
Supplementary Table 1.  Genomic risk loci detected from NAFLD 
GWAS results
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Supplementary Table 2.  Lead SNPs identified from independent 
significant SNPs of NAFLD GWAS
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Supplementary Table 3.  Independent significant SNPs identified 
from NAFLD GWAS
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Supplementary Table 5.  Functional consequences of SNPs on 
genes
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Supplementary Table 4.  Candidate SNPs identified from NAFLD 
GWAS
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Supplementary Table 6.  Prioritized genes from NAFLD GWAS by 
functional mapping
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Supplementary Table 7.  FUMA annotation pathway categories

https​://do​cs.go​ogle.​com/s​pread​sheet​s/d/1​oMwzQ​tdBc8​bbug1​
JgCO8​z2OFz​PcRgm​44V-v​IUTGs​YDU/e​dit?u​sp=sh​aring​


