 (2020).

16. Jo, J. et al. Midbrain-like organoids from human pluripotent stem cells contain
functional dopaminergic and neuromelanin-producing neurons. Cell. Stem
Cell. 19, 248–257 (2016).

17. Eiraku, M. & Sasai, Y. Self-formation of layered neural structures in three-
dimensional culture of ES cells. Curr. Opin. Neurobiol. 22, 768–777 (2012).

18. Hofer, M. & Lutolf, M. P. Engineering organoids. Nat. Rev. Mater. 6, 402–420
(2021).

19. Lancaster, M. A. & Knoblich, J. A. Organogenesis in a dish: modeling
development and disease using organoid technologies. Science 345, 1247125
(2014).

20. Miura, Y. et al. Engineering brain assembloids to interrogate human neural
circuits. Nat. Protoc. 17, 15–35 (2022).

21. Park, Y. et al. Three-dimensional, multifunctional neural interfaces for cortical
spheroids and engineered assembloids. Sci Adv. 7, eabf9153 (2021).

22. Potjewyd, G., Kellett, K. A. B. & Hooper, N. M. 3D hydrogel models of the
neurovascular unit to investigate blood-brain barrier dysfunction. Neuronal
Signal. 5, NS20210027 (2021).

23. Low, L. A. & Tagle, D. A. Tissue chips—innovative tools for drug development
and disease modeling. Lab Chip. 17, 3026–3036 (2017).

24. Jung, O., Song, M. J. & Ferrer, M. Operationalizing the use of biofabricated
tissue models as preclinical screening platforms for drug discovery and
development. SLAS Discov. 26, 1164–1176 (2021).

25. Tang-Schomer, M. D. et al. Bioengineered functional brain-like cortical tissue.
Proc. Natl Acad. Sci. USA. 111, 13811–13816 (2014).

26. Dingle, Y. L. et al. Functional characterization of three-dimensional cortical
cultures for In vitro modeling of brain networks. iScience 23, 101434 (2020).

27. Kim, S. H. et al. Anisotropically organized three-dimensional culture platform
for reconstruction of a hippocampal neural network. Nat. Commun. 8, 14346
(2017).

28. Cho, A. N. et al. Microfluidic device with brain extracellular matrix promotes
structural and functional maturation of human brain organoids. Nat.
Commun. 12, 4730 (2021).

29. Klapoetke, N. C. et al. Independent optical excitation of distinct neural
populations. Nat. Methods 11, 338–346 (2014).

30. Chen, T. W. et al. Ultrasensitive fluorescent proteins for imaging neuronal
activity. Nature 499, 295–300 (2013).

31. Patriarchi, T. et al. Ultrafast neuronal imaging of dopamine dynamics with
designed genetically encoded sensors. Science. 360, eaat4422 (2018).

32. Marvin, J. S. et al. An optimized fluorescent probe for visualizing glutamate
neurotransmission. Nat. Methods 10, 162–170 (2013).

33. Fenno, L., Yizhar, O. & Deisseroth, K. The development and application of
optogenetics. Annu Rev. Neurosci. 34, 389–412 (2011).

34. Liu, X., Michael, S., Bharti, K., Ferrer, M. & Song, M. J. A biofabricated
vascularized skin model of atopic dermatitis for preclinical studies.
Biofabrication 12, 035002 (2020).

35. Lein, P. J., Banker, G. A. & Higgins, D. Laminin selectively enhances axonal
growth and accelerates the development of polarity by hippocampal neurons
in culture. Brain Res. Dev. Brain Res. 69, 191–197 (1992).

36. McKerracher, L., Chamoux, M. & Arregui, C. O. Role of laminin and integrin
interactions in growth cone guidance. Mol. Neurobiol. 12, 95–116 (1996).

37. Daubner, S. C., Le, T. & Wang, S. Tyrosine hydroxylase and regulation of
dopamine synthesis. Arch. Biochem Biophys. 508, 1–12 (2011).

38. Vigneault, E. et al. Distribution of vesicular glutamate transporters in the
human brain. Front Neuroanat. 9, 23 (2015).

39. Harada, K., Kamiya, T. & Tsuboi, T. Gliotransmitter release from astrocytes:
functional, developmental, and pathological implications in the brain. Front
Neurosci. 9, 499 (2015).

40. Leuba, G. & Garey, L. J. Comparison of neuronal and glial numerical density
in primary and secondary visual cortex of man. Exp. Brain Res. 77, 31–38
(1989).

41. Semendeferi, K., Armstrong, E., Schleicher, A., Zilles, K. & Van Hoesen, G. W.
Prefrontal cortex in humans and apes: a comparative study of area 10. Am. J.
Phys. Anthropol. 114, 224–241 (2001).

42. Herculano-Houzel, S. The human brain in numbers: a linearly scaled-up
primate brain. Front Hum. Neurosci. 3, 31 (2009).

43. Sykova, E. & Nicholson, C. Diffusion in brain extracellular space. Physiol. Rev.
88, 1277–1340 (2008).

44. Nicholson, C. & Hrabetova, S. Brain extracellular space: the final frontier of
neuroscience. Biophys. J. 113, 2133–2142 (2017).

45. Hrabetova, S., Cognet, L., Rusakov, D. A. & Nagerl, U. V. Unveiling the
extracellular space of the brain: from super-resolved microstructure to in vivo
function. J. Neurosci. 38, 9355–9363 (2018).

46. de Melo, B. A. G. et al. Strategies to use fibrinogen as bioink for 3D bioprinting
fibrin-based soft and hard tissues. Acta Biomater. 117, 60–76 (2020).

47. Pagan-Diaz, G. J. et al. Engineering geometrical 3-dimensional untethered
in vitro neural tissue mimic. Proc. Natl Acad. Sci. USA. 116, 25932–25940
(2019).

48. Yuan, Z. et al. Development of a 3D collagen model for the in vitro evaluation
of magnetic-assisted osteogenesis. Sci. Rep. 8, 16270 (2018).

49. Hamill, K. J., Kligys, K., Hopkinson, S. B. & Jones, J. C. Laminin deposition in
the extracellular matrix: a complex picture emerges. J. Cell Sci. 122(Pt 24),
4409–4417 (2009).

50. Loh, Q. L. & Choong, C. Three-dimensional scaffolds for tissue engineering
applications: role of porosity and pore size. Tissue Eng. Part B Rev. 19,
485–502 (2013).

51. Piechocka, I. K., Kurniawan, N. A., Grimbergen, J., Koopman, J. &
Koenderink, G. H. Recombinant fibrinogen reveals the differential roles of
alpha- and gamma-chain cross-linking and molecular heterogeneity in fibrin
clot strain-stiffening. J. Thromb. Haemost. 15, 938–949 (2017).

52. Bello, A. B., Kim, D., Kim, D., Park, H. & Lee, S. H. Engineering and
functionalization of Gelatin biomaterials: from cell culture to medical
applications. Tissue Eng. Part B Rev. 26, 164–180 (2020).

53. Bellail, A. C., Hunter, S. B., Brat, D. J., Tan, C. & Van Meir, E. G.
Microregional extracellular matrix heterogeneity in brain modulates glioma
cell invasion. Int J. Biochem Cell Biol. 36, 1046–1069 (2004).

54. Dingle, Y. T. et al. Three-dimensional neural spheroid culture: an in vitro
model for cortical studies. Tissue Eng. Part C. Methods 21, 1274–1283 (2015).

55. Casey, A., Gargotti, M., Bonnier, F. & Byrne, H. J. Chemotherapeutic
efficiency of drugs in vitro: Comparison of doxorubicin exposure in 3D and
2D culture matrices. Toxicol. Vitr. 33, 99–104 (2016).

56. Tibbitt, M. W. & Anseth, K. S. Hydrogels as extracellular matrix mimics for
3D cell culture. Biotechnol. Bioeng. 103, 655–663 (2009).

57. Levy, R. et al. Effects of apomorphine on subthalamic nucleus and globus
pallidus internus neurons in patients with Parkinson’s disease. J. Neurophysiol.
86, 249–260 (2001).

58. Bunney, B. S., Aghajanian, G. K. & Roth, R. H. Comparison of effects of L-
dopa, amphetamine and apomorphine on firing rate of rat dopaminergic
neurones. Nat. N. Biol. 245, 123–125 (1973).

59. Quan, T., Lv, X., Liu, X. & Zeng, S. Reconstruction of burst activity from
calcium imaging of neuronal population via Lq minimization and interval
screening. Biomed. Opt. Express 7, 2103–2117 (2016).

60. de la Fuente-Fernandez, R. et al. Expectation and dopamine release:
mechanism of the placebo effect in Parkinson’s disease. Science 293,
1164–1166 (2001).

61. Park, S., Bandi, A., Lee, C. R. & Margolis, D. J. Peripheral optogenetic
stimulation induces whisker movement and sensory perception in head-fixed
mice. Elife. 5, e14140 (2016).

62. Jiang, L. et al. Cholinergic signaling controls conditioned fear behaviors and
enhances plasticity of cortical-amygdala circuits. Neuron 90, 1057–1070
(2016).

63. Doucette, E. et al. Social behavior in mice following chronic optogenetic
stimulation of hippocampal engrams. Neurobiol. Learn Mem. 176, 107321
(2020).

64. Robottom, B. J., Shulman, L. M., Anderson, K. E. & Weiner, W. J.
Metoclopramide-induced encephalopathy in Parkinson disease. South Med J.
103, 178–180 (2010).

65. Yoo, S. W., Choi, K. E. & Kim, J. S. Transient hypersomnolence provoked by
metoclopramide in a patient with degenerative parkinsonism. J. Mov. Disord.
12, 60–62 (2019).

66. Surmeier, D. J., Ding, J., Day, M., Wang, Z. & Shen, W. D1 and D2 dopamine-
receptor modulation of striatal glutamatergic signaling in striatal medium
spiny neurons. Trends Neurosci. 30, 228–235 (2007).

67. Waszczak, B. L., Martin, L. P., Greif, G. J. & Freedman, J. E. Expression of a
dopamine D2 receptor-activated K+ channel on identified striatopallidal and
striatonigral neurons. Proc. Natl Acad. Sci. USA. 95, 11440–11444 (1998).

68. Luscher, C. & Malenka, R. C. Drug-evoked synaptic plasticity in addiction:
from molecular changes to circuit remodeling. Neuron 69, 650–663 (2011).

69. Ndlazi, Z., Abboussi, O., Mabandla, M. & Daniels, W. Memantine increases
NMDA receptor level in the prefrontal cortex but fails to reverse
apomorphine-induced conditioned place preference in rats. AIMS Neurosci. 5,
211–220 (2018).

ARTICLE COMMUNICATIONS BIOLOGY | https://doi.org/10.1038/s42003-022-04177-z

18 COMMUNICATIONS BIOLOGY |          (2022) 5:1236 | https://doi.org/10.1038/s42003-022-04177-z | www.nature.com/commsbio

www.nature.com/commsbio


70. Lidsky, T. I., Yablonsky-Alter, E., Zuck, L. G. & Banerjee, S. P. Antipsychotic
drug effects on glutamatergic activity. Brain Res. 764, 46–52 (1997).

71. Agovic, M. S., Yablonsky-Alter, E., Lidsky, T. I. & Banerjee, S. P. Mechanisms
for metoclopramide-mediated sensitization and haloperidol-induced catalepsy
in rats. Eur. J. Pharmacol. 587, 181–186 (2008).

72. Fresnoza, S. M. et al. Inhibitory effect of apomorphine on focal and nonfocal
plasticity in the human motor cortex. Pharmaceutics. 13, 718 (2021).

73. Bennett, S. & Gronier, B. Effects of antipsychotic treatments and D-serine
supplementation on the electrophysiological activation of midbrain dopamine
neurons induced by the noncompetitive NMDA antagonist MK 801. Synapse
61, 679–688 (2007).

74. MacKay, M. B. et al. D-Serine: potential therapeutic agent and/or biomarker in
schizophrenia and depression? Front Psychiatry 10, 25 (2019).

75. Rosenberg, D. et al. Neuronal release of D-serine: a physiological pathway
controlling extracellular D-serine concentration. FASEB J. 24, 2951–2961
(2010).

76. Silberbauer, L. R. et al. Effect of ketamine on limbic GABA and glutamate: a
human in vivo multivoxel magnetic resonance spectroscopy study. Front
Psychiatry 11, 549903 (2020).

77. Chatterjee, M., Verma, R., Ganguly, S. & Palit, G. Neurochemical and
molecular characterization of ketamine-induced experimental psychosis
model in mice. Neuropharmacology 63, 1161–1171 (2012).

78. Kokkinou, M., Ashok, A. H. & Howes, O. D. The effects of ketamine on
dopaminergic function: meta-analysis and review of the implications for
neuropsychiatric disorders. Mol. Psychiatry 23, 59–69 (2018).

79. Kamiyama, H. et al. Mechanisms underlying ketamine-induced synaptic
depression in rat hippocampus-medial prefrontal cortex pathway.
Neuroscience 177, 159–169 (2011).

80. Lai, C. C., Lee, L. J. & Yin, H. S. Combinational effects of ketamine and
amphetamine on behaviors and neurotransmitter systems of mice.
Neurotoxicology 37, 136–143 (2013).

81. Carboni, E., Tanda, G. L., Frau, R. & Di Chiara, G. Blockade of the
noradrenaline carrier increases extracellular dopamine concentrations in the
prefrontal cortex: evidence that dopamine is taken up in vivo by noradrenergic
terminals. J. Neurochem. 55, 1067–1070 (1990).

82. Masoud, S. T. et al. Increased expression of the dopamine transporter leads to
loss of dopamine neurons, oxidative stress and l-DOPA reversible motor
deficits. Neurobiol. Dis. 74, 66–75 (2015).

83. Liu, C. & Kaeser, P. S. Mechanisms and regulation of dopamine release. Curr.
Opin. Neurobiol. 57, 46–53 (2019).

84. Vaughan, R. A. & Foster, J. D. Mechanisms of dopamine transporter
regulation in normal and disease states. Trends Pharm. Sci. 34, 489–496
(2013).

85. Jalabert, M. et al. Neuronal circuits underlying acute morphine action on
dopamine neurons. Proc. Natl Acad. Sci. USA. 108, 16446–16450 (2011).

86. Spielewoy, C. et al. Increased rewarding properties of morphine in
dopamine-transporter knockout mice. Eur. J. Neurosci. 12, 1827–1837
(2000).

87. Chartoff, E. H. & Connery, H. S. It’s MORe exciting than mu: crosstalk
between mu opioid receptors and glutamatergic transmission in the
mesolimbic dopamine system. Front. Pharmacol. 5, 1–21(2014).

88. Cao, S. Y. et al. Enhanced derivation of human pluripotent stem cell-
derived cortical glutamatergic neurons by a small molecule. Sci. Rep. 7, 3282
(2017).

89. Bismarck, A., Brostow, W., Chiu, R., Lobland, H. E. H. & Ho, K. K. C. Effects
of surface plasma treatment on tribology of thermoplastic polymers. Polym.
Eng. Sci. 48, 1971–1976 (2008).

90. Bardy, C. et al. Neuronal medium that supports basic synaptic functions and
activity of human neurons in vitro. Proc. Natl Acad. Sci. USA. 112,
E2725–E2734 (2015).

91. Taylor, M. S. & Francis, M. Decoding dynamic Ca(2+) signaling in the
vascular endothelium. Front. Physiol. 5, 447 (2014).

92. Sun, Z. & Südhof. T. C. A simple Ca2+-imaging approach to neural network
analysis in cultured neurons. bioRxiv. 349, 109041 (2020).

Acknowledgements
This research was supported by the Helping End Addiction Long-term (HEAL) NIH
program at the National Center for Advancing Translational Sciences. Authors wanted to
thank Dr. David Talmage (NIH/NINDS) for critical reading and comments on the
manuscript. Authors thank Min Jae Song (NCATS/NIH) for his help acquiring the high
resolution confocal “Featured Image”.

Author contributions
S.K., M.F., M.E.B. conceptualized the study. S.K. and M.F. designed experiments and
drafted the original manuscript. S.K. performed all the experiments and data acquisition.
M.E.B helped in developing the 3D model. C.E.S. and T.V. helped in calcium dynamics
data analysis. M.E.B. and C.E.S. critically reviewed the manuscript. M.F. coordinated the
entire project.

Funding
Open Access funding provided by the National Institutes of Health (NIH).

Competing interests
The authors declare no competing interests.

Additional information
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s42003-022-04177-z.

Correspondence and requests for materials should be addressed to Marc Ferrer.

Peer review information Communications Biology thanks Kevin Pollard, Il-Joo Cho and
Amy Rochford for their contribution to the peer review of this work. Primary Handling
Editors: Ivo Lieberam and Christina Karlsson Rosenthal. Peer reviewer reports are
available

Reprints and permission information is available at http://www.nature.com/reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.

This is a U.S. Government work and not under copyright protection in the US; foreign
copyright protection may apply 2022

COMMUNICATIONS BIOLOGY | https://doi.org/10.1038/s42003-022-04177-z ARTICLE

COMMUNICATIONS BIOLOGY |          (2022) 5:1236 | https://doi.org/10.1038/s42003-022-04177-z | www.nature.com/commsbio 19

https://doi.org/10.1038/s42003-022-04177-z
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
www.nature.com/commsbio
www.nature.com/commsbio

	High throughput 3D gel-based neural organotypic model for cellular assays using fluorescence biosensors
	Results
	Production and characterization of fibrin gel-based 3D neural organotypic model on multi-well microplates
	Dynamic intracellular calcium measurements with genetically encoded GCaMP6f biosensor
	Image-based functional assays for the detection of released neurotransmitters

	Discussion
	Methods
	Preparing the plate surface for cell seeding
	Preparing the mediums and the cells for the neuronal cell culture
	Co-culture of iPSC derived human Dopaminergic (iDopas) or Glutamatergic (iGlutas) neurons with astrocytes (iAstros) in 2D and 3D models
	Cell viability assays for neural co-cultures
	Immunostaining of neural co-cultures
	Drug treatment
	Calcium dynamic measurements on 2D neuronal co-cultures
	Image based detection of spontaneous and evoked single cellular Calcium activity and its pharmacological modulation on 2D neuronal culture with optogenetics stimulation
	Image based detection of single cellular Calcium dynamics of neuronal culture network in 3D gel-based model with optogenetics and pharmacological modulation
	Data processing for single cellular calcium dynamics
	Image-based detection of spontaneous and evoked neurotransmitters (Dopamine and Glutamate) release from respective neuronal co-culture of 2D and 3D model
	Statistical analysis

	Reporting summary
	Data availability
	References
	References
	Acknowledgements
	Author contributions
	Funding
	Competing interests
	Additional information




