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Myocardial delivery of human c-kitt cardiac interstitial cells (hCICs) and human
mesenchymal stem cells (hMSCs), an emerging approach for treating the failing heart,
has been limited by an incomplete understanding of the effects on host myocardium.
This computational study aims to model hCIC and hMSC effects on electrophysiology
and calcium cycling of healthy and diseased human cardiomyocytes (hCM), and reveals
a possible cardiotherapeutic benefit independent of putative regeneration processes.
First, we developed an original hCIC mathematical model with an electrical profile
comprised of distinct experimentally identified ion currents. Next, we verified the
model by confirming it is representative of published experiments on hCIC whole-
cell electrophysiology and on hCIC co-cultures with rodent cardiomyocytes. We then
used our model to compare electrophysiological effects of hCICs to other non-
excitable cells, as well as clinically relevant hCIC-hMSC combination therapies and
fused hCIC-hMSC CardioChimeras. Simulation of direct coupling of hCICs to healthy
or failing hCMs through gap junctions led to greater increases in calcium cycling with
lesser reductions in action potential duration (APD) compared with hMSCs. Combined
coupling of hCICs and hMSCs to healthy or diseased hCMs led to intermediate effects
on electrophysiology and calcium cycling compared to individually coupled hCICs or
hMSCs. Fused hCIC-hMSC CardioChimeras decreased healthy and diseased hCM APD
and calcium transient amplitude compared to individual or combined cell treatments.
Finally, to provide a theoretical basis for optimizing cell-based therapies, we randomized
populations of 2,500 models incorporating variable hMSC and hCIC interventions and
simulated their effects on restoring diseased cardiomyocyte electrophysiology and
calcium handling. The permutation simulation predicted the ability to correct abnormal
properties of heart failure hCMs in fibrotic, but not non-fibrotic, myocardium. This
permutation experiment also predicted paracrine signaling to be a necessary and
sufficient mechanism for this correction, counteracting the fibrotic effects while also
restoring arrhythmia-related metrics such as upstroke velocity and resting membrane
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potential. Altogether, our in silico findings suggest anti-fibrotic effects of paracrine
signaling are critical to abrogating pathological cardiomyocyte electrophysiology and
calcium cycling in fibrotic heart failure, and support further investigation of delivering an
optimized cellular secretome as a potential strategy for improving heart failure therapy.

Keywords: human mesenchymal stem cell (hMSC), cardiac cell therapy, heterocellular coupling, paracrine
signaling, heart failure, computational modeling, myocardial fibrosis, cardiomyocyte electrophysiology

INTRODUCTION

Heart failure remains a leading cause of morbidity and mortality
in Western countries (Benjamin et al., 2017). While current
medical management improves symptoms and prolongs life, it
does not fully address the underlying pathophysiology. Emerging
cell-based therapies—theorized to protect, repair, or even
replace diseased myocardium—represent promising treatments
that are being actively developed (Sanganalmath and Bolli,
2013; Mathiasen et al., 2019). For example, treating ischemic
cardiomyopathy patients by injecting bone marrow-derived
human mesenchymal stem cells (hMSCs) induces angiogenesis
and decreases myocardial infarction scar size by 30-50% (Hare
et al., 2012; Heldman et al., 2014; Karantalis et al., 2014). More
recently, Mathiasen et al. (2019) showed that 12 months after
transendocardial injection of autologous hMSCs into ischemic
heart failure patients, there was a significant improvement in
left ventricular ejection fraction and quality of life relative to
placebo (Bolli and Kahlon, 2020). Other cells tested include
c-kit™ cardiac interstitial cells (hCICs); despite recent evidence
revealing these cells do not possess regenerative capacity (Li
et al., 2018), animal studies have consistently shown that hCIC-
treatment after acute myocardial infarction can, like hMSCs,
beneficially affect left ventricular remodeling and dysfunction
(Tang et al., 2016).

Evidence that hMSCs regulate stem cell niches (Hatzistergos
et al., 2010; Mendez-Ferrer et al., 2010) motivated Williams et al.
(2013) to deliver combinations of hMSCs and hCICs to pigs
with post-ischemic cardiomyopathy, which resulted in a twofold
greater reduction in infarction size compared to either cell type
delivered alone. This potential synergy has similarly inspired
development of CardioChimeras (CCs), a hybrid cell line that
fuses molecular and phenotypic properties of CICs and MSCs
(Quijada et al., 2015; Firouzi et al, 2020). A related clinical
trial (CONCERT-HF) has recently released their phase II results

Abbreviations: APDy, Action potential duration at x% repolarization; APDys;,
Action potential duration triangulation; [Ca”]i’amp, Calcium transient
amplitude; [Ca?t]; max, Peak systolic calcium; [Ca?*]; min, Diastolic calcium;
Ceen, Membrane capacitance; CC, hCIC-hMSC CardioChimera; CF, Cardiac
fibroblast; Ipy, hMSC delayed rectifier channel; Gy, Conductance of channel
x; HC, Heterocellular coupling; hCIC, Human c-kit™ cardiac interstitial cell;
hCM, Human cardiomyocyte; HF-hCM, Heart failure human cardiomyocyte in
non-fibrotic myocardium; FHF-hCM, Heart failure human cardiomyocyte in
fibrotic myocardium; hMSC, Human mesenchymal stem cell; Tjo,, Sum of active
ionic currents; Ixc,, Large Conductance Ca?*-activated Kt channel; Ixi,, Inward
rectifying K channel; In,, sodium channel; LTCC, L-type calcium channel;
NCX, Sodium-calcium exchanger; PS, Paracrine signaling; Qy, Net charge for
ionic current x; RMP, Resting membrane potential; SERCA, Sarcoendoplasmic
reticulum calcium-ATPase; Iy,, Transient outward K* channel; UV, Upstroke
velocity; Vpea, Peak action potential voltage; tc,, Calcium relaxation time
constant.

and found that both individual and combined treatment with
hCICs and hMSCs lead to improvements in clinical outcomes
at 12 months, with the most promising results overall from the
combination therapy (Bolli et al., 2021). However, therapeutic
efficacy continues to be limited by an incomplete understanding
of the mechanisms of action—predominantly involving paracrine
signaling (PS) and heterocellular coupling (HC)—by which these
cells impact the electrophysiology and calcium cycling of healthy
and failing human cardiomyocytes (hCMs) (Menasche, 2018).

For example, in addition to promoting angiogenesis and
reducing fibrosis (Ranganath et al., 2012), hMSC PS alters
excitation-contraction coupling of cardiomyocytes (Mayourian
et al., 2018a), causing increased expression of key calcium
cycling genes—including sarcoendoplasmic reticulum calcium-
ATPase (SERCA) and L-type calcium channel (LTCC)—and
thereby increasing cardiomyocyte calcium transient amplitude
and contractility (Desantiago et al., 2012; Hwang et al., 2012;
Mayourian et al., 2017). By contrast, when studying the paracrine
effects of hCICs, Smit et al. (2017) observed no significant
changes in rat cardiomyocyte action potential morphology, and
others reported the exosomal component of the hCIC secretome
to have limited uptake by cardiomyocytes with no significant
effect on cardiomyocyte calcium cycling (Gray et al, 2015;
Agarwal et al., 2017).

On the other hand, hMSC HC is known to alter cardiomyocyte
action potential duration (APD) and tissue-level conduction
velocity (Chang et al., 2006; Mayourian et al., 2016). Similarly,
hCIC HC was recently found to decrease rat cardiomyocyte
upstroke velocity, depolarize resting membrane potential
(RMP), and prolong APD (Smit et al, 2017), and human
engineered cardiac tissues supplemented with 10% hCICs
displayed significant increases in contractility and markers of
cardiomyocyte maturation (Murphy et al., 2019). Clearly, there
is a complex and cell type-dependent interactome between
cardiomyocytes and these non-excitable cells that is difficult to
elucidate experimentally. In silico models offer an inexpensive,
efficient, and precisely controlled alternative to investigate the
mechanisms underlying such cellular interactions.

To this end, this computational study aims to provide
a theoretical basis for designing cell-based cardiotherapies
by simulating PS and HC effects of hCICs and hMSCs
on healthy and failing cardiomyocyte action potential and
calcium transient waveforms. First, we develop and validate
a novel mathematical model of hCIC electrophysiology based
on published experimental data (Zhang et al, 2014). We
then apply this model to simulate HC effects of hCICs on
cardiomyocytes of multiple species, and using our published
hMSC electrophysiology model (Mayourian et al., 2016, 2017)
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we compare hCIC vs. hMSC and cardiac fibroblast (CF) HC
effects on cardiomyocyte action potential and calcium transient
waveforms. In addition, we simulate HC effects of clinically
relevant combinations of hCICs and hMSCs, as well as hCIC-
hMSC fused CardioChimeras. Finally, we generate a population
of 2,500 different hMSC and hCIC delivery conditions in fibrotic
and non-fibrotic substrates of heart failure hCMs to determine
whether functional restoration to healthy hCM properties is
theoretically possible, and if so, the crucial delivery parameters
that would be required.

MATERIALS AND METHODS

All data, code, methods, and study materials are available upon
request by contacting the corresponding authors.

Mathematical Electrophysiology Models
of Human c-Kit*t Cardiac Interstitial Cells

and Other Non-excitable Cells
The differential equation for an uncoupled hCIC transmembrane
voltage over time is defined as:

dVhcic _ Tionhcic
dt Cm,hcIC

(1)

where Vj,cyc is the time-dependent transmembrane voltage [i.e.,
Vicice = Vicre(®)], t is time, Cpy perc is the hCIC membrane
capacitance (set as 42.5 pF based on experimental data) (Zhang
et al,, 2014), and Iion pcrc is a function of voltage and time [i.e.,
Lion.ncic = Lion.ncic(Vicres t)] and is the sum of the active ionic
currents—namely large-conductance Ca*t-activated KT (Ixca),
inward rectifying K™ (Ig;), transient outward K+ (I,), Na™
(Ing) and leakage (Ijux) currents—weighted by their reported
prevalence (Zhang et al., 2014).

Note that Equation 1 is part of a system of ordinary
differential equations (see Supplementary Table 1 for details)
that is explicitly a function of voltage and ion channel
activation/inactivation variables and implicitly a function of time.
As is typical in the field, a finite difference method is used
to numerically integrate over time to determine the implicit
time dependence of all variables within the system of ordinary
differential equations. All single-cell models were numerically
integrated with MATLAB’s stiff ordinary differential equation
solver (odel5s) until steady state was achieved, defined as 500
cycles (which achieved less than = 0.1 mV in consecutive beats
for a population of cardiomyocytes coupled to fibroblasts, hCICs,
and hMSCs in various combinations). Similar methodology and
rationale was used for solving Equations (2) and (3) below. As
a primer for such electrophysiology model development, see our
recent methods paper (Mayourian et al., 2018c).

To model individual currents in order to develop the hCIC
model, published experimental hCIC electrophysiology data
from Zhang et al. (2014) was digitized. Unless explicitly provided
in their work: (1) steady state activation and inactivation
parameters were derived from steady-state current-voltage (I-
V) plots; (2) activation kinetic parameters were derived from

voltage-clamp data, and were defined as time to reach 63% of
the maximum current; and (3) inactivation kinetic parameters
were derived from voltage-clamp data, and were defined as time
to reach 63% of return from maximal current to steady-state. See
Supplementary Figures 1-3 for the digitized data and model fits
for each of the voltage-dependent activation/inactivation steady-
state and kinetic parameters. Note, Ig;, does not have such
parameters, and was fit directly to the I-V curve (Figure 1B).
From these data points, the MATLAB (The MathWorks, Natick
MA) “fmincon” least squares error optimization programming
algorithm was used to fit hCIC ion channel data. All relevant
equations for the development of this model are listed in
Supplementary Table 1.

To simulate the non-excitable hMSC and CF models,
the previously developed Mayourian et al. (2016) and
Maccannell et al. (2007) models were used, respectively.
Both the hMSC and CF models were developed using a
similar method described herein, except with different ion
channels. The hMSC active channels include the calcium
activated potassium, delayed rectifier-like, L-type calcium,
TTX-sensitive sodium current, and transient outward currents
(Mayourian et al, 2016). The CF active currents include the
delayed rectifier potassium, inward rectifier potassium, and
sodium-potassium pump currents (Maccannell et al., 2007).
To simulate CCs, we fused hCICs and hMSCs 1:1 with a
membrane capacitance set to the average of the two cell types
(to be within range of experimental data) (Quijada et al., 2015;
Firouzi et al., 2020), and channel currents representing the
sum of each cell type, using methods previously described
(Mayourian et al., 2016).

Simulating Heterocellular Coupling
Between Cardiomyocytes and
Non-excitable Cells

In this study, established mathematical models of rat
cardiomyocyte (Devenyi and Sobie, 2016), mouse cardiomyocyte
(Bondarenko et al., 2004), healthy endocardial hCM (O’Hara
et al, 2011; Mora et al, 2018), heart failure human
cardiomyocyte in non-fibrotic myocardium (HF-hCM)
(Mora et al, 2018), or heart failure human cardiomyocyte
in fibrotic myocardium (FHF-hCM) (Mora et al, 2018)
were used to model various species and disease states of
cardiomyocytes. Analogous to methods previously published
(Xie et al., 2009), each cell (i.e., cardiomyocyte, CF, hCIC, or
hMSC) was coupled to neighboring cells using the following
governing equation:

dv

n
_CE = Tion + z Ggap,k(V_Vk) (2)
k=1

where C, V, Ijon represent the membrane capacitance, voltage (a
function of time), and total current (a function of voltage and
time), respectively, of a given cell type; t is time; n is the integer
number of coupled neighbors (cardiomyocytes were permitted to
be coupled to CFs, hCICs, hMSCs, or other cardiomyocytes; CFs
were permitted to be coupled to cardiomyocytes or other CFs;
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hCICs were permitted to be coupled to cardiomyocytes or other
hCICs; hMSCs were permitted to be coupled to cardiomyocytes
or other hMSCs); Gggp i is the gap junctional conductance
between a given cell and its k™ neighbor; and Vy is the membrane
voltage of the k™ neighbor.

Adapted from Mora et al. (2018), for the FHF-hCM
model, 5 CFs were coupled to one HF-hCM with a gap
junctional conductance of 1 nS. When incorporating the
hMSC paracrine signaling variable and its anti-fibrotic effects
(see section “Modeling Paracrine Signaling Effects” below for
details), the corrected number of coupled CFs was rounded
to the nearest integer. The only exception to this was in the
section, “Role of Human Mesenchymal Stem Cell Paracrine
Signaling for Correcting Heart Failure Cardiomyocytes in
Fibrotic Myocardium”, where we allowed the hMSC paracrine
signaling variable to be continuous in order to investigate hMSC
paracrine signaling over a wide range of treatment dosages.
The resultant anti-fibrotic effects of this continuous variable
also made the corrected number of CFs a continuous variable.
Therefore, in this case, Equation 2 for cardiomyocytes was
simplified from a summation over n fibroblasts to a multiplicative
factor, ny.

\Y%
v

i = Iijon + nfG

gap,f(v_vf) (3)
where ng, Ggyp 1, and Vy correspond to number of fibroblasts, gap
junctional conductance between a fibroblast and cardiomyocyte,
and fibroblast membrane potential, respectively.

Modeling Paracrine Signaling Effects

Similar to our previous work (Mayourian et al, 2018a), a
sigmoidal dose-response curve was used to characterize paracrine
effects on sarcoendoplasmic reticulum calcium-ATPase and
L-type calcium channel:

AlcaL
1 + 10KcaL(ECso,car =)

Ty = lea(1 + (4)

AJ up
1+ 10K5up (EC50,jup—x)

Tup = Jup(1 + (5)
where I'c,r and Ty represent the fold changes of L-type calcium
channel (Ic,1) and SERCA calcium uptake activity (J,;») based
on prescribed hMSC paracrine signaling dosages, respectively;
Alca, and AJ,, are the maximum saturated effects of hMSC
paracrine signaling on Ic,, and Jyp, respectively; kg and
kj,p are the characteristic Hill coefficients for each respective
curve; ECso, car and Ecso,jup are the characteristic half maximum
effective concentrations for each respective curve; and x is the
effective hMSC paracrine signaling dosage, defined as Logio
of the percentage of hMSCs per myocyte. Parameter values
were obtained by experimental calibration methods as described
elsewhere (Mayourian et al., 2018a). Parameter values are shown
in Supplementary Table 2.

In addition, paracrine anti-fibrotic effects of hMSCs were
based on our previously determined, data-driven correlation
function (y = 0.94x) between number of hMSCs delivered (x; %
of total left ventricular cell population) and percentage decrease

of fibrosis (y) (Mayourian et al., 2017). Based on this equation,
we removed a defined percentage of fibroblasts (rounded to the
nearest whole number, except in Equation 3).

Paracrine  effects of hCICs on  cardiomyocyte
electrophysiology and calcium cycling were assumed to be
negligible based on findings from Smit et al. (2017) and others
(Gray et al., 2015; Agarwal et al., 2017).

Parameter Sensitivity Analysis

To identify non-excitable cell ion channels responsible for
influencing the action potential waveform, calcium transient, and
net ionic channel charge of coupled HF-hCMs, we examined the
model parameter sensitivity using an established multivariable
regression analysis (Mayourian et al., 2016, 2017; Mora et al,,
2018). More specifically, the prescribed hCIC, hMSC, and CF
ion channel parameters of interest were randomly varied for 300
trials by a normally distributed pseudorandom scale factor with
a coefficient of variation of 20%. From the changes in certain
model outputs (i.e., action potential, calcium transient, and total
ionic flux parameters of the coupled HF-hCM) resulting from
the given input parameter perturbations, a linear approximation
was made to find the normalized parameter sensitivity vector.
Results were analyzed by hierarchical clustering and expressed
as a heatmap matrix with input-parameter columns and output-
sensitivity-vector rows.

Generating Populations of Heart Failure
Human Cardiomyocyte in Non-fibrotic

and Fibrotic Myocardium Models

To find which combinations of hCIC and hMSC HC and PS
effects might restore the function of simulated HF-hCM and
FHF-hCM to healthy hCM conditions, we generated a population
of 2,500 HF-hCM and 2,500 FHF-hCM models, each with
variable hCIC and hMSC intervention, by randomly assigning
empirically relevant parameter values to the number of hCICs per
myocyte (njcyc), number of hMSCs per myocyte (nys¢), hCIC
gap junctional conductance (Ggap hcic)s hMSC gap junctional
conductance (Gggp, nmsc), and the paracrine effects of n hMSCs
per myocyte (nppsc,ps). Bounding values and justifications for
each parameter are given in Supplementary Table 3.

Our model calibration algorithm determined whether a given
set of model parameters for the non-excitable cell-coupled
HF-hCMs or FHF-hCMs should be added to the “corrected”
population based on criterion that the simulated output
metrics—specifically, APD at 90% repolarization (APDgg), APD
at 50% repolarization (APDsp), peak calcium transient amplitude
([Ca2+],-,max), and calcium relaxation time constant (tc,)-all fall
within an accepted range from a healthy hCM. Modified from
Mora et al. (2018), bounds on the allowed deviation from healthy
hCM values for each metric were set to = 50% of the disease
disparity as follows:

metricheaithy £ 0.5(metricheqithy —metricpiling) (6)

where “metric” represents APDgg, APDsq, [Ca®*] imax> Tca-
Parameter sets were considered “corrected” if they satisfied this
acceptance criterion for all four metrics.
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FIGURE 1 | Data fitting and model simulation of hCIC ionic currents. Comparison of experimental and modeled current-voltage (I-V) plots for individual hCIC ion
channels, and the resulting voltage-clamp simulations. The left column shows simulated |-V curves for (A) large-conductance Ca?t-activated K+ channel (Ixca),
(C) Na™ channel (In,), and (D) transient outward channel (l,) currents, together with mean experimental data from Zhang et al. (2014). Note that (B) Inward rectifying
K+ channel (Ix;) was directly fitted to mean |-V experimental data from Zhang et al. (2014), as it does not have activation/inactivation parameters. The right column
shows voltage-clamp simulations for the respective channel currents: (E) Ixca, (F) Ixir, (G) Ina, and (H) lio. Note that (C) depicts the maximal amplitude Inz, whereas
(D) depicts the steady state ;o current. Voltage step protocols are inset to the right of each voltage-clamp simulation in accordance with the protocols used by
Zhang et al. (2014).

RESULTS

Human c-Kit* Cardiac Interstitial Cell
Electrophysiology Model Development

and Validation

To investigate the effects of hCICs on cardiomyocytes,
we developed a novel computational model of hCIC
electrophysiology. To do so, established equations that
capture gating kinetics and maximal fluxes for individual
membrane channels were fit to experimental patch-clamp

studies (Zhang et al., 2014) of Ixca, Ikir» Lto, and Iy, activity in
cultured hCICs (see Supplementary Figures 1-3 for digitized
experimental data and model fits).

Based on these building blocks for the mathematical
model, Figures 1A-D show the simulated I-V relationships
for each respective channel in comparison to its experimental
counterpart. Figures 1E-H show a simulated voltage-clamp
experiment for each channel (voltage-clamp protocol inset to
the right, corresponding to Zhang et al., 2014 experimental
protocols). Note the sodium channel I-V curve (Figure 1C) and
simulated voltage-clamp experiment (Figure 1G) have different
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voltage protocols in order to match experimental conditions
from Zhang and coworkers. For each ion channel, the voltage-
clamp model simulation (Figures 1E-H) was representative of
its published experimental counterpart (Zhang et al, 2014).
This provides an initial validation of our mathematical model
since (except for Figure 1B) these I-V relationships were not
fit directly but were simulated by the model, based on the
fitted activation/inactivation data in Supplementary Figures 1-3.
A shift of ~10 mV was noted in the middle region of the I, curve
(Figure 1C); however, as explained in the discussion, we believe
this negligibly impacts the following results and conclusions
of this study. Interestingly, as in the patch clamp experiments
(Zhang et al., 2014), In, and Iy, had steady-state non-inactivating
currents at the end of the voltage clamp, similar to I;, in hMSCs
(Li et al., 2005). Further, we note the difference between sodium
currents in hCICs and cardiomyocytes—Iy, in hCIC is mainly
encoded by Nav1.3 and Nav1.6, and is very sensitive to inhibition
by TTX in the nanomolar range, whereas human cardiac myocyte
Ina (Navl.5) is usually blocked by TTX in the micromolar range
(Zhang et al., 2014).

Building on this foundation of individual hCIC ion channel
models, a whole-cell model incorporating Ixcs, Ikir» Ing, and
I;, was established (Figure 2A); in addition, a leakage current
was added to set the resting membrane potential at —32.5
mV, equivalent to the mean experimental value (Zhang et al,
2014). Figure 2B shows the current-voltage relationship during
a voltage ramp simulation from —120 to + 80 mV of the whole-
cell hCIC mathematical model, which is representative of the
corresponding published experiment (Figure 2E of Zhang et al.,
2014). As expected, the previously acknowledged ~10 mV shift
noted above for the I, curve (Figure 1C) is also apparent in the
overall voltage ramp simulation (Figure 1E). While the current
magnitudes are similar between the simulated and experimental
data within physiologic ranges of cardiomyocyte voltages (i.e.,
—85 and 40 mV), we note that outside of these physiologic ranges
(i.e, < —85 mV and > 40 mV) our magnitudes are lesser in
the simulations, which may be explained by our simulations
representing mean data rather than a single cell (as in Figure 2E of
Zhang et al., 2014). Voltage-clamp simulations of hCICs in which
only the Ixc, and Ik; channels are functional (Figure 2C) are
also representative of their experimental counterpart (Figure 2D
of Zhang et al., 2014). Finally, voltage-clamp simulations of a
whole-cell hCIC (Figure 2D) are representative of the average
of three individual hCICs, each expressing variable functional
channels (Figures 2A-C of Zhang et al., 2014). Altogether,
having multiple examples validating our whole-cell model with
published experimental data provided the justification to couple
this hCIC model to cardiomyocytes to study the resulting
electrophysiological effects.

Coupling Human c-Kit* Cardiac

Interstitial Cell With Multiple
Cardiomyocyte Species

As an initial step toward modeling hCICs for cardiotherapeutics,
we started with the simple case of coupling of hCICs to individual
cardiomyocytes from multiple relevant species, including mouse
cardiomyocytes (Bondarenko et al, 2004; Figure 3A), rat

cardiomyocytes (Devenyi and Sobie, 2016; Figure 3B), healthy
hCM (O’Hara et al., 2011; Mora et al,, 2018; Figure 3C), HF-
hCM (Mora et al, 2018; Figure 3D), and FHF-hCM (Mora
et al., 2018; Figure 3E). Gap junctional conductance mediated
largely via connexin-43 (Dergilev et al., 2018) was modeled as
physiologically low (1 nS), high (10 nS), or sufficiently high
to approximate cell-cell fusion (Valiunas et al., 2004). In these
simulations, a 1:1 ratio of hCIC:cardiomyocyte was assumed.

Detailed effects of hCIC HC on the cardiomyocyte action
potential and calcium transient waveforms varied by species and
cell phenotype (Figure 3). Nonetheless, across all species, treating
myocytes with hCIC HC decreased upstroke velocity (UV),
decreased peak action potential voltage (Ve ), depolarized RMP,
and increased [Caz‘k]i’max relative to untreated controls; the
effects increased with gap junction conductance from 1 to 10
nS, with minimal further changes due to cell fusion. Consistent
with in vitro experimental work (Smit et al., 2017), simulated
treatment of rat cardiomyocytes with hCIC HC led to prolonged
APD, depolarized RMP, and decreased UV when compared to
control untreated rat cardiomyocytes (Figure 3B). As anecdotally
noted in the same study (Smit et al., 2017), we also predicted
Vpeak to be decreased when treating with hCICs. Unlike with
rat cardiomyocytes, hCIC coupled to mouse cardiomyocytes
were predicted to have minimal effects on action potential and
calcium transient (Figure 3A), which may partly reflect the
~50% larger membrane capacitance of the mouse cardiomyocyte
model. For the human myocyte models, hCIC HC reduced UV
and Vpea across healthy and diseased hCM phenotypes, and
also shortened APDs while lengthening APDygy, thus prolonging
APD triangulation (Figures 3C-E). Although hCIC HC also
increased [Ca”],-ymax in healthy and diseased coupled hCMs,
the simulations revealed a monotonic relationship between
[Ca“'],',maX and Gggp with healthy hCMs (Figure 3D), in contrast
to a non-monotonic relationship in the case of HF-hCMs and
FHF-hCMs (Figures 3D,E), where [Ca?T]; max increased with
Ggqp from 1 to 10 nS, but then decreased slightly from 10 nS to
fusion conditions in the diseased hCMs.

Comparison of Human c-Kit* Cardiac
Interstitial Cell and Human Mesenchymal
Stem Cell Effects on Human Ventricular

Cardiomyocytes

Next, we aimed to evaluate the HC effects of hCICs in the
context of other non-excitable cells; for example, combined
hCIC and hMSC cardiotherapy is relevant to the CONCERT-HF
clinical trial (Bolli et al., 2021). Therefore, we simulated untreated
(control) vs. treated healthy and diseased hCMs coupled 1:1 to
hCIC (+hCIC), 1:1 to hMSC (+hMSC), 1:1 to a combination of
half hCIC plus half hMSC (+hCIC +hMSC), or 1:1 to a fused
hCIC-hMSC CardioChimera (+CC) (Quijada et al., 2015), all
with a Gggp of 10 nS. The myocytes examined included adult
healthy hCM as well as failing HF-hCMs or FHF-hCMs. In
general, the addition of hCICs and hMSCs: (1) shortened APDsg;
(2) increased [Ca®"]; max; and (3) depolarized RMP (Figure 4).
These trends also held true when other Ggap values were tested
(data not shown).
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FIGURE 2 | Whole-cell hCIC electrophysiology model. (A) Schematic of hCIC electrophysiology model incorporating the large-conductance Ca2*-activated K+
channel (Ikca), inward rectifying K+ channel (i), Na* channel (Ing), transient outward channel (Io), and leakage (leax) currents. (B) Simulated current-voltage (I-V)
relationship curve of the whole-cell hCIC model activated by a voltage ramp (—120 to 4+ 80 mV over 3 s) from a holding potential of —40 mV, analogous to the
experimental setup from Figure 2E of Zhang et al. (2014). Dotted line added as reference for net zero current. (C) Voltage-clamp simulation (voltage step protocol
inset) for hCIC cell with Ikca and Ix; functional channels, corresponding to Figure 2D of Zhang et al. (2014). (D) Voltage-clamp simulation (voltage step protocol inset)
for hCIC whole-cell electrophysiology model, representing the average of 3 individual hCICs from Figures 2A-C of Zhang et al. (2014).

In comparison to conditions involving hMSC coupling (i.e.,
+hMSC, +hCIC +hMSC, and 4CC), hCIC-only HC (+hCIC)
led to the least variation compared to the control adult hCM
action potential waveform. However, for both healthy hCMs
and HF-hCMs, +hCIC increased [Caz“']i,max more than any
hMSC-mediated coupling. In FHE-hCMs (Figure 4C), the effects
of supplementing with hCIC HC were nearly indistinguishable
from supplementing with hMSC HC for both the action
potential and the calcium transient. Adding non-excitable cells
to cardiomyocytes 1:1 comprised of half-hMSC and half-hCIC
(i.e., +hCIC +hMSC) was intermediate between +hMSC and
+hCIC (Figure 4), absent of any notable synergistic HC
effects when combining the two cell types. Finally, +CC effects
on healthy and diseased hCM action potential were more
pronounced, with lower [Ca”]i,max than +hCIC, +hMSC, and
+hCIC +hMSC. While HC of hMSCs and hCICs increased the
[Caz“']i,max of failing hCMs (Figures 4B,C), the effects did not
appear sufficient to restore calcium transients back to the level of
healthy hCMs (Figure 4A). Again, these trends held true for other
values of Gggp tested (data not shown).

Comparison of Non-excitable Cell

Sinking Effects on Heart Failure
Cardiomyocytes

Next, we aimed to gain insight into the mechanisms underlying
the simulated, non-excitable cell-dependent HC effects on
cardiomyocyte action potential and calcium transient. To do so,
we first explored the general electrical source and sink behavior

during HC at 10 nS between one HF-hCM and either one hCIC,
one hMSC, or one CF (Figure 5).

The CF acts as a sink during upstroke and plateau phases
of the cardiomyocyte action potential (Figure 5A) with a net
positive ionic flow from the HF-hCM to the CF (Figure 5C). By
comparison, the hMSC had less of a sink effect, and the hCIC had
the lowest magnitude sink effect during HF-hCM upstroke and
plateau despite their larger capacitances than CFs; accordingly,
this corresponded to substantially lower magnitude total outward
ionic currents for these non-excitable cells in comparison to CFs
(Figure 5D). hCIC served as the largest electrical source (i.e.,
negative I, indicating net positive flow from the non-excitable
cell to the HF-hCM) during repolarization (Figure 5C). This
persisted during the HF-hCM’s resting phase due to the hCIC
Ikir, such that hCIC coupling resulted in a more depolarized
intrinsic HF-hCM RMP relative to the other non-excitable cell
types. Given the prescribed gap junctional conductance of 10
nS, the transmembrane potential of the non-excitable coupled
cell (Figure 5B) appeared nearly identical to the coupled HF-
hCM (Figure 5A).

Parameter Sensitivity Analysis to Study
Mechanisms of Non-excitable Cell
Effects on Action Potentials and Calcium

Transients in Coupled Cardiomyocytes
To further study the ionic mechanisms underlying the simulated
non-excitable cell-dependent HC effects on cardiomyocyte action
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FIGURE 3 | hCIC heterocellular coupling effects on multi-species cardiomyocyte action potential and calcium transient. Simulation of heterocellular coupling
between hCICs and (A) adult mouse ventricular cardiomyocytes, (B) adult rat ventricular cardiomyocytes, (C) healthy adult human ventricular cardiomyocytes (hCM),
(D) human adult heart failure ventricular cardiomyocytes in non-fibrotic myocardium (HF-hCM), and (E) human adult heart failure ventricular cardiomyocytes in fibrotic
myocardium (FHF-hCM). Resultant cardiomyocyte action potential (left) and calcium transient (right) are shown. Simulations assumed 1:1 hCIC:cardiomyocyte
coupling under 1 nS (dashed cyan), 10 nS (solid navy), and fusion (dotted gray) conditions, compared to cardiomyocyte-only controls (solid black). Note the shorter
time axis used for mouse and rat cells compared to that for human cells.
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potential and calcium transient, we performed a parameter
sensitivity analysis. Figure 6 shows the HF-hCM action potential
(Figure 6A), calcium transient (Figure 6B), and net ionic channel
charge (Figure 6C) tracings for 300 simulations resulting from
pseudorandom perturbations of input ion channel parameters
of interest for coupled hCICs, hMSCs, and CFs. Hierarchical
clustering analysis (Figure 6D) confirmed that the resulting HF-
hCM output parameters SERCA and sodium-calcium exchanger
net charges (Qsgrca and Qncx, respectively) clustered with
calcium transient output parameters they are known to influence.
Similarly, HF-hCM inward rectifying potassium channel net
channel charge (Qg;) clustered with RMP, rapidly and slowly
activating delayed rectifier potassium channel net channel charge
(Qkr and Qgs, respectively) clustered with APDsg, transient
outward channel net flux (Qy,) clustered with Vpeaks and sodium
channel net channel charge (Qng) clustered with UV, all as would
be expected based on known interdependencies.
Mechanistically, while RMP and UV were not particularly
sensitive to coupled hMSC parameters (Figure 6D), they were
sensitive to hCIC channel inward rectifying potassium channel

maximal conductance (Gg;,), supporting the mechanistic role
of Igsr in hCIC HC-induced RMP depolarization. In addition,
both hCIC and hMSC gap junction conductances positively
correlated with the net flux (Q) through LTCC and NCX,
explaining the positive impact on other calcium cycling outputs,
including calcium transient amplitude ([Ca”]i,amp), diastolic
calcium ([Ca?"]; min), and peak systolic calcium ([Ca*"]; max)-
Further exploration of the mechanism revealed that hCIC and
hMSC coupling led to a lower membrane voltage during the
plateau phase (Figure 4), which is in fact closer to the optimal
peak Irc, that has previously been described (O’Hara et al., 2011).

Clustering distinctly from hMSCs and hCICs, CF gap
junctional conductance negatively correlated with APD outputs
and calcium transient parameters (Figure 6D). Interestingly, this
CF parameter, as well as the CF delayed rectifier potassium
conductance (Gyg,), clustered with hCIC Gg;, and hMSC delayed
rectifier maximal conductance (Gy,), all of which negatively
correlated with APD outputs and calcium transient parameters.
Among all ion channel conductances, the largest magnitude
negative correlation was seen for the CF delayed rectifier
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potassium conductance, which plays a key role in the greater
total outward ionic current seen in Figure 5D, helping to explain
the unique effect of CFs compared to hMSCs and hCICs in
substantially decreasing APD.

Population-Based Modeling Approach to
Optimize Cell Delivery Strategies for
Correcting Failing Human

Cardiomyocytes

Next, the computational models were used to assess whether
hMSCs and/or hCICs are theoretically capable of restoring
electrical and calcium cycling behavior of failing HF-hCM and
FHF-hCM back toward healthy hCMs.

First, we simulated the effects of variable hMSC and hCIC
interventions for HF-hCM in non-fibrotic myocardium. While
several of the model permutations were capable of correcting
the calcium transient to near-healthy conditions (Figure 7B),
none of the model permutations (0/2,500) for hMSC and/or
hCIC intervention was able to satisfy the predefined criteria that
APDgy, APDsp, [Ca“]ijmax, and Tt would all be corrected to
within 50% of the disease related deviation from healthy values
(note absence of cyan curves in Figures 7A,B).

By contrast, approximately 1% (21/2,500) of model
permutations (cyan, Figures 7C,D) satisfied the predefined
criteria for acceptance when delivering hMSCs and/or hCICs to
FHF-hCMs in fibrotic myocardium. Distributions of parameter
values for the accepted models are presented in Figure 7E.
Interestingly, unlike nycjc, the accepted values of nyys¢ did not
approach zero. In addition, accepted values of gap junctional

conductance spanned essentially the full range permitted for
hCICs, including nearly zero nS. While not spanning the full
range of permitted values, hMSC gap junctional conductances
also included values near zero nS, suggesting cardiomyocyte
correction could be achievable without hCICs and without direct
coupling of hMSCs.

Role of Human Mesenchymal Stem Cell
Paracrine Signaling for Correcting Heart
Failure Cardiomyocytes in Fibrotic

Myocardium

To investigate why nys¢c had a more narrow window of accepted
values that did not include zero (Figure 7E), we repeated
the FHF-hCM experiment from Figures 7C-E, but allowed
hMSC HC and PS parameters to vary independently (nyysc, me
and nypsc,ps, respectively). Approximately 7% (178/2,500) of
model permutations (cyan, Figures 8A,B) satisfied the predefined
criteria for acceptance by restoring all four action potential and
calcium handling metrics to within 50% of the disease related
difference from healthy values. Distributions of parameter values
for the accepted models are presented in Figure 8C. Accepted
values of gap junctional conductances spanned essentially the full
range permitted for both hCIC- and hMSC-coupling, including
zero nS. Similarly, the total number of hCICs and hMSCs
coupled per FHF-hCM was highly variable, with a range that
included zero. By contrast, nyysc ps had a range of accepted
values equivalent to approximately one-half to four stem-
cells-worth of paracrine effects per myocyte. Notably, none
of the models that satisfied the acceptance criteria did so
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with zero nps (Figures 8C,D), indicating that PS from hMSCs
was necessary for restoration of FHF-hCM characteristics back
toward healthy conditions. In addition, the fact that acceptable
models were found that included PS alone without hCIC or
hMSC HC (i.e., nps # 0 with nycic = nypsc = 0; Figure 8D)
indicates that the effects of hMSC PS alone may be sufficient
to restore failing cardiomyocyte waveforms to nearly healthy
cardiomyocyte conditions.

Therefore, we studied the effects of hMSC paracrine signaling
in isolation. Indeed, when the condition of zero HC was
enforced, Figure 8E shows that 0.7-3.8 hMSC worth of PS
effects per myocyte alone were sufficient to satisty the 50%
acceptance criteria. In fact, nppsc ps values in the range 1.3-
2.2 could satisfy a more stringent acceptance criteria of 25%
deviation from healthy metrics; and remarkably, PS effects alone
were theoretically sufficient to get as close as within 15% of

healthy conditions when npysc ps values in the range 1.7-
1.8 (Figure 8E).

Examining Potential Risks of

Non-excitable Cell Supplementation

As with every therapeutic assessment, one must strive to not only
maximize the benefits but also minimize potential adverse effects.
Therefore, given the potential pro-arrhythmic risks previously
posed for cell-based therapeutics (Chang et al., 2006), we
evaluated single-cell indicators of tissue-level conduction velocity
and arrythmogenicity—namely RMP and UV.

As shown in Figure 9, the simulated RMP for HF-hCM
subjected to variable hCIC and hMSC interventions (using all
2,500 simulations from Figures 7A,B) tended to increase RMP
above the uncoupled cell values, with some instances depolarized
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FIGURE 7 | Variable cell delivery intervention effects on fibrotic and non-fibrotic heart failure cardiomyocytes. A population of 2,500 HF-hCM and FHF-hCM models
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beyond —50 mV (Figure 9A). The simulated RMP for FHF-
hCM subjected to variable hCIC and hMSC interventions (using
all 2,500 simulations from Figures 7C,D) similarly exacerbated
the increases in RMP associated with the fibrotic heart failure

model (Figure 9B). When considering only that population of
models that met our acceptance criteria (i.e., accepted cyan
curves in Figures 7C,D), the range and maximal RMP reduced
drastically, with none worse than —84 mV (Figure 9C), but the
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RMP values still remained no better than the uncoupled FHF-
hCM model. However, for variable hMSC paracrine signaling
interventions alone on FHF-hCM (i.e., the entire population
from Figure 8E), we see that paracrine signaling alone leads not
only to a small range of RMP, but also closer to healthy levels
(Figure 9D). Restoration toward healthy conditions is further
improved (Figure 9E) by only using accepted paracrine signaling
interventions alone on FHF-hCM (i.e., the accepted population
from Figure 8E).

Similar trends hold for UV (Figure 10), such that unfiltered
non-excitable cell supplementation decreases UV drastically by
greater than 50% (Figures 10A,B), filtering according to the
acceptance criteria leads to a narrower UV range (Figure 10C),
and paracrine signaling alone leads to an even narrower range
that approaches healthy values (Figures 10D,E).

DISCUSSION

Cell-based strategies for treating heart failure have shown
promise (Sanganalmath and Bolli, 2013; Mathiasen et al.,
2019), but realizing their therapeutic potential requires a better
understanding of the mechanisms underlying their interaction
with host myocardium. Therefore, in this study, we (1)
developed and validated a new mathematical model of hCIC
electrophysiology, (2) used the model to identify the key
determinants of HC effects on the action potential and calcium
transient of healthy and failing hCMs, and (3) demonstrated
a computational approach for estimating the potential for HC
and PS effects of hCICs and hMSCs to correct the abnormal
electrical and calcium cycling properties of heart failure in fibrotic
and non-fibrotic myocardium while minimizing adverse pro-
arrhythmic effects, providing a rationale on which to base future
efforts to improve cell therapies (Figure 11).

Utility of in silico Approach to Study the
Non-excitable Cell-Cardiomyocyte

Interactome

The non-excitable cell-cardiomyocyte interactome in this study
is complex and difficult to elucidate experimentally; alternatively,
computational methods offer a convenient, inexpensive, and
practical tool to investigate such heterocellular interactions. To
our knowledge, no experimental electrophysiology studies have
been conducted using hCIC- and/or hMSC-coupled adult hCMs,
reflecting the difficulties accessing primary hCMs and their
limited capacity for in vitro cell culture. While fibroblast-myocyte
HC has been well studied computationally (Maccannell et al,
2007; Sachse et al., 2009; Xie et al., 2009), our group is (to our
knowledge) the first and only to develop hMSC (Mayourian
et al,, 2016) and hCIC (this study) electrophysiology models and
to computationally investigate their HC effects when coupled
to cardiomyocytes.

Herein, we perform several in silico experiments to gain
new mechanistic insights into the effects of non-excitable
cells on cardiomyocytes, including: (1) comparing the relative
effects of hCICs to other clinically relevant non-excitable
cells; (2) perturbing parameters in the non-excitable cell

models for a parameter sensitivity analysis to identify key
ion channels contributing to the cardiomyocyte response to
each non-excitable cell type; and (3) performing a 2,500-model
population-based study of electrophysiological and calcium
handling effects of variable hCIC and hMSC interventions
to identify paracrine signaling as a necessary and sufficient
mechanism for correcting the abnormal action potential and
calcium transient in failing cardiomyocytes, predominantly
through anti-fibrotic mechanisms, while also minimizing pro-
arrhythmic risk factors.

Validation of Human c-Kit* Cardiac
Interstitial Cell Electrophysiology Model

Our hCIC model was designed to fit activation and inactivation
parameters of individual channels (Supplementary Figures 1-
3), and the resulting I-V and voltage clamp simulations were
generally consistent with experimental characterization of ion
channels in cultured c-kit™ cells derived from human atrial
specimens (Zhang et al., 2014). One exception was a ~10 mV shift
between the experimental points and the simulated I-V curve
for the sodium channel (Figure 1C), which reflects the fact that
the model was fit to the constitutent activation and inactivation
parameters (Supplementary Figure 1) rather than fitting the I-V
curve directly. Thus, the I-V curve comparisons in Figure 1
are one form of model validation, and despite this discrepancy,
the model matched the remainder of the I-V relationship for
Ins (and the other channels) reasonably well. Importantly,
the sensitivity analysis showed that the Iy, component of the
hCIC model has minimal effect on all cardiomyocyte action
potential characteristics, so the noted discrepancy would not
impact the overall results and conclusions of this study. This
discrepancy corresponded to the same ~10 mV shift noted
in the voltage ramp simulation. Of note, while the current
magnitudes are similar between simulated and experimental
data within physiologic ranges of cardiomyocyte voltages, our
magnitudes are lesser than experimental data outside of these
physiologic ranges. This may be explained by our simulations
representing mean data rather than a single cell (as in Figure 2E
of Zhang et al, 2014), again having no consequence on
the effects on cardiomyocytes as the simulated magnitude is
representative of experimental data within the range of action
potential voltages.

As a next step in validating the new hCIC model, we
confirmed that our simulations (Figure 2) are representative
of families of currents measured experimentally (Zhang et al.,
2014). Furthermore, our hCIC model was consistent with the
few published experiments that coupled c-kit* cells with non-
human species of cardiomyocytes. In particular, Smit et al. (2017)
observed that HC of hCICs to rat ventricular cardiomyocytes
resulted in a depolarized RMP and decreased UV as well
as prolonged APD compared to uncoupled rat cardiomyocyte
controls. Anecdotally, they also noted decreased peak voltages
in coupled cells compared to uncoupled controls. Similar trends
were reproduced by our simulated HC of hCICs and rat
cardiomyocytes (Figure 3B). Additionally, Tufan et al. (2012)
reported that connexin-43-mediated HC of engineered mouse
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FIGURE 9 | Variable cell delivery intervention effects on heart failure cardiomyocyte resting membrane potential. Simulated effects of entire 2,500 population of
variable hCIC and hMSC HC and PS intervention on (A) HF-hCM and (B) FHF-hCM resting membrane potential (RMP). (C) Simulated effects of accepted population
of variable hCIC and hMSC HC and PS intervention on FHF-hCM RMP. (D,E) Simulated effects of (D) entire 2,500 population and (E) accepted only population of
variable hMSC PS only intervention on FHF-hCM RMP. Note expanded y-axis range for (A,B).

CICs and neonatal rat cardiomyocytes resulted in decreased
density of cardiomyocyte inward sodium currents, observations
which are consistent with our model-predicted decrease in UV.

Finally, as described in the subsequent section, our
simulations also provide insights that complement findings
from translational studies, and further support several ongoing
efforts to improve cell-based heart failure therapies.

Interpretation and Clinical Significance

of Findings

Emerging hCIC- and hMSC-based therapies represent promising
treatments that are still being actively developed (Sanganalmath
and Bolli, 2013; Mathiasen et al., 2019). In particular, hCIC
delivery has reportedly improved ventricular function in pre-
clinical studies (Hong et al, 2014; Tang et al, 2016), via
mechanisms other than the previously proposed differentiation
of hCICs into de novo cardiomyocytes (Van Berlo et al., 2014).
Similar promise has been shown for hMSCs (Hare et al,
2012; Heldman et al., 2014; Karantalis et al., 2014), as well as
combinations of the two cell types (Williams et al., 2013), and
even hybrid stem cells created by fusing hCICs and hMSCs
prior to delivery (Quijada et al., 2015). Enthusiasm from the
scientific community rapidly propelled such cell-based therapies
to clinical trials, and despite highly publicized setbacks, at least
one randomized, double-blind, placebo-controlled phase II trial

testing the combination of hMSCs and hCICs (i.e., CONCERT-
HF) has recently completed (Bolli et al., 2021). Such activities
underscore the value in developing a rational approach to
optimize cell-based cardiotherapeutic strategies. In our study,
we provide insights from in silico models that complement
recent translational studies to offer such a rational approach for
improving future cell therapies for heart failure.

To do so, we simulated the cardiomyocyte response
to heterocellular coupling with translationally relevant non-
excitable cells—namely hCICs, hMSCs, and CFs—and examined
underlying mechanisms of the observed effects. CFs have a
more substantial influence on APD than hMSCs and hCICs,
resulting from their larger sink effect and total ionic outward
current (Figure 5). The culprit is likely the CF delayed rectifier
current (Gy,), which showed the largest magnitude negative
correlation with APD (Figure 6). In comparison, hCICs and
hMSCs caused a lesser decrease in APD, and increased calcium
transient amplitude by positively impacting the net flux through
LTCC and NCX (Figure 6). Mechanistically, hCIC and hMSC
coupling lowered membrane voltage during the plateau phase
(Figure 4), which was closer to the optimal peak Ij¢, that has
previously been described (O’Hara et al., 2011).

In addition, we compared individual non-excitable cell
treatment to CardioChimeras and combination hMSC-hCIC
therapies given the recent advancements in these hybrid cell-
based approaches (Williams et al., 2013; Quijada et al., 2015;
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Firouzi et al., 2020; Bolli et al., 2021). As shown in Figure 4, our
simulation predicts HC-only treatment of healthy and diseased
hCMs with CardioChimeras is less beneficial to calcium cycling
than treating with each cell type alone, presumably due to the
larger total ionic current density caused by combining both
hMSC and hCIC currents at a capacitance similar to an individual
cell. Also, the combined hMSC-hCIC effect was intermediate
between treating with each cell type alone at the same dosage,
likely due to a total ionic current density approximately averaged
between the hMSC and hCIC currents. By contrast, Quijada
et al. (2015) found ejection fraction was significantly higher
at 6 weeks post-myocardial infarction injury for mice treating
with two distinct CardioChimera cell lines, as well as combined
MSCs and CICs, but not for mice treated with hMSCs or hCICs
alone at the same dosage, in comparison to the placebo group.
Given this discrepancy, we therefore hypothesized that HC alone
simply cannot explain the beneficial effects of treating HF-hCMs
or FHF-hCMs with hCICs and hMSCs in combination or as
CardioChimeras, and instead another predominant cell-based
mechanism in the literature—namely paracrine signaling—must
be more contributory.

To test this hypothesis, we used a population-based method
to assess which combinations of hMSC and/or hCIC treatments,
and which underlying mechanisms are most potent in restoring
electrical and calcium cycling behavior of HF-hCMs and

FHF-hCMs back toward healthy hCMs. Indeed, as shown in
our in silico permutation experiments, paracrine signaling rather
than HC appears to be a key mechanism underlying the pro-
contractile benefits of cell-based heart therapy; this appears
to reflect anti-fibrotic paracrine effects, since FHF-hCMs but
not HF-hCMs were correctable to near-healthy conditions.
The in silico treatment optimization not only maximized
the restorative benefits, but also appeared to minimize pro-
arrhythmic risks of the cell therapies (Figures 9, 10). Notably,
the accepted model populations yielded a smaller range of
potentially detrimental RMPs and UVs, and simulations of
PS-only treatment helped restore RMPs and UVs of failing
fibrotic cardiomyocytes to near-healthy values. Such theoretical
advantage of hMSC paracrine signaling complements the
findings by Quijada et al. (2015), which showed that the beneficial
cardiac contractile effects of CardioChimeras and combined MSC
and CIC treatment were not associated with cell engraftment
into the myocardium. Altogether, these findings are consistent
with paracrine signaling playing a predominant role in cardiac
cell therapy, and highlight the need for further research into
secretome-based therapeutics.

Our findings are consistent with an even wider range of
in vitro (Mayourian et al., 2017), in vivo (Luo et al.,, 2017; Tang
et al, 2017), and clinical data (Mathiasen et al., 2019; Bolli
and Kahlon, 2020). For example, our group recently showed
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this restoration.

that hCIC supplementation improves contractile performance
of human engineered cardiac tissues, in agreement with our
simulation from Figure 4A (Murphy et al,, 2019). Further, our
group recently showed that the hMSC secretome, rather than
HC, improves contractile performance of human engineered
cardiac tissues (Mayourian et al., 2017), and that this occurs
primarily through exosomal microRNA-21-5p, which is known
to be anti-fibrotic and anti-apoptotic (Mayourian et al., 2018b).
In fact, the importance of exosomal microRNA-21-5p was
further highlighted by Qiao et al. (2019) when they showed
cardiac stromal cell-derived exosomal microRNA-21-5p is
reduced in heart failure patients, thus impairing regenerative
potential via the PTEN/Akt pathway, the same pathway we
found to be modulated by hMSC exosomal microRNA-21-
5p. More recently, the Cheng group fabricated synthetic
hMSC microparticles containing respective paracrine factors
that reduced left ventricular remodeling in a mouse model
of acute myocardial infarction (Luo et al., 2017; Tang et al,
2017). The same group showed a cardiac patch composed of a
decellularized porcine myocardial extracellular matrix scaffold
and encapsulated secreted factors from isolated human cardiac
stromal cells reduced scarring, boosted cardiac function, and
promoted angiogenesis in a rat model of acute myocardial
infarction (Huang et al., 2020). Finally, in clinical trials, the anti-
fibrotic effects of hMSCs and hCICs have been well established
(Hare et al., 2012; Heldman et al., 2014; Karantalis et al., 2014;
Tang et al., 2016; Mathiasen et al., 2019; Bolli and Kahlon, 2020),

and interestingly, a recent clinical trial noted that hMSC effects
are dose-dependent (Mathiasen et al., 2019), in agreement with
our findings in Figure 8E where calcium transient amplitude is
dependent on the paracrine signaling dosage.

In summary, this work complements previous studies and
suggests future research should focus on strategies to harness and
deliver cardioactive elements of the hMSC and hCIC secretome.
As discussed above, several groups have started down this
avenue (Luo et al, 2017; Tang et al, 2017), and if proven
effective, such strategies to optimize the delivery of key paracrine
factors may offer advantages for off-the-shelf therapeutics that
capture the benefits of stem cell therapy while circumventing
the potential risks and challenges associated with delivering live
biologics to the heart.

Limitations and Future Directions

One limitation of this study was the paucity of experimental
data available on which to build a CIC electrophysiology model.
While studies of canine and rat CICs have shown distinct ion
channel profiles (Han et al, 2010; Khalafalla and Sussman,
2018; Vigneault et al., 2018), given our interest in translational
human work, we focused specifically on human CICs in isolation.
Therefore, the study by Zhang et al. (2014) served as the sole
basis for our model development. Further model validation will
be valuable as additional experimental data become available.
For example, the Li laboratory subsequently identified transient
receptor potential vanilloid channels inside of hCIC capable
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of conducting a calcium influx when activated (Che et al.,
2016). To date, we have only incorporated a non-specific leakage
current that encompasses the actions of these receptors and
numerous others yet to be defined. Additional experimental data
on the intracellular calcium dynamics in these cell populations is
required for the development of more nuanced models of non-
excitable cells in the future. Likewise, our CardioChimera model
was limited by the lack of available empirical ion channel data,
leading us to assume the hybrid cell could be modeled by a simple
additive combination of hMSC and hCIC functional activity,
which requires experimental validation.

Second, in this study we assumed hCIC PS does not
alter cardiomyocyte electrophysiology or calcium cycling. This
is consistent with observations by Smit et al. (2017) that
hCIC conditioned media had no significant effect on rat
cardiomyocyte action potential morphology, and others found
the exosomal component of the hCIC secretome to have
limited uptake by cardiomyocytes with no significant effect
on cardiomyocyte calcium cycling (Gray et al, 2015). This
assumption guided us to exclude hCIC PS in our model
permutation experiment. However, while hCIC PS may not alter
cardiomyocyte electrophysiology or calcium cycling directly, it
may influence hMSC survival, paracrine potency, or engraftment
(Williams et al., 2013; Quijada et al., 2015), thereby impacting
HC, a mechanism our current model does not yet address.
Furthermore, hCIC PS is known to have anti-fibrotic effects
(Quijada et al, 2015), which could be incorporated into
future computational models as we have described (Mayourian
et al., 2017), when dose-dependent experimental data become
available. We further acknowledge that our current hMSC
paracrine model is empirically based on in vivo data of MSC
delivered at different dosages and the resultant anti-fibrotic
effects, but it does not reflect the underlying mechanism
leading to these anti-fibrotic effects; recent advancements have
shown that in addition to the anti-fibrotic nature of hCIC
and/or hMSC paracrine factors alone (Luo et al, 2017; Tang
et al., 2017), the act of cell delivery itself leads to an acute
inflammatory-based wound-healing response that rejuvenates
the infarcted area of the heart (Vagnozzi et al, 2020). As
this fascinating field continues to develop, our model can be
improved accordingly to not only incorporate hCIC paracrine
effects but also fibroblast and immune cell signaling effects
on cardiomyocytes.

Third, we only provide single-cell ~metrics of
arrhythmogenicity, as tissue-level analysis was beyond the scope
of the current study. Importantly, we showed that hCIC and/or
hMSC coupling resulted in elongation of APD triangulation,
resting depolarization, and decreased UV, which may indicate
pro-arrhythmic potential. Arrhythmogenic risk of hMSCs has
been addressed previously by our group using tissue-level
analysis (Mayourian et al., 2016, 2017), and a similar approach
could be used with the new hCIC model when the relevant
experimental data become available. Such efforts could use more
recent healthy cardiomyocyte models that have been revised to
account for limitations in the LTCC, and may be better suited to
assess arrhythmogenic risk (Tomek et al., 2019). Addressing this

limitation may be clinically relevant, as the recent results of Bolli
etal. (2021) showed a higher incidence of ventricular arrhythmias
in all cell therapy groups, with the highest rate of occurrence
with isolated hCIC treatment (albeit these findings were not
statistically significant). Future computational work should
examine the arrhythmogenicity of combined hCIC and hMSC
treatment, and assess whether delivery of paracrine factors could
be a strategy to harness the benefits while minimizing potential
risks of live cell-based cardiotherapies, as suggested by this study.

Fourth, we note that the stringent acceptance criteria for
our permutation experiments could lead to false negatives;
for example, it is feasible that the restoration of calcium
cycling alone, as shown in Figures 7A,B, may be sufficient to
provide meaningful benefit despite not meeting our predefined
acceptance criteria (Equation 6) for both calcium cycling and
action potential metrics.

Finally, we acknowledge that although mathematical models
offer the capability to explicitly control variables that can
be challenging to manipulate experimentally, they are also
subject to the limitations of their underlying assumptions,
and ultimately the most valuable insights will come from
a synergistic combination of computational modeling and
experimental validation.

DATA AVAILABILITY STATEMENT

The raw data supporting the conclusions of this article will be
made available by the authors, without undue reservation.

AUTHOR CONTRIBUTIONS

KP, IT, RH, KC, and JM: responsible for substantial contributions
to the study conception and design. KP and JM: computational
modeling, data acquisition, data analysis, and drafting of the
manuscript. KC, IT, RH, and JM: critical revision of the
manuscript. All authors contributed to the article and approved
the submitted version.

FUNDING

This work was supported by the Icahn School of Medicine
at Mount Sinai’s Medical Student Research Office (KP),
NIH/NHLBI 1F30HL134283-01A1 (JM), NIH/NHLBI KOI-
HL133424 (IT), NIH/NHLBI RO1HL132226 (KC), and
a Transatlantic Network of Excellence grant from the
Leducq Foundation.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fphys.
2021.755881/full#supplementary- material

Frontiers in Physiology | www.frontiersin.org

January 2022 | Volume 12 | Article 755881


https://www.frontiersin.org/articles/10.3389/fphys.2021.755881/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fphys.2021.755881/full#supplementary-material
https://www.frontiersin.org/journals/physiology
https://www.frontiersin.org/
https://www.frontiersin.org/journals/physiology#articles

Phillips et al.

Computational Design of Cell-Based Cardiotherapy

REFERENCES

Agarwal, U., George, A., Bhutani, S., Ghosh-Choudhary, S., Maxwell, J. T., Brown,
M. E.,, et al. (2017). Experimental, Systems, and Computational Approaches
to Understanding the MicroRNA-Mediated Reparative Potential of Cardiac
Progenitor Cell-Derived Exosomes From Pediatric Patients. Circ Res. 120,
701-712.

Benjamin, E. J., Blaha, M. J., Chiuve, S. E., Cushman, M., Das, S. R., Deo, R,, et al.
(2017). Heart Disease and Stroke Statistics-2017 Update: A Report From the
American Heart Association. Circulation 135, e146-e603.

Bolli, R., and Kahlon, A. (2020). Time to end the war on cell therapy. Eur. J. Heart
Fail. 22, 893-897. doi: 10.1002/ejhf.1767

Bolli, R., Mitrani, R. D., Hare, J. M., Pepine, C. J., Perin, E. C., Willerson, J. T.,
et al. (2021). A Phase II study of autologous mesenchymal stromal cells and
c-kit positive cardiac cells, alone or in combination, in patients with ischaemic
heart failure: the CCTRN CONCERT-HF trial. Eur. J. Heart Fail 23, 661-674.

Bondarenko, V. E,, Szigeti, G. P., Bett, G. C., Kim, S. J., and Rasmusson, R. L.
(2004). Computer model of action potential of mouse ventricular myocytes.
Am. ]. Physiol. Heart Circ. Physiol. 287, H1378-H1403.

Chang, M. G, Tung, L., Sekar, R. B., Chang, C. Y., Cysyk, J., Dong, P., et al. (2006).
Proarrhythmic potential of mesenchymal stem cell transplantation revealed
in an in vitro coculture model. Circulation 113, 1832-1841. doi: 10.1161/
CIRCULATIONAHA.105.593038

Che, H., Xiao, G. S., Sun, H. Y., Wang, Y., and Li, G. R. (2016). Functional TRPV2
and TRPV4 channels in human cardiac c-kit(+) progenitor cells. J. Cell Mol.
Med. 20, 1118-1127. doi: 10.1111/jcmm.12800

Dergilev, K., Tsokolaeva, Z., Makarevich, P., Beloglazova, I, Zubkova, E.,
Boldyreva, M., et al. (2018). C-Kit Cardiac Progenitor Cell Based Cell
Sheet Improves Vascularization and Attenuates Cardiac Remodeling following
Myocardial Infarction in Rats. Biomed. Res. Int. 2018:3536854. doi: 10.1155/
2018/3536854

Desantiago, J., Bare, D. J., Semenov, L., Minshall, R. D., Geenen, D. L., Wolska,
B. M, et al. (2012). Excitation-contraction coupling in ventricular myocytes
is enhanced by paracrine signaling from mesenchymal stem cells. J. Mol. Cell
Cardiol. 52, 1249-1256. doi: 10.1016/j.yjmcc.2012.03.008

Devenyi, R. A., and Sobie, E. A. (2016). There and back again: Iterating between
population-based modeling and experiments reveals surprising regulation of
calcium transients in rat cardiac myocytes. J. Mol. Cell Cardiol. 96, 38-48.
doi: 10.1016/j.yjmcc.2015.07.016

Firouzi, F., Sinha Choudhury, S., Broughton, K., Salazar, A., Bailey, B., and
Sussman, M. A. (2020). Human CardioChimeras: Creation of a Novel "Next-
Generation" Cardiac Cell. J. Am. Heart Assoc. 9:e013452. doi: 10.1161/JAHA.
119.013452

Gray, W. D., French, K. M., Ghosh-Choudhary, S., Maxwell, J. T., Brown, M. E,,
Platt, M. O,, et al. (2015). Identification of therapeutic covariant microRNA
clusters in hypoxia-treated cardiac progenitor cell exosomes using systems
biology. Circ. Res. 116, 255-263. doi: 10.1161/CIRCRESAHA.116.304360

Han, Y., Chen, J. D., Liu, Z. M., Zhou, Y., Xia, J. H,, Du, X. L., et al. (2010).
Functional ion channels in mouse cardiac c-kit(+) cells. Am. J. Physiol. Cell
Physiol. 298, C1109-C1117. doi: 10.1152/ajpcell.00207.2009

Hare, J. M., Fishman, J. E., Gerstenblith, G., Difede Velazquez, D. L,
Zambrano, J. P., Suncion, V. Y., et al. (2012). Comparison of allogeneic
vs autologous bone marrow-derived mesenchymal stem cells delivered by
transendocardial injection in patients with ischemic cardiomyopathy: the
POSEIDON randomized trial. JAMA 308, 2369-2379. doi: 10.1001/jama.2012.
25321

Hatzistergos, K. E., Quevedo, H., Oskouei, B. N., Hu, Q., Feigenbaum, G. S.,
Margitich, 1. S., et al. (2010). Bone marrow mesenchymal stem cells stimulate
cardiac stem cell proliferation and differentiation. Circ. Res. 107, 913-922.
doi: 10.1161/CIRCRESAHA.110.222703

Heldman, A. W., Difede, D. L., Fishman, J. E., Zambrano, J. P., Trachtenberg, B. H.,
Karantalis, V., et al. (2014). Transendocardial mesenchymal stem cells and
mononuclear bone marrow cells for ischemic cardiomyopathy: the TAC-HFT
randomized trial. JAMA 311, 62-73. doi: 10.1001/jama.2013.282909

Hong, K. U, Guo, Y., Li, Q. H, Cao, P., Al-Magqtari, T., Vajravelu, B. N,,
et al. (2014). c-kit+ Cardiac stem cells alleviate post-myocardial infarction left
ventricular dysfunction despite poor engraftment and negligible retention in
the recipient heart. PLoS One 9:¢96725. doi: 10.1371/journal.pone.0096725

Huang, K., Ozpinar, E. W, Su, T., Tang, J., Shen, D., Qiao, L., et al. (2020). An
off-the-shelf artificial cardiac patch improves cardiac repair after myocardial
infarction in rats and pigs. Sci. Transl. Med. 2020:12. doi: 10.1126/scitranslmed.
aat9683

Hwang, H. J., Chang, W., Song, B. W., Song, H., Cha, M. J., Kim, L. K,, et al. (2012).
Antiarrhythmic potential of mesenchymal stem cell is modulated by hypoxic
environment. J. Am. Coll Cardiol. 60, 1698-1706. doi: 10.1016/j.jacc.2012.04.
056

Karantalis, V., Difede, D. L., Gerstenblith, G., Pham, S., Symes, J., Zambrano,
J. P, et al. (2014). Autologous mesenchymal stem cells produce concordant
improvements in regional function, tissue perfusion, and fibrotic burden when
administered to patients undergoing coronary artery bypass grafting: The
Prospective Randomized Study of Mesenchymal Stem Cell Therapy in Patients
Undergoing Cardiac Surgery (PROMETHEUS) trial. Circ. Res. 114, 1302-1310.
doi: 10.1161/CIRCRESAHA.114.303180

Khalafalla, F. G., and Sussman, M. A. (2018). Cardiac progenitor cell ion currents:
revealing a little more on the lesser known. J. Physiol. 596, 2271-2272. doi:
10.1113/JP276132

Li, G. R, Sun, H.,, Deng, X, and Lau, C. P. (2005). Characterization of ionic currents
in human mesenchymal stem cells from bone marrow. Stem Cells 23, 371-382.
doi: 10.1634/stemcells.2004-0213

Li, Y., He, L., Huang, X., Bhaloo, S. I, Zhao, H., Zhang, S., et al. (2018). Genetic
Lineage Tracing of Nonmyocyte Population by Dual Recombinases. Circulation
138, 793-805. doi: 10.1161/CIRCULATIONAHA.118.034250

Luo, L., Tang, J., Nishi, K., Yan, C., Dinh, P. U, Cores, J., et al. (2017). Fabrication
of Synthetic Mesenchymal Stem Cells for the Treatment of Acute Myocardial
Infarction in Mice. Circ Res. 120, 1768-1775.

Maccannell, K. A., Bazzazi, H., Chilton, L., Shibukawa, Y., Clark, R. B., and
Giles, W. R. (2007). A mathematical model of electrotonic interactions between
ventricular myocytes and fibroblasts. Biophys. J. 92, 4121-4132. doi: 10.1529/
biophysj.106.101410

Mathiasen, A. B., Qayyum, A. A., Jorgensen, E., Helqvist, S., Kofoed, K. F., Haack-
Sorensen, M., et al. (2019). Bone marrow-derived mesenchymal stromal cell
treatment in patients with ischaemic heart failure: final 4-year follow-up of the
MSC-HEF trial. Eur. J. Heart Fail. 22, 884-892. doi: 10.1002/ejhf.1700

Mayourian, J., Cashman, T. J., Ceholski, D. K., Johnson, B. V., Sachs, D., Kaji,
D. A, et al. (2017). Experimental and Computational Insight Into Human
Mesenchymal Stem Cell Paracrine Signaling and Heterocellular Coupling
Effects on Cardiac Contractility and Arrhythmogenicity. Circ. Res. 121, 411—
423. doi: 10.1161/CIRCRESAHA.117.310796

Mayourian, J., Ceholski, D. K., Gonzalez, D. M., Cashman, T. J., Sahoo, S.,
Hajjar, R. ., et al. (2018a). Physiologic, Pathologic, and Therapeutic Paracrine
Modulation of Cardiac Excitation-Contraction Coupling. Circ. Res. 122, 167
183. doi: 10.1161/CIRCRESAHA.117.311589

Mayourian, J., Sobie, E. A., and Costa, K. D. (2018c). An Introduction
to Computational Modeling of Cardiac  Electrophysiology —and
Arrhythmogenicity. Methods Mol. Biol. 1816, 17-35. doi: 10.1007/978-1-
4939-8597-5_2

Mayourian, J., Ceholski, D. K., Gorski, P. A., Mathiyalagan, P., Murphy, J. F.,
Salazar, S. I, et al. (2018b). Exosomal microRNA-21-5p Mediates Mesenchymal
Stem Cell Paracrine Effects on Human Cardiac Tissue Contractility. Circ. Res.
122, 933-944. doi: 10.1161/CIRCRESAHA.118.312420

Mayourian, J., Savizky, R. M., Sobie, E. A., and Costa, K. D. (2016). Modeling
Electrophysiological Coupling and Fusion between Human Mesenchymal Stem
Cells and Cardiomyocytes. PLoS Comput. Biol. 12:e1005014. doi: 10.1371/
journal.pcbi.1005014

Menasche, P. (2018). Cell therapy trials for heart regeneration - lessons learned
and future directions. Nat. Rev. Cardiol. 15, 659-671. doi: 10.1038/s41569-018-
0013-0

Mendez-Ferrer, S., Michurina, T. V., Ferraro, F., Mazloom, A. R., Macarthur, B. D.,
Lira, S. A,, et al. (2010). Mesenchymal and haematopoietic stem cells form a
unique bone marrow niche. Nature 466, 829-834. doi: 10.1038/nature09262

Mora, M. T., Ferrero, ]. M., Gomez, J. F., Sobie, E. A., and Trenor, B. (2018). Ca(2+)
Cycling Impairment in Heart Failure Is Exacerbated by Fibrosis: Insights
Gained From Mechanistic Simulations. Front. Physiol. 9:1194. doi: 10.3389/
fphys.2018.01194

Murphy, J. F., Mayourian, J., Stillitano, F., Munawar, S., Broughton, K. M., Agullo-
Pascual, E., et al. (2019). Adult human cardiac stem cell supplementation

Frontiers in Physiology | www.frontiersin.org

January 2022 | Volume 12 | Article 755881


https://doi.org/10.1002/ejhf.1767
https://doi.org/10.1161/CIRCULATIONAHA.105.593038
https://doi.org/10.1161/CIRCULATIONAHA.105.593038
https://doi.org/10.1111/jcmm.12800
https://doi.org/10.1155/2018/3536854
https://doi.org/10.1155/2018/3536854
https://doi.org/10.1016/j.yjmcc.2012.03.008
https://doi.org/10.1016/j.yjmcc.2015.07.016
https://doi.org/10.1161/JAHA.119.013452
https://doi.org/10.1161/JAHA.119.013452
https://doi.org/10.1161/CIRCRESAHA.116.304360
https://doi.org/10.1152/ajpcell.00207.2009
https://doi.org/10.1001/jama.2012.25321
https://doi.org/10.1001/jama.2012.25321
https://doi.org/10.1161/CIRCRESAHA.110.222703
https://doi.org/10.1001/jama.2013.282909
https://doi.org/10.1371/journal.pone.0096725
https://doi.org/10.1126/scitranslmed.aat9683
https://doi.org/10.1126/scitranslmed.aat9683
https://doi.org/10.1016/j.jacc.2012.04.056
https://doi.org/10.1016/j.jacc.2012.04.056
https://doi.org/10.1161/CIRCRESAHA.114.303180
https://doi.org/10.1113/JP276132
https://doi.org/10.1113/JP276132
https://doi.org/10.1634/stemcells.2004-0213
https://doi.org/10.1161/CIRCULATIONAHA.118.034250
https://doi.org/10.1529/biophysj.106.101410
https://doi.org/10.1529/biophysj.106.101410
https://doi.org/10.1002/ejhf.1700
https://doi.org/10.1161/CIRCRESAHA.117.310796
https://doi.org/10.1161/CIRCRESAHA.117.311589
https://doi.org/10.1007/978-1-4939-8597-5_2
https://doi.org/10.1007/978-1-4939-8597-5_2
https://doi.org/10.1161/CIRCRESAHA.118.312420
https://doi.org/10.1371/journal.pcbi.1005014
https://doi.org/10.1371/journal.pcbi.1005014
https://doi.org/10.1038/s41569-018-0013-0
https://doi.org/10.1038/s41569-018-0013-0
https://doi.org/10.1038/nature09262
https://doi.org/10.3389/fphys.2018.01194
https://doi.org/10.3389/fphys.2018.01194
https://www.frontiersin.org/journals/physiology
https://www.frontiersin.org/
https://www.frontiersin.org/journals/physiology#articles

Phillips et al.

Computational Design of Cell-Based Cardiotherapy

effectively increases contractile function and maturation in human engineered
cardiac tissues. Stem Cell Res. Ther. 10:373. doi: 10.1186/s13287-019-1486-4

O’Hara, T., Virag, L., Varro, A, and Rudy, Y. (2011). Simulation of the
undiseased human cardiac ventricular action potential: model formulation and
experimental validation. PLoS Comput. Biol. 7:e1002061. doi: 10.1371/journal.
pcbi.1002061

Qiao, L., Hu, S, Liu, S., Zhang, H., Ma, H., Huang, K., et al. (2019). microRNA-
21-5p dysregulation in exosomes derived from heart failure patients impairs
regenerative potential. . Clin. Invest. 129, 2237-2250. doi: 10.1172/JCI123135

Quijada, P., Salunga, H. T., Hariharan, N., Cubillo, J. D., El-Sayed, F. G., Moshref,
M, et al. (2015). Cardiac Stem Cell Hybrids Enhance Myocardial Repair. Circ.
Res. 117, 695-706. doi: 10.1161/CIRCRESAHA.115.306838

Ranganath, S. H., Levy, O., Inamdar, M. S., and Karp, J. M. (2012). Harnessing the
mesenchymal stem cell secretome for the treatment of cardiovascular disease.
Cell Stem Cell 10, 244-258. doi: 10.1016/j.stem.2012.02.005

Sachse, F. B., Moreno, A. P., Seemann, G., and Abildskov, J. A. (2009). A model of
electrical conduction in cardiac tissue including fibroblasts. Ann. Biomed. Eng.
37, 874-889. doi: 10.1007/s10439-009-9667-4

Sanganalmath, S. K., and Bolli, R. (2013). Cell therapy for heart failure:
a comprehensive overview of experimental and clinical studies, current
challenges, and future directions. Circ. Res. 113, 810-834.

Smit, N. W, Cocera Ortega, L., Vegh, A. M. D., Meijborg, V. M. F., Smits, A. M.,
Klerk, M., et al. (2017). Human Cardiomyocyte Progenitor Cells in Co-culture
with Rat Cardiomyocytes Form a Pro-arrhythmic Substrate: Evidence for Two
Different Arrhythmogenic Mechanisms. Front. Physiol. 8:797. doi: 10.3389/
fphys.2017.00797

Tang, J., Shen, D., Caranasos, T. G., Wang, Z., Vandergriff, A. C., Allen, T. A,
etal. (2017). Therapeutic microparticles functionalized with biomimetic cardiac
stem cell membranes and secretome. Nat. Commun. 8:13724. doi: 10.1038/
ncomms13724

Tang, X. L., Li, Q., Rokosh, G., Sanganalmath, S. K., Chen, N., Ou, Q,, et al. (2016).
Long-Term Outcome of Administration of c-kit(POS) Cardiac Progenitor
Cells After Acute Myocardial Infarction: Transplanted Cells Do not Become
Cardiomyocytes, but Structural and Functional Improvement and Proliferation
of Endogenous Cells Persist for at Least One Year. Circ. Res. 118, 1091-1105.
doi: 10.1161/CIRCRESAHA.115.307647

Tomek, J., Bueno-Orovio, A., Passini, E., Zhou, X., Minchole, A., Britton, O., et al.
(2019). Development, calibration, and validation of a novel human ventricular
myocyte model in health, disease, and drug block. Elife 2019:8. doi: 10.7554/
eLife.48890

Tufan, H., Zhang, X. H., Haghshenas, N., Sussman, M. A., Cleemann, L., and
Morad, M. (2012). Cardiac progenitor cells engineered with Pim-1 (CPCeP)
develop cardiac phenotypic electrophysiological properties as they are co-
cultured with neonatal myocytes. J. Mol. Cell Cardiol. 53, 695-706. doi: 10.1016/
j.yjmec.2012.08.008

Vagnozzi, R. J., Maillet, M., Sargent, M. A., Khalil, H., Johansen, A. K. Z.,
Schwanekamp, J. A., et al. (2020). An acute immune response underlies the

benefit of cardiac stem cell therapy. Nature 577, 405-409. doi: 10.1038/s41586-
019-1802-2

Valiunas, V., Doronin, S., Valiuniene, L., Potapova, 1., Zuckerman, J., Walcott, B.,
etal. (2004). Human mesenchymal stem cells make cardiac connexins and form
functional gap junctions. J. Physiol. 555, 617-626. doi: 10.1113/jphysiol.2003.
058719

Van Berlo, J. H., Kanisicak, O., Maillet, M., Vagnozzi, R. J., Karch, J., Lin, S. C,, et al.
(2014). c-kit+ cells minimally contribute cardiomyocytes to the heart. Nature
509, 337-341. doi: 10.1038/nature13309

Vigneault, P., Naud, P., Qi, X,, Xiao, J., Villeneuve, L., Davis, D. R,, et al.
(2018). Calcium-dependent potassium channels control proliferation of cardiac
progenitor cells and bone marrow-derived mesenchymal stem cells. J. Physiol.
596, 2359-2379. doi: 10.1113/JP275388

Williams, A. R., Hatzistergos, K. E., Addicott, B., Mccall, F., Carvalho, D., Suncion,
V., et al. (2013). Enhanced effect of combining human cardiac stem cells and
bone marrow mesenchymal stem cells to reduce infarct size and to restore
cardiac function after myocardial infarction. Circulation 127, 213-223. doi:
10.1161/CIRCULATIONAHA.112.131110

Xie, Y., Garfinkel, A., Camelliti, P., Kohl, P., Weiss, J. N., and Qu, Z. (2009).
Effects of fibroblast-myocyte coupling on cardiac conduction and vulnerability
to reentry: A computational study. Heart Rhythm 6, 1641-1649. doi: 10.1016/j.
hrthm.2009.08.003

Zhang, Y. Y., Li, G, Che, H,, Sun, H. Y., Li, X, Au, W. K, et al. (2014).
Characterization of functional ion channels in human cardiac c-kit+ progenitor
cells. Basic Res. Cardiol. 109:407. doi: 10.1007/s00395-014-0407-z

Conflict of Interest: KC discloses his role as scientific co-founder and Chief
Scientific Officer of NovoHeart Ltd. NovoHeart did not play any role in the design
or conduct of this study.

The remaining authors declare that the research was conducted in the absence of
any commercial or financial relationships that could be construed as a potential
conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2022 Phillips, Turnbull, Hajjar, Costa and Mayourian. This is an open-
access article distributed under the terms of the Creative Commons Attribution
License (CC BY). The use, distribution or reproduction in other forums is permitted,
provided the original author(s) and the copyright owner(s) are credited and that the
original publication in this journal is cited, in accordance with accepted academic
practice. No use, distribution or reproduction is permitted which does not comply
with these terms.

Frontiers in Physiology | www.frontiersin.org

20

January 2022 | Volume 12 | Article 755881


https://doi.org/10.1186/s13287-019-1486-4
https://doi.org/10.1371/journal.pcbi.1002061
https://doi.org/10.1371/journal.pcbi.1002061
https://doi.org/10.1172/JCI123135
https://doi.org/10.1161/CIRCRESAHA.115.306838
https://doi.org/10.1016/j.stem.2012.02.005
https://doi.org/10.1007/s10439-009-9667-4
https://doi.org/10.3389/fphys.2017.00797
https://doi.org/10.3389/fphys.2017.00797
https://doi.org/10.1038/ncomms13724
https://doi.org/10.1038/ncomms13724
https://doi.org/10.1161/CIRCRESAHA.115.307647
https://doi.org/10.7554/eLife.48890
https://doi.org/10.7554/eLife.48890
https://doi.org/10.1016/j.yjmcc.2012.08.008
https://doi.org/10.1016/j.yjmcc.2012.08.008
https://doi.org/10.1038/s41586-019-1802-2
https://doi.org/10.1038/s41586-019-1802-2
https://doi.org/10.1113/jphysiol.2003.058719
https://doi.org/10.1113/jphysiol.2003.058719
https://doi.org/10.1038/nature13309
https://doi.org/10.1113/JP275388
https://doi.org/10.1161/CIRCULATIONAHA.112.131110
https://doi.org/10.1161/CIRCULATIONAHA.112.131110
https://doi.org/10.1016/j.hrthm.2009.08.003
https://doi.org/10.1016/j.hrthm.2009.08.003
https://doi.org/10.1007/s00395-014-0407-z
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/physiology
https://www.frontiersin.org/
https://www.frontiersin.org/journals/physiology#articles

	In silico Cell Therapy Model Restores Failing Human Myocyte Electrophysiology and Calcium Cycling in Fibrotic Myocardium
	Introduction
	Materials and Methods
	Mathematical Electrophysiology Models of Human c-Kit+ Cardiac Interstitial Cells and Other Non-excitable Cells
	Simulating Heterocellular Coupling Between Cardiomyocytes and Non-excitable Cells
	Modeling Paracrine Signaling Effects
	Parameter Sensitivity Analysis
	Generating Populations of Heart Failure Human Cardiomyocyte in Non-fibrotic and Fibrotic Myocardium Models

	Results
	Human c-Kit+ Cardiac Interstitial Cell Electrophysiology Model Development and Validation
	Coupling Human c-Kit+ Cardiac Interstitial Cell With Multiple Cardiomyocyte Species
	Comparison of Human c-Kit+ Cardiac Interstitial Cell and Human Mesenchymal Stem Cell Effects on Human Ventricular Cardiomyocytes
	Comparison of Non-excitable Cell Sinking Effects on Heart Failure Cardiomyocytes
	Parameter Sensitivity Analysis to Study Mechanisms of Non-excitable Cell Effects on Action Potentials and Calcium Transients in Coupled Cardiomyocytes
	Population-Based Modeling Approach to Optimize Cell Delivery Strategies for Correcting Failing Human Cardiomyocytes
	Role of Human Mesenchymal Stem Cell Paracrine Signaling for Correcting Heart Failure Cardiomyocytes in Fibrotic Myocardium
	Examining Potential Risks of Non-excitable Cell Supplementation

	Discussion
	Utility of in silico Approach to Study the Non-excitable Cell-Cardiomyocyte Interactome
	Validation of Human c-Kit+ Cardiac Interstitial Cell Electrophysiology Model
	Interpretation and Clinical Significance of Findings
	Limitations and Future Directions

	Data Availability Statement
	Author Contributions
	Funding
	Supplementary Material
	References


