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Abstract: Hydrogen sulfide (H2S) is a critical gasotransmitter that plays a dual role in phys-
iological and pathological processes, particularly in the gastrointestinal tract. While physio-
logical levels of H2S exert cytoprotective effects, excessive concentrations can lead to toxic-
ity, oxidative stress, and inflammation. The aim of this study was to investigate the dose-
dependent effects of exogenous H2S on mitochondrial functions and biogenesis in intestinal
epithelial cells under non-stressed conditions. Using a Caco-2 monolayer model, we evalu-
ated the impact of sodium hydrosulfide (NaHS) at concentrations ranging from 1 × 10−7 M
to 5 × 10−3 M on mitochondrial metabolism, redox balance, antioxidant defense, inflam-
matory responses, autophagy/mitophagy, and apoptosis. Our results demonstrated a
biphasic response: low-to-moderate H2S concentrations (1 × 10−7 M–1.5 × 10−3 M) en-
hance mitochondrial biogenesis through PGC-1α activation, upregulating TFAM and
COX-4 expression, and increasing the mtDNA copy number. In contrast, higher concentra-
tions (2 × 10−3–5 × 10−3 M) impair mitochondrial function, induce oxidative stress, and
promote apoptosis. These effects are associated with elevated reactive oxygen species (ROS)
production, dysregulation of antioxidant enzymes, and COX-2-mediated inflammation.
H2S-induced autophagy/mitophagy is a protective mechanism at intermediate concentra-
tions but fails to mitigate mitochondrial damage at toxic levels. This study underscores the
delicate balance between the cytoprotective and cytotoxic effects of exogenous H2S in in-
testinal cells, helping to develop new therapeutic approaches for gastrointestinal disorders.

Keywords: Caco-2 monolayer model; hydrogen sulfide; cytoprotection; oxidation
reduction; mitochondria/metabolism; gastrointestinal tract

1. Introduction
Hydrogen sulfide (H2S) is the third gaseous signaling molecule, alongside nitric oxide

(NO) and carbon monoxide (CO). As a versatile gasotransmitter, H2S plays critical roles
in various biological systems, including the gastrointestinal (GI), nervous, cardiovascular,
respiratory, renal, and hepatic systems, exhibiting physiological and pathological functions.

Antioxidants 2025, 14, 384 https://doi.org/10.3390/antiox14040384

https://doi.org/10.3390/antiox14040384
https://doi.org/10.3390/antiox14040384
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.mdpi.com/journal/antioxidants
https://www.mdpi.com
https://orcid.org/0000-0002-0629-0972
https://orcid.org/0000-0002-4403-2317
https://orcid.org/0000-0001-8255-4776
https://orcid.org/0009-0007-7279-331X
https://orcid.org/0000-0003-3929-3691
https://orcid.org/0000-0003-1423-0774
https://orcid.org/0000-0003-0538-6072
https://doi.org/10.3390/antiox14040384
https://www.mdpi.com/article/10.3390/antiox14040384?type=check_update&version=1


Antioxidants 2025, 14, 384 2 of 18

While high levels of H2S are toxic and pose significant health risks, its therapeutic potential
has garnered increasing attention, particularly for addressing inflammation, visceral pain,
oxidative stress, thrombosis, and cancer [1]. Notably, H2S exerts a dual role in mitochondrial
metabolism: it can stimulate mitochondrial electron transport by acting as an electron donor
to complex II of the electron transport chain (ETC) [2], but it can also inhibit complex IV,
disrupting ETC activity and energy production [3].

In the GI tract, H2S is produced endogenously by epithelial cells through cysteine
metabolism and exogenously by gut microbiota. Endogenous production is mediated
by key enzymes, including cystathionine β-synthase (CBS), cystathionine γ-lyase (CSE),
and 3-mercaptopyruvate sulfurtransferase (3MST), with CBS being the primary enzyme
in colonocytes. On the other hand, gut microbiota serves as a significant source of H2S,
primarily through the breakdown of cysteine by bacteria such as Fusobacterium, Clostrid-
ium, Escherichia, Salmonella, Klebsiella, Streptococcus, Desulfovibrio, and Enterobacter.
These bacteria utilize cysteine desulfhydrase to convert cysteine into H2S, pyruvate, and
ammonia. Additionally, sulfate-reducing bacteria (SRB) contribute to H2S production,
albeit to a lesser extent [4].

H2S regulates intestinal processes such as inflammation, ischemia/reperfusion injury,
and motility. However, in dysbiosis, excessive H2S production by gut microbiota is linked
to GI disorders, including ulcerative colitis, Crohn’s disease, and irritable bowel syndrome
(IBS). Beyond its pathological implications, H2S is essential for maintaining intestinal
physiology, influencing blood flow, motility, and epithelial barrier permeability [5]. Notably,
the dysregulated intestinal barrier, which acts as a barrier between the mucosal immune
system and the external environment, has a role in inflammatory diseases inside and
outside the GI tract [6]. Recent studies have explored the therapeutic potential of H2S
donors in reducing colonic inflammation, restoring microbiota balance, and regulating
mucosal homeostasis, as demonstrated in animal models of colitis [7].

A key cellular mechanism for managing energy demands, whether physiological or
pathological, is the regulation of mitochondrial biogenesis. This process involves the growth
and division of existing mitochondria and the selective removal of damaged organelles
through mitochondrial autophagy. Significant attention has been given to the signaling
pathways that activate mitochondrial biogenesis during oxidative stress [8]. Similar to
other gasotransmitters [9,10], endogenous H2S plays a crucial role in regulating oxidative
metabolism to maintain energy homeostasis, primarily through the modulation of the
mitochondrial transcriptional coactivator Peroxisome proliferator-activated receptor-γ
coactivator (PGC)-1α [11,12]. PGC-1α is the master regulator of mitochondrial biogenesis
and function, including detoxification of reactive oxygen species (ROS) [13]. It serves
as a critical link between mitochondrial metabolism, oxidative stress, and inflammatory
responses, regulating the expression of mitochondrial antioxidant genes. Dysregulation of
PGC-1α disrupts redox homeostasis, exacerbating inflammatory processes [14].

Emerging evidence underscores the central role of H2S in mitigating oxidative stress.
H2S modulates the activity and expression levels of antioxidant enzymes and achieves this
through persulfidation, a post-translational modification of key proteins that influences
their function [15,16]. This modification enables H2S to regulate the cellular signaling path-
ways involved in autophagy, inflammation, and stress responses, further highlighting its
multifaceted role in cellular physiology [17]. Moreover, H2S is among the few molecules ca-
pable of inducing mitochondrial biogenesis without prior organelle damage, underscoring
its unique therapeutic potential.

Based on these premises, the present study aimed to investigate the dual role of
H2S in the gut, focusing on the balance between its protective and toxic effects and its
therapeutic potential in GI diseases. Specifically, since the significant role of mitochondrial
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dysfunction in disorders such as IBD, IBS, and celiac disease has been demonstrated [18–20],
we explored how H2S regulates mitochondrial metabolism and biogenesis to maintain
redox homeostasis and mitigate inflammation,

Using a Caco-2 monolayer model, we treated these intestinal cells with exogenous H2S
(as sodium hydrosulfide, NaHS, at 1 × 10−7 M−5 × 10−3 M) under non-stressed conditions
to identify the concentration threshold at which H2S transitions from cytoprotective to
cytotoxic and to elucidate the underlying molecular mechanisms. Key analyses included
mitochondrial metabolic activity, cellular viability, ROS levels, and markers of mitochon-
drial biogenesis (PGC-1α, TFAM, COX-4, and mtDNA copy number). We also assessed
the antioxidant responses (SOD1/2), redox status (oxidatively modified mtDNA purines),
inflammation (COX-2), and autophagy/mitophagy markers (Beclin-1, LC3). The possible
induction of an apoptotic response was also evaluated (Bax/BCL-2 ratio). Untreated cells
served as controls.

The obtained findings could advance the understanding of the role of H2S in mito-
chondrial biogenesis and redox balance, offering new therapeutic strategies for GI diseases.

2. Materials and Methods
2.1. Cell Culture and Treatments

A human colon adenocarcinoma-derived Caco-2 cell line was cultured in DMEM with
10% FBS, 1% penicillin–streptomycin, and 1% MEM at 37 ◦C and 5% CO2, changing the
medium every 2–3 days until they formed a monolayer culture, 80–90% confluent. For
these experiments, sodium hydrosulfide (NaHS) was used as a fast H2S-releasing donor
(Sigma-Aldrich, Burlington, MA, USA). Cells were used in passages 10–15 to ensure a low
variability in our results. At confluence, the cells were treated in apical compartments with
different concentrations (from 1 × 10−7 M to 5 × 10−3 M) of NaHS for 24 h. Each treatment
included its control (untreated cells).

2.2. Metabolic Viability Assay (MTT)

The metabolic viability of H2S in Caco-2 cells was assessed using the MTT assay
(3-(4,5-dimethylthiazol-2yl)-2,5-diphenyl-tetrazolium bromide). This method measures
the reduction of the tetrazolium salt MTT into insoluble purple formazan crystals by
mitochondrial dehydrogenases, predominantly succinate dehydrogenase, in metabolically
active cells [21].

Briefly, Caco-2 cells were seeded at a density of 4 × 105 cells per well in 24-well culture
plates and incubated overnight in a CO2 incubator. The following day, treatments with
NaHS were administered at concentrations ranging from 1 × 10−7 M to 5 × 10−3 M, and
the cells were incubated for 24 h. After incubation, 50 µL of the MTT solution (5 mg/mL)
was added to each well containing 1 mL of DMEM medium, and the plates were incu-
bated for an additional 3 h at 37 ◦C in the dark. Subsequently, the medium was carefully
removed, and 150 µL of DMSO was added to each well to dissolve the formazan crystals.
The absorbance of the solubilized formazan was measured at 570 nm using a UV spec-
trophotometer. The quantity of formazan formed was directly proportional to the number
of viable, metabolically active cells, indicating cellular viability.

2.3. Crystal Violet Cell Proliferation Assay

This test is based on the logic that cells in the cell death process lose their adhesion
and detach from the cell culture plate, thus reducing the amount of staining dye. Based
on these properties, Crystal Violet staining directly relates to the attached cell biomass
(indicative of viable cells). Briefly, Caco-2 cells were seeded at a density of 4 × 104 cells per
well in 24-well culture plates and incubated overnight in a CO2 incubator. The following
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day, treatments with H2S were administered at concentrations ranging from 1 × 10−7 M to
5 × 10−3 M, and the cells were incubated for 24 h. At the end of the treatment, the cells
were fixed for 10 min in a buffered formalin solution (3.7%), washed with PBS (pH 7.3), and
subsequently stained with a 0.01% crystal violet solution in PBS. After carefully removing
the excess dye, the crystal violet-stained cells were dissolved in 1 mL of methanol, and the
optical density of the extracted dye was read with a spectrophotometer at 590 nm.

2.4. Reactive Oxygen Species (ROS) Production Assessment

ROS production after NaHS treatment was monitored using DCFH-DA. Briefly, Caco-2
cells were plated at 1 × 104 cells in dark 96-well plates with clear bottoms. After 24 h of
stabilization, the growth medium was replaced with 300 µL of clear DMEM without FBS
containing 4 µM DCFH-DA for 30 min, followed by an increasing dose treatment with
NaHS. After incubation for another 30 min, the cells were washed, and the fluorescence
intensity of the resulting DCF was quantitatively measured using a microplate reader with
485 nm excitation and 535 nm emission filters. Data are presented as percentage values
compared to the control.

2.5. Western Blotting Analysis

The untreated controls and treated cells were pelleted, and protein was extracted with
lysis buffer (Pierce RIPA buffer, manufactured by Thermo Scientific (Rockford, IL, USA))
and protease and phosphatase inhibitors (Thermo Scientific, Rockford, IL, USA). After ho-
mogenization and centrifugation at 14,000 rpm for 20 min at 4 ◦C, the protein concentration
was determined using a standard Bradford assay (Bio-Rad, Milan, Italy). Subsequently,
80 µg aliquots of total protein extracts from each sample were denatured in a 4× Laemmli
sample buffer at 70 ◦C for 10 min and loaded into pre-cast polyacrylamide gels (4–12%)
from Bio-Rad (Milan, Italy) for Western blot analysis. The samples were subjected to SDS-
PAGE electrophoresis and membrane transfer, sealed with 5% milk solution, and cut into
corresponding bands. The membranes were washed four times for 5 min each with TBS
solution and supplemented with 0.1% Tween-20 (TBST). The membranes were washed with
TBST and incubated overnight at 4 ◦C with a dilution of primary antibodies: superoxide
dismutase 1 (SOD1) (Cell Signaling Technology, Danvers, MA, USA, 37385), superoxide
dismutase 2 (SOD2) (Cell Signaling Technology, Danvers, MA, USA, 13141), TFAM (Cell
Signaling, Danvers, MA, USA, 7495), PGC-1α, Beclin-1 (Cell Signaling Technology, Danvers,
MA, USA, 3738), COX-2, COX-4 (Cell Signaling Technology, Danvers, MA, USA, 12282),
and-β-actin (Cell Signaling Technology, Danvers, MA, USA, 4970).

Then, the bands were rewashed with TBST and incubated for 1 h at room tempera-
ture with secondary antibodies: Anti-Rabbit IgG (1:10,000 dilutions, 211-032-171; Jackson
ImmunoResearch Inc., West Grove, PA, USA) or Anti-mouse IgG, HRP-linked Antibody
(1:1000 dilution, 7076; Cell Signaling Technology, Danvers, MA, USA) for 1 h at room
temperature (20–25 ◦C). The blots were washed four times for 5 min each with PBST.

The proteins were detected by Chemiluminescence (Clarity Western ECL substrate,
Bio-Rad, Milan, Italy), analyzing signals with the ChemiDoc System (Model No. Universal
Hood III), and Image Lab version 6.1 software from Bio-Rad Laboratories Inc. (Hercules,
CA, USA). To normalize each band’s densitometric values (OD units), the β-actin expression
was utilized as a reference.

2.6. Assessment of Mitochondrial DNA Copy Number

Total genomic DNA was isolated from the Caco-2 cells (2 × 106) cultured in the dif-
ferent experimental conditions using the DNeasy Blood and Tissue Kit (QIAGEN, Hilden,
Germany), according to the manufacturer’s instructions. The copy number of the mito-
chondrial DNA relative to the GAPDH nuclear gene was determined using a quantitative
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real-time polymerase chain reaction (qRT-PCR) via SYBR Green chemistry. Reactions were
performed in triplicate with a final volume of 10 µL containing 10 ng of total DNA, 0.2 µM
forward and reverse primers, and 1 × iTaq Universal SYBR Green Supermix (Bio-Rad
Laboratories Inc., Hercules, CA, USA) [22]. The PCR conditions were as follows: initial
denaturation at 95 ◦C for 10 min, followed by 40 cycles at 95 ◦C for 5 s, and annealing
and extension at 60 ◦C for 30 s. The relative mtDNA content (Ct ND1-Ct GAPDH) was
determined using the 2−∆Ct method [23]. The primer sequences are reported in Table 1.

Table 1. Primer sequences.

Gene Primers Foward Primers Reverse

ND1 5′-TTCTAATCGCAATGGCATTCCT-3′ 5′-AAGGGTTGTAGTAGCCCGTAG-3′

GAPDH 5′-CAGAACATCATCCCTGCCTCTAC-3′ 5′-TTGAAGTCAGAGGAGACCACCTG-3′

D-loop 5′-CTGTTCTTTCATGGGGAAGC-3′ 5′-AAAGTGCATACCGCCAAAAG-3′

ND1 GeneBank Accession number LC178901.1 Homo sapiens mitochondrial ND1 gene; GAPDH Gene Bank Ac-
cession number NG_007013.2 Homo sapiensglyceraldehyde-3-phosphate dehydrogenase (GAPDH), RefSeqGene
on chromosome 12); D-loop GeneBank Accession number MZ647962.1, Homo Sapiens D-loop, complete sequence;
mitochondrial.

2.7. Quantification of mtDNA Oxidized Purines

The abundance of oxidized purines in the D-Loop region of the mtDNA was evalu-
ated using formamidopyrimidine DNA glycosylase (Fpg) (New England Biolabs, Beverly,
MA, USA) digestion of total DNA. The method is based on the selective block of amplifica-
tion due to the single-strand breaks introduced by Fpg at the sites of oxidized purines. The
PCR amplification was conducted on Fpg-treated and untreated samples using an RT-PCR-
based SYBR Green chemistry detection method, as in Saini et al. [22]. Briefly, 250 ng of the
total DNA was incubated with 8 U of Fpg at 37 ◦C for 1 h. Untreated DNA served as the
negative control. The reaction was stopped by heating at 60 ◦C for 5 min. RT-PCR reactions
were performed in triplicate in a final volume of 20 µL containing 15 ng of the template
DNA, 0.5 µM forward and reverse D-loop primers, and 1 ×iTaq Universal SYBR Green
Supermix (Bio-Rad Laboratories Inc., Hercules, CA, USA). The relative abundance of oxida-
tive damage was calculated using the formula R = 2(Ct Fpg-treated − Ct untreated negative control).
The primer sequences are reported in Table 1.

2.8. Immunofluorescence Staining

Caco-2 cells (1 × 105 cells/well) were seeded in 24-well transwell plates and cultured
for 15 days to establish a polarized epithelial monolayer. The cells were then exposed to
increasing concentrations of NaHS for 24 h, washed with PBS, fixed in 4% paraformalde-
hyde at 4 ◦C for 20 min, and permeabilized with 0.5% Triton X-100. After blocking with
1% normal serum in PBS for 1 h, the cells were incubated overnight at 4 ◦C with an anti-
LC3A/B primary antibody (1:200, Cell Signaling). This was followed by a 1 h incubation
with Alexa 488-conjugated secondary antibody (1:1000, Invitrogen, Waltham, MA, USA)
and mounting with Prolong Gold Antifade containing DAPI. Fluorescence imaging was
performed using a Nikon Eclipse Ti2 microscope and analyzed with ImageJ1.54p (National
Institutes of Health).

2.9. Statistical Analysis

Data are presented as the mean ± standard error of the mean (SEM) or standard
deviation (SD) from at least three independent experiments, as specified. Normality was
assessed using the Shapiro–Wilk test. A one-way analysis of variance (ANOVA) was
performed for comparisons between multiple groups, followed by Dunnett’s post hoc test
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to compare the treated groups to the untreated control. A p-value of < 0.05 (* p < 0.05,
** p < 0.01, ***, **** p < 0.001). was considered statistically significant.

Linear regression analysis was conducted to evaluate the correlations between vari-
ables, with the Pearson correlation coefficients (R) and coefficients of determination (R2)
reported to quantify the strength and direction of the relationships. For the biphasic re-
sponses, the dose-dependent trends were analyzed using nonlinear regression models. All
experiments included the appropriate controls, and technical replicates were averaged
for each biological replicate. Statistical significance is indicated in the figures as follows:
* p < 0.05, ** p < 0.01, and *** p < 0.001.

3. Results
3.1. Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Mitochondrial
Metabolic Activity and Viability in Caco-2 Cells

The impact of NaHS on mitochondrial metabolism in the Caco-2 monolayer model
was assessed using the MTT assay, which measures mitochondrial dehydrogenase activity.
The cells were treated with increasing concentrations of NaHS to evaluate its effects on
metabolic activity.

Following a 24 h treatment, a significant (p < 0.05) biphasic biological response was
observed (Figure 1A).
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Figure 1. Effects of different concentrations of NaHS on metabolic activity and cell viability of Caco-2
cells after 24 h of treatment. (A) The percentage change in the metabolic activity of the cells was
measured using the MTT assay. (B) The percentage change of the cell viability was measured using
the crystal violet assay. The results are expressed as the mean ± SEM of at least three independent
experiments. * p < 0.05, ** p < 0.01 vs. the control group (CTRL).

The highest concentrations of NaHS effectively impaired mitochondrial metabolic
activity, as demonstrated by a significant reduction compared to the untreated control
(CTRL) cells (showed by the cells treated with 2.5 × 10−3 M, 3 × 10−3 M, and 5 × 10−3 M);
on the contrary, at the lower concentrations, the mitochondrial dehydrogenase activity
remains, not showing any significant change. Furthermore, the percentage changes in cell
viability, as determined by the crystal violet assay (Figure 1B), demonstrated that NaHS
concentrations of 1 × 10−3 M and 1.5 × 10−3 M significantly increased cell viability by
27.76% and 39.73%, respectively (p < 0.05).

In contrast, cell viability was significantly reduced at higher concentrations, with
decreases of 18.15% and 25.23% observed at NaHS concentrations of 3 × 10−3 M and
5 × 10−3 M, respectively (p < 0.05). These initial findings underscore the biphasic effect of
NaHS on cell viability. In the range of 1 × 10−7 M to 1.5 × 10−3 M, an increasing trend
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in cell viability was observed, accompanied by stable metabolic activity. Conversely, at
concentrations from 2 × 10−3 M to 5 × 10−3 M, this effect was reversed, marked by a
significant reduction in cell viability and metabolic activity.

3.2. Effects of Treatment with Different Concentrations of H2S-Releasing Donor on
Oxidative Stress

The investigation of ROS production following treatment with the H2S donor NaHS
revealed a nuanced, dose-dependent response. Fluorescence intensity measurements,
used as a proxy for the ROS levels, indicated a non-significant increase at lower NaHS
concentrations compared to the CTRL cells. This modest elevation showed variability,
particularly at intermediate doses.

This modest elevation exhibited variability, especially at intermediate doses. In con-
trast, NaHS concentrations starting at 2 × 10−3 M elicited a marked and statistically
significant increase in fluorescence intensity (p < 0.05), indicative of elevated ROS pro-
duction and substantial oxidative stress. These findings suggest the presence of a critical
threshold beyond which NaHS exposure disrupts cellular redox equilibrium (Figure 2A).
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The potential effect of NaHS supplementation on mtDNA oxidative damage was
evaluated. A biphasic pattern of oxidative damage emerged, with statistically significant
increases observed at NaHS concentrations of 2 × 10−3 M, 2.5 × 10−3 M, and 3 × 10−3 M
compared to the CTRL cells (p < 0.05) (Figure 2B). A statistically significant positive corre-
lation was found between the Fpg-sensitive mtDNA damage and ROS levels (R2 = 0.60,
p = 0.0052). These data suggest that excessive levels of ROS produced at high NaHS concen-
trations can damage mtDNA, ultimately disrupting mitochondrial function and triggering
a self-perpetuating cycle of amplified ROS production (Figure 2C).

3.3. Effects of Treatment with Different Concentrations of H2S-Releasing Donor on
Mitochondrial Biogenesis

The potential effects of NaHS supplementation on mitochondrial biogenesis were
evaluated by assessing the relative levels of the transcription coactivator PGC-1α, its
downstream regulated protein, the mitochondrial transcription factor TFAM, the mito-
chondrial mass marker cytochrome c oxidase subunit 4 (COX-4), and the relative mtDNA
copy number.
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A statistically significant biphasic effect of NaHS on PGC-1α was shown by the bell-
shaped curve of the protein levels elicited by the increasing supplementation of NaHS
(Figure 3A). Dunnett’s post-test revealed a significant increase in protein levels in the cells
treated with 1 × 10−3 M, 1.5 × 10−3 M and 3 × 10−3 M NaHS (p < 0.05). Additionally,
the TFAM and COX-4 protein levels were significantly affected by the NaHS treatment
(Figure 3B,C). Specifically, a statistically significant increase was observed in the cells
supplemented with 1 × 10−3 M and 1.5 × 10−3 M NaHS for TFAM and in the cells
supplemented with 1 × 10−3 M NaHS for COX-4 (p < 0.05). These findings indicate that
the gasotransmitter’s stimulatory effect on the TFAM and COX-4 levels occurred at lower
NaHS concentrations than its impact on the PGC-1α levels.
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Figure 3. Relative expression levels of the key proteins involved in mitochondrial biogenesis and the
mtDNA relative copy number in the Caco-2 monolayer model treated with increasing concentrations
of NaHS. Protein abundance was assessed by Western blotting, with densitometric quantification
normalized to β-actin. The copy number of mitochondrial DNA relative to the GAPDH nuclear gene
was determined using the quantitative real-time polymerase chain reaction (qRT-PCR). (A) PGC-1α:
The top panel shows the mean relative expression normalized to β-actin, while the bottom panel
displays representative Western blot images. (B) TFAM: The top panel presents the mean relative
expression normalized to β-actin, and the bottom panel shows corresponding Western blot images.
(C) COX-4: The top panel illustrates the mean relative expression normalized to β-actin, with the
bottom panel showing representative Western blot images. (D) Copy number of mitochondrial DNA
relative to the GAPDH nuclear gene. The results are expressed as the mean ± SD from at least three
independent experiments. Statistical significance relative to the untreated control cells is indicated
(* p < 0.05).

NaHS supplementation significantly impacted the relative copy number of mtDNA
in the Caco-2 monolayer model. Treatment with NaHS in the range of 10−7–10−4 M
increased the mtDNA copy number compared to the CTRL group, with notable differences
observed at 5 × 10−4 M (p < 0.05). However, at higher concentrations of NaHS, a decline
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in the mtDNA copy number was detected. Taken as a whole, these results indicate a
concentration-dependent biphasic effect of NaHS on mitochondrial biogenesis (Figure 3D).

3.4. Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Antioxidant
Defense and Inflammatory Response

Protein levels of the antioxidant enzyme superoxide dismutase (SOD) were assessed
to determine whether exposure to NaHS could activate cellular antioxidant defense mecha-
nisms. The cytoplasmic (SOD1) (Figure 4A) and the mitochondrial (SOD2) proteins were
evaluated (Figure 4B). Both enzymes exhibited a bell-shaped response to increasing NaHS
concentrations. A significant increase was observed at 5 × 10−4 M, 1 × 10−3 M, and
1.5 × 10−3 M for the cytoplasmic SOD1, and at 1.5 × 10−3 M for the mitochondrial SOD2.
At higher NaHS concentrations, the toxic effects of the gas became apparent, as indicated
by a decline in the levels of both proteins.

Antioxidants 2025, 14, x FOR PEER REVIEW 9 of 19 
 

trations of NaHS. Protein abundance was assessed by Western blotting, with densitometric quan-

tification normalized to β-actin. The copy number of mitochondrial DNA relative to the GAPDH 

nuclear gene was determined using the quantitative real-time polymerase chain reaction 

(qRT-PCR). (A) PGC-1α: The top panel shows the mean relative expression normalized to β-actin, 

while the bottom panel displays representative Western blot images. (B) TFAM: The top panel 

presents the mean relative expression normalized to β-actin, and the bottom panel shows corre-

sponding Western blot images. (C) COX-4: The top panel illustrates the mean relative expression 

normalized to β-actin, with the bottom panel showing representative Western blot images. (D) 

Copy number of mitochondrial DNA relative to the GAPDH nuclear gene. The results are ex-

pressed as the mean ± SD from at least three independent experiments. Statistical significance rela-

tive to the untreated control cells is indicated (* p < 0.05). 

NaHS supplementation significantly impacted the relative copy number of mtDNA 

in the Caco-2 monolayer model. Treatment with NaHS in the range of 10−7–10−4 M in-

creased the mtDNA copy number compared to the CTRL group, with notable differences 

observed at 5 × 10−4 M (p < 0.05). However, at higher concentrations of NaHS, a decline in 

the mtDNA copy number was detected. Taken as a whole, these results indicate a con-

centration-dependent biphasic effect of NaHS on mitochondrial biogenesis (Figure 3D). 

3.4. Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Antioxidant 

Defense and Inflammatory Response 

Protein levels of the antioxidant enzyme superoxide dismutase (SOD) were assessed 

to determine whether exposure to NaHS could activate cellular antioxidant defense 

mechanisms. The cytoplasmic (SOD1) (Figure 4A) and the mitochondrial (SOD2) proteins 

were evaluated (Figure 4B). Both enzymes exhibited a bell-shaped response to increasing 

NaHS concentrations. A significant increase was observed at 5 × 10−4 M, 1 × 10−3 M, and 

1.5 × 10−3 M for the cytoplasmic SOD1, and at 1.5 × 10−3 M for the mitochondrial SOD2. At 

higher NaHS concentrations, the toxic effects of the gas became apparent, as indicated by 

a decline in the levels of both proteins. 

 

Figure 4. Relative expression levels of the key proteins involved in antioxidant defense in the Ca-

co-2 monolayer model treated with increasing concentrations of NaHS. Protein abundance was 

assessed by Western blotting, with densitometric quantification normalized to β-actin. (A) SOD1: 

The top panel shows the mean relative expression normalized to β-actin, while the bottom panel 

displays representative Western blot images. (B) SOD2: The top panel presents the mean relative 

expression normalized to β-actin, and the bottom panel shows corresponding Western blot images. 

Figure 4. Relative expression levels of the key proteins involved in antioxidant defense in the Caco-2
monolayer model treated with increasing concentrations of NaHS. Protein abundance was assessed
by Western blotting, with densitometric quantification normalized to β-actin. (A) SOD1: The top
panel shows the mean relative expression normalized to β-actin, while the bottom panel displays
representative Western blot images. (B) SOD2: The top panel presents the mean relative expression
normalized to β-actin, and the bottom panel shows corresponding Western blot images. The results
are expressed as the mean ± SD from at least three independent experiments. Statistical significance
relative to the untreated control cells is indicated (** p < 0.01).

To explore the potential induction of an inflammatory state resulting from an oxidative
imbalance, the pro-inflammatory enzyme cyclooxygenase-2 (COX-2) levels were measured.
In the Caco-2 monolayer model treated with increasing concentrations of the H2S donor
NaHS, a significant elevation in COX-2 levels was observed, particularly at higher NaHS
concentrations, with the peak occurring at 2.5 × 10−3 M NaHS (Figure 5A). Moreover, the
significant relationship between the COX-2 and ROS levels (R2 = 0.74, p = 0.0007) suggests
a link between oxidative stress and inflammatory signaling (Figure 5B).
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Figure 5. (A) Relative expression levels of COX-2, a key protein involved in the inflammatory
response, in the Caco-2 monolayer model, treated with escalating concentrations of NaHS. Western
blotting determined protein abundance, and densitometric quantification was normalized to β-actin.
The top panel displays the mean relative expression of COX-2 normalized to β-actin, while the
bottom panel shows representative Western blot images. (B) Linear regression showing the correlation
between the relative expression of COX-2 and ROS production in the Caco-2 monolayer model treated
with escalating concentrations of NaHS. Data are presented as the mean ± SD from at least three
independent experiments. Statistical significance relative to the untreated control cells is indicated
(* p < 0.05).

3.5. Effects of Treatment with Different Concentrations of H2S-Releasing Donor on
Autophagy/Mitophagy and Apoptosis Response

This study investigated the effects of NaHS supplementation on cellular autophagy
and mitophagy by analyzing the expression of Beclin-1, a key regulator of these processes,
and monitoring autophagosome formation. Treatment with NaHS at various concentra-
tions revealed significant increases in Beclin-1 expression at 5 × 10−4 M, 1 × 10−3 M,
1.5 × 10−3 M, and 2.5 × 10−3 M, with percentage increases of 20.21%, 19.53%, 40.5%, and
28.9%, respectively. In contrast, a remarkable 46.03% reduction in Beclin-1 expression
occurred at 5 × 10−4 M (Figure 6A). The immunofluorescence data confirmed a correlation
between Beclin-1 upregulation and autophagosome formation, emphasizing the role of
NaHS in autophagy/mitophagy regulation (Figure 6B).

Building on these findings, this study further investigated the effects of NaHS on the
apoptosis Caco-2 monolayer model, particularly at high concentrations. The Bax/Bcl-2 ratio
was assessed to provide deeper insights into the mechanisms underlying apoptotic regulation.

At concentrations of 2.5 × 10−3 M, 3 × 10−3 M, and 5 × 10−3 M, we observed a significant
increase (p < 0.05) in this ratio, with gains of 82%, 76%, and 56%, respectively (Figure 7A–C).
These results suggest that NaHS influences the mitochondrial apoptosis pathway, promoting
mitochondria-dependent apoptosis and Bax translocation at high concentrations.
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Figure 6. Protein levels of Beclin-1 and autophagosome formation in the Caco-2 monolayer model
treated with increasing concentrations of NaHS. (A) Beclin-1 protein levels were analyzed by Western
blot at varying concentrations of the H2S-releasing donor NaHS: the top panel shows the mean
relative expression normalized to β-actin. In contrast, the bottom panel displays representative
Western blot images. The results are expressed as the mean ± SEM from at least three independent
experiments. Statistical significance relative to the untreated control cells is indicated (* p < 0.05,
** p < 0.01). (B) Representative 40× immunofluorescence (IF) images showing LC3 expression and
autophagosome formation in the Caco-2 monolayer model treated with escalating concentrations of
NaHS. The yellow arrows indicate autophagosomes.
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Figure 7. The relative expression levels of apoptosis proteins and the Bax/Bcl2 ratio. Western blot
analysis was performed to quantify the expression of key apoptosis-related proteins, including Bax,
Bcl2, and the Bax/Bcl2 ratio, in the Caco-2 monolayer model treated with escalating concentrations
of NaHS. Protein abundance was assessed by Western blotting, with densitometric quantification
normalized to β-actin. (A) Bcl2: The top panel shows the mean relative expression normalized
to β-actin, while the bottom panel displays representative Western blot images. (B) Bax: The top
panel presents the mean relative expression normalized to β-actin, and the bottom panel shows
corresponding Western blot images. (C) Bax/Bcl2 ratio. Data are presented as the mean ± SD from at
least three independent experiments. Statistical significance relative to the untreated control cells is
indicated (** p < 0.01).

The expression trends of ROS levels, COX-2, and the Bax/Bcl-2 ratio (Figure 8A)
identify 1.5–2.0 × 10−3 M NaHS as a critical threshold. Below this concentration, ROS
production, mitochondrial biogenesis, and autophagy/mitophagy exhibited a coordinated
response. Above this threshold, the ROS levels increased alongside mitochondrial DNA
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damage, inflammation, and apoptosis. Correlation analyses between the Bax/Bcl-2 ratio
and COX-2 expression revealed a significant positive correlation (R2 = 0.56, p = 0.008),
indicating that an elevated COX-2 expression is associated with a shift toward apoptosis.
These findings suggest that heightened ROS levels and reduced antioxidant capacity drive
an inflammatory response that modulates the apoptotic pathways in NaHS-treated cells
(Figure 8B).
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Figure 8. Relationship between ROS levels, COX-2 expression, and Bax/Bcl2 Ratio in the NaHS-
treated Caco-2 monolayer model. (A) The expression trends of ROS levels, COX-2, and Bax/Bcl2.
(B) Linear regression showing the correlation between the relative expression of COX-2 and the
Bax/Bcl2 ratio in the Caco-2 monolayer model treated with escalating concentrations of NaHS. For
each protein pair, the R2 value, p-value, and Pearson correlation equation are provided, indicating
the strength and direction of the correlations.

4. Discussion
The present study aimed to investigate the balance between the protective and toxic

effects of exogenous H2S in intestinal redox metabolism under non-stressed conditions,
focusing on regulating mitochondrial biogenesis to maintain cellular homeostasis. We
explored the therapeutic potential of NaHS, a physiological precursor of H2S, which impacts
several mitochondrial functions, including the modulation of bioenergetics, antioxidant
effects, and regulation of cell death [8]. Exogenous H2S donors have been utilized in various
cellular and animal models, particularly for their impact on the cardiovascular and nervous
systems [24]. In mammalian cells and tissues, H2S is typically present at low concentrations
(1 × 10−8–3 × 10−8 M) [25], while the physiological levels in the human large intestine are
in the millimolar range, with the free form in the micromolar range [26]. The literature
suggests that micromolar concentrations of H2S can energize mitochondria in the gut by
boosting cell respiration [27]. Therefore, a wide range of NaHS concentrations, from nano-
to millimolar, was used in this study to determine appropriate therapeutic concentrations
in the gut.

The data demonstrate that NaHS exhibits dose-dependent effects on Caco-2 cells,
a monolayer model of intestinal cells. Treatment with the H2S precursor resulted in a
biphasic curve of mitochondrial activity, with a slight increase at lower concentrations and
significant impairment only at the highest millimolar concentrations. Cell viability was
affected in a similar way, highlighting the nuanced role of H2S donors in intestinal cellular
metabolism and suggesting potential thresholds for cytotoxic effects.

Since ROS produced during respiration by electron leakage along the mitochondrial
ECT do not have exclusively deleterious roles but also provide redox signals for organelle
maintenance [8], the production of these reactive species following treatment with in-
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creasing doses of NaHS was investigated. The results revealed a bell-shaped response,
characterized by a non-significant increase in ROS levels at lower donor concentrations, fol-
lowed by a pronounced and significant rise starting at 2 mM NaHS. This pattern indicates
elevated ROS production and significant oxidative stress at higher concentrations.

The ROS imbalance at these concentrations was confirmed by the significant rise in
oxidatively modified purines of mtDNA at 2 × 10−3 M NaHS compared to the untreated
cells. Elevated levels of oxidants can stimulate crosstalk between the nucleus and mito-
chondria to regulate organelle biogenesis in severe sepsis [8]. Notably, H2S is among the
molecules that induce mitochondrial biogenesis under non-stressed conditions [28,29].

In search of the molecular mechanism underlying the regulation of mitochondrial
functions in Caco-2 cells by NaHS treatments, levels of the “master regulator” of mito-
chondrial biogenesis, PGC-1α, were investigated. Endogenous H2S has been found to
trigger organelle biogenesis through the induction of PGC-1α [9]. Additionally, PGC-1α
is persulfidated by endogenous molecules, positively influencing its nuclear localization
and increasing its activity, leading to mitochondrial biogenesis [12]. Several reports show
that exogenous H2S can upregulate the expression of PGC-1α in various tissues and cells,
including the brain [30], liver [11], kidney [31], and heart [32,33], and increase its activity
through persulfidation [11]. Mice administered with an H2S-releasing compound showed
reduced cytosolic PGC-1α levels, increased nuclear levels of the protein, and increased ex-
pression of its downstream regulated genes [29]. Significant increases in PGC-1α appeared
at slightly higher H2S donor concentrations than those of its downstream regulated TFAM
protein and the mitochondrial mass marker COX-4. Based on these findings [11,30–33], it
is suggested that exogenous H2S-related stimulation of mitochondrial biogenesis initially
occurs through the activation of PGC-1α activity, followed by the upregulation of its ex-
pression at higher concentrations. A significant bell-shaped curve was also observed when
the copy number of mtDNA was determined in the cells treated with increasing NaHS
concentrations, further confirming the positive effects of moderate concentrations of the
gasotransmitter on mitochondrial biogenesis. The drop in the mtDNA copy number and
COX-4 protein levels at higher concentrations emphasizes the complexity of H2S biology,
whose higher levels negatively affect mitochondrial bioenergetics [3].

The ability of cells to cope with increased ROS production was analyzed. Sulfide is an
antioxidant that can scavenge one- or two-electron molecules, but low cellular concentra-
tions limit its effectiveness [34]. H2S modulates the expression of antioxidant genes [15,16],
so levels of the superoxide dismutase enzymes, cytoplasmic SOD1, and mitochondrial
SOD2 were analyzed. NaHS administration promotes the expression of SOD enzymes in
various tissues [35–38]. The NaHS dose-response biphasic curve for both enzymes indicates
an early adaptive antioxidant response to support redox homeostasis, which appears to be
overwhelmed at higher H2S donor concentrations, as shown by the drop in the two proteins
at NaHS concentrations above 1.5 × 10−3 M. This concentration appears to represent a
critical threshold beyond which exposure to NaHS disrupts the cellular redox balance in
the gut.

The concerted response of both enzymes, not just the mitochondrial one, implies a
ROS-induced response at the nuclear level, leading to increased antioxidant defense [39].
Since the imbalance between reactive species production and their elimination by protective
mechanisms leads to inflammation [8], it was investigated whether H2S could mediate
inflammation in Caco-2 cells under non-stressed conditions. Significant increases in the
COX-2 inflammatory molecule were observed at millimolar NaHS concentrations when
antioxidant defenses appeared to be overwhelmed, further supporting the suggested
critical threshold. According to the newly defined role of the gasotransmitter as a driver of
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inflammation in several pathologies [40], results from this study may help develop novel
approaches for gut inflammatory diseases.

The significant increase in ROS production and COX-2 expression at higher NaHS
concentrations correlates with the activation of apoptotic pathways, as shown by the
elevated Bax/Bcl-2 ratio. This suggests that oxidative stress and inflammation are key
drivers of H2S-induced apoptosis at toxic concentrations.

Maintaining mitochondrial homeostasis by clearing damaged organelles is a crucial
cellular mechanism. Impaired mitochondria can be removed through mitophagy, a specific
form of autophagy responsible for proper mitochondrial turnover. Increasing attention
has been paid to the role of autophagy/mitophagy in GI pathologies as a homeostatic
mechanism to mitigate cell stress [41–44].

There has been debate on the roles of H2S in autophagy. This signaling molecule
appears to be involved in both pro- and anti-autophagy pathways [45] and has also been
demonstrated to regulate mitophagy [46]. Several reports highlight the exogenous H2S
donor-mediated upregulation of mitophagy in various tissues [47,48]. To assess whether the
cellular response to toxic levels of NaHS in the Caco-2 monolayer model involves autophagy
or mitophagy as a defense mechanism against impaired mitochondrial metabolism, the
levels of Beclin-1 and LC3 were evaluated. Beclin-1 plays a central role in autophagosome
formation and, through its interaction with parkin [49], also contributes to the initiation of
mitophagy [8]. LC3, a microtubule-associated protein, serves as a marker of autophagosome
levels. Our results support an H2S-ROS crosstalk that affects autophagy/mitophagy as
key compensatory mechanisms in response to H2S-induced mitochondrial stress. The
upregulation of Beclin-1 and LC3 expression at intermediate H2S concentrations suggests
an attempt to remove damaged mitochondria and restore cellular balance. However,
these processes fail to mitigate mitochondrial damage at higher concentrations, leading to
apoptotic cell death.

Data from this study confirm the role of H2S in inducing DNA damage/repair, thus
affecting the cell cycle. Hydrogen sulfide gas has a cell growth regulatory role [50]. Indeed,
the dual-faced behavior of H2S, cytoprotective or cytotoxic due to its concentration, is
further evidenced by its ability to induce apoptosis at concentrations above a certain
threshold [51]. Our results demonstrate that, above the threshold of 1.5–2 × 10−3 M, the
molecule activates multiple cellular defense mechanisms, including antioxidant enzymes
and autophagy/mitophagy pathways. These coordinated responses aim to counteract
the molecular damage induced by the molecule itself and restore cellular homeostasis.
However, when these defenses are overwhelmed, cells experience oxidative imbalance and
inflammatory conditions, leading H2S to trigger apoptotic death in the compromised cells.

While our results may provide valuable insights, this study is limited by its reliance on
an in vitro model. Results are mandatory for future studies aimed to validate them in vivo
and explore the effects of exogenous H2S in more complex systems, such as organoids or
animal models.

5. Conclusions
This study provides evidence for the biphasic effects of exogenous H2S in regulat-

ing mitochondrial function and biogenesis in intestinal epithelial cells under non-stress
conditions. H2S enhances mitochondrial biogenesis at low-to-moderate concentrations,
upregulates antioxidant defenses, and supports cellular homeostasis. However, at higher
concentrations, H2S induces oxidative stress, disrupts mitochondrial function, and triggers
inflammation. The activation of PGC-1α primarily mediates the cytoprotective effects
of H2S, while excessive ROS production and COX-2 activation at higher concentrations
lead to mitochondrial dysfunction and apoptosis. These findings highlight the therapeutic
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potential of H2S donors in GI diseases but emphasize the need for precise titration to avoid
adverse effects.
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3MST 3-Mercaptopyruvate Sulfurtransferase
ANOVA Analysis of Variance
Bax Bcl-2-associated X protein
BCL-2 B-cell lymphoma 2
CBS Cystathionine β-Synthase
CO Carbon Monoxide
COX-2 Cyclooxygenase-2
COX-4 Cytochrome c Oxidase Subunit 4
CTRL Control
DCF Dichlorofluorescein
DCFH-DA 2′,7′-Dichlorodihydrofluorescein Diacetate
DMEM Dulbecco’s Modified Eagle Medium
DMSO Dimethyl Sulfoxide
DNA Deoxyribonucleic Acid
ETC Electron Transport Chain
FBS Fetal Bovine Serum
Fpg Formamidopyrimidine DNA Glycosylase
GI Gastrointestinal
H2S Hydrogen Sulfide
HRP Horseradish Peroxidase
IBD Inflammatory Bowel Disease
IBS Irritable Bowel Syndrome
IgG Immunoglobulin G
LC3 Microtubule-Associated Protein 1A/1B-Light Chain 3
MEM Minimum Essential Medium
MST Mercaptopyruvate Sulfurtransferase
mtDNA Mitochondrial DNA
MTT 3-(4,5-Dimethylthiazol-2-yl)-2,5-Diphenyl-Tetrazolium Bromide
NaHS Sodium Hydrosulfide
NO Nitric Oxide
OD Optical Density
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PBS Phosphate-Buffered Saline
PBST Phosphate-Buffered Saline with Tween-20
PGC-1α Peroxisome Proliferator-Activated Receptor Gamma Coactivator 1-Alpha
qRT-PCR Quantitative Real-Time Polymerase Chain Reaction
RIPA Radioimmunoprecipitation Assay Buffer
ROS Reactive Oxygen Species
RPM Revolutions Per Minute
SDS-PAGE Sodium Dodecyl Sulfate-Polyacrylamide Gel Electrophoresis
SEM Standard Error of the Mean
SOD1 Superoxide Dismutase 1
SOD2 Superoxide Dismutase 2
SRB Sulfate-Reducing Bacteria
TFAM Mitochondrial Transcription Factor A
TBS Tris-Buffered Saline
TBST Tris-Buffered Saline with Tween-20
UV Ultraviolet
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7. Dordević, D.; Jančíková, S.; Vítězová, M.; Kushkevych, I. Hydrogen sulfide toxicity in the gut environment: Meta-analysis of
sulfate-reducing and lactic acid bacteria in inflammatory processes. J. Adv. Res. 2021, 27, 55–69. [CrossRef] [PubMed]

8. Suliman, H.B.; Piantadosi, C.A. Mitochondrial biogenesis: Regulation by endogenous gases during inflammation and organ
stress. Curr. Pharm. Des. 2014, 20, 5653–5662. [CrossRef]

9. Nisoli, E.; Clementi, E.; Paolucci, C.; Cozzi, V.; Tonello, C.; Sciorati, C.; Bracale, R.; Valerio, A.; Francolini, M.; Moncada, S.; et al.
Mitochondrial biogenesis in mammals: The role of endogenous nitric oxide. Science 2003, 299, 896–899. [CrossRef]

10. Suliman, H.B.; Carraway, M.S.; Tatro, L.G.; Piantadosi, C.A. A new activating role for CO in cardiac mitochondrial biogenesis.
J. Cell Sci. 2007, 120 Pt 2, 299–308. [CrossRef]

11. Untereiner, A.A.; Wang, R.; Ju, Y.; Wu, L. Decreased Gluconeogenesis in the Absence of Cystathionine Gamma-Lyase and the
Underlying Mechanisms. Antioxid. Redox Signal. 2016, 24, 129–140. [CrossRef]

12. Untereiner, A.A.; Fu, M.; Módis, K.; Wang, R.; Ju, Y.; Wu, L. Stimulatory effect of CSE-generated H2S on hepatic mitochondrial
biogenesis and the underlying mechanisms. Nitric Oxide 2016, 58, 67–76. [CrossRef]

13. Qian, L.; Zhu, Y.; Deng, C.; Liang, Z.; Chen, J.; Chen, Y.; Wang, X.; Liu, Y.; Tian, Y.; Yang, Y. Peroxisome proliferator-activated
receptor gamma coactivator-1 (PGC-1) family in physiological and pathophysiological process and diseases. Signal Transduct.
Target. Ther. 2024, 9, 50. [CrossRef] [PubMed]

14. Rius-Pérez, S.; Torres-Cuevas, I.; Millán, I.; Ortega, Á.L.; Pérez, S. PGC-1α, Inflammation, and Oxidative Stress: An Integrative
View in Metabolism. Oxid. Med. Cell. Longev. 2020, 2020, 1452696. [CrossRef]

15. Searcy, D.G.; Whitehead, J.P.; Maroney, M.J. Interaction of Cu,Zn superoxide dismutase with hydrogen sulfide. Arch. Biochem.
Biophys. 1995, 318, 251–263. [CrossRef] [PubMed]

16. Xie, Z.Z.; Liu, Y.; Bian, J.S. Hydrogen Sulfide and Cellular Redox Homeostasis. Oxid. Med. Cell. Longev. 2016, 2016, 6043038.
[CrossRef] [PubMed]

https://doi.org/10.3390/molecules20059099
https://doi.org/10.1096/fj.12-216507
https://www.ncbi.nlm.nih.gov/pubmed/23104984
https://doi.org/10.1042/bj2240591
https://www.ncbi.nlm.nih.gov/pubmed/6097224
https://doi.org/10.1152/ajpgi.00261.2020
https://doi.org/10.3390/microorganisms3040866
https://www.ncbi.nlm.nih.gov/pubmed/27682122
https://doi.org/10.1016/S2468-1253(24)00390-X
https://doi.org/10.1016/j.jare.2020.03.003
https://www.ncbi.nlm.nih.gov/pubmed/33318866
https://doi.org/10.2174/1381612820666140306095717
https://doi.org/10.1126/science.1079368
https://doi.org/10.1242/jcs.03318
https://doi.org/10.1089/ars.2015.6369
https://doi.org/10.1016/j.niox.2016.06.005
https://doi.org/10.1038/s41392-024-01756-w
https://www.ncbi.nlm.nih.gov/pubmed/38424050
https://doi.org/10.1155/2020/1452696
https://doi.org/10.1006/abbi.1995.1228
https://www.ncbi.nlm.nih.gov/pubmed/7733652
https://doi.org/10.1155/2016/6043038
https://www.ncbi.nlm.nih.gov/pubmed/26881033


Antioxidants 2025, 14, 384 17 of 18

17. Cornwell, A.; Badiei, A. From Gasotransmitter to Immunomodulator: The Emerging Role of Hydrogen Sulfide in Macrophage
Biology. Antioxidants 2023, 12, 935. [CrossRef]

18. Chen, J.; Ruan, X.; Sun, Y.; Lu, S.; Hu, S.; Yuan, S.; Li, X. Multi-omic insight into the molecular networks of mitochondrial
dysfunction in the pathogenesis of inflammatory bowel disease. EBioMedicine 2024, 99, 104934. [CrossRef]

19. Chimienti, G.; Russo, F.; Bianco, A.; Maqoud, F.; De Virgilio, C.; Galeano, G.; Orlando, A.; Riezzo, G.; D’Attoma, B.;
Ignazzi, A.; et al. Effect of a 12-Week Walking Program Monitored by Global Physical Capacity Score (GPCS) on Circulating
Cell-Free mtDNA and DNase Activity in Patients with Irritable Bowel Syndrome. Int. J. Mol. Sci. 2024, 25, 4293. [CrossRef]

20. Picca, A.; Riezzo, G.; Lezza, A.M.S.; Clemente, C.; Pesce, V.; Orlando, A.; Chimienti, G.; Russo, F. Mitochondria and redox balance
in coeliac disease: A case-control study. Eur. J. Clin. Investing. 2018, 48, e12877. [CrossRef]

21. Mosmann, T. Rapid colorimetric assay for cellular growth and survival: Application to proliferation and cytotoxicity assays.
J. Immunol. Methods 1983, 65, 55–63. [CrossRef]

22. Saini, S.K.; McDermott, M.M.; Picca, A.; Li, L.; Wohlgemuth, S.E.; Kosmac, K.; Peterson, C.A.; Tian, L.; Ferrucci, L.;
Guralnik, J.M.; et al. Mitochondrial DNA damage in calf skeletal muscle and walking performance in people with periph-
eral artery disease. Free Radic. Biol. Med. 2020, 160, 680–689. [CrossRef] [PubMed]

23. Pfaffl, M.W. A new mathematical model for relative quantification in real-time RT-PCR. Nucleic Acids Res. 2001, 29, e45. [CrossRef]
24. Szczesny, B.; Módis, K.; Yanagi, K.; Coletta, C.; Le Trionnaire, S.; Perry, A.; Wood, M.E.; Whiteman, M.; Szabo, C. AP39, a novel

mitochondria-targeted hydrogen sulfide donor, stimulates cellular bioenergetics, exerts cytoprotective effects and protects against
the loss of mitochondrial DNA integrity in oxidatively stressed endothelial cells in vitro. Nitric Oxide 2014, 41, 120–130. [CrossRef]
[PubMed]

25. Vitvitsky, V.; Kabil, O.; Banerjee, R. High turnover rates for hydrogen sulfide allow for rapid regulation of its tissue concentrations.
Antioxid. Redox Signal. 2012, 17, 22–31. [CrossRef] [PubMed]

26. Macfarlane, G.T.; Gibson, G.R.; Cummings, J.H. Comparison of fermentation reactions in different regions of the human colon.
J. Appl. Bacteriol. 1992, 72, 57–64. [CrossRef]

27. Blachier, F.; Davila, A.M.; Mimoun, S.; Benetti, P.H.; Atanasiu, C.; Andriamihaja, M.; Benamouzig, R.; Bouillaud, F.; Tomé, D.
Luminal sulfide and large intestine mucosa: Friend or foe? Amino Acids 2010, 39, 335–347. [CrossRef]

28. Funk, J.A.; Odejinmi, S.; Schnellmann, R.G. SRT1720 induces mitochondrial biogenesis and rescues mitochondrial function after
oxidant injury in renal proximal tubule cells. J. Pharmacol. Exp. Ther. 2010, 333, 593–601. [CrossRef]

29. Shimizu, Y.; Polavarapu, R.; Eskla, K.L.; Nicholson, C.K.; Koczor, C.A.; Wang, R.; Lewis, W.; Shiva, S.; Lefer, D.J.; Calvert, J.W.
Hydrogen sulfide regulates cardiac mitochondrial biogenesis via the activation of AMPK. J. Mol. Cell. Cardiol. 2018, 116, 29–40.
[CrossRef]

30. Pan, H.; Xie, X.; Chen, D.; Zhang, J.; Zhou, Y.; Yang, G. Protective and biogenesis effects of sodium hydrosulfide on brain
mitochondria after cardiac arrest and resuscitation. Eur. J. Pharmacol. 2014, 741, 74–82. [CrossRef]

31. Untereiner, A.A.; Dhar, A.; Liu, J.; Wu, L. Increased renal methylglyoxal formation with down-regulation of PGC-1α-FBPase
pathway in cystathionine γ-lyase knockout mice. PLoS ONE 2011, 6, e29592. [CrossRef]

32. Calvert, J.W.; Elston, M.; Nicholson, C.K.; Gundewar, S.; Jha, S.; Elrod, J.W.; Ramachandran, A.; Lefer, D.J. Genetic and
pharmacologic hydrogen sulfide therapy attenuates ischemia-induced heart failure in mice. Circulation 2010, 122, 11–19. [CrossRef]
[PubMed]

33. Huang, S.; Chen, X.; Pan, J.; Zhang, H.; Ke, J.; Gao, L.; Yu Chang, A.C.; Zhang, J.; Zhang, H. Hydrogen sulfide alleviates heart
failure with preserved ejection fraction in mice by targeting mitochondrial abnormalities via PGC-1α. Nitric Oxide 2023, 136–137,
12–23. [CrossRef]

34. Carballal, S.; Trujillo, M.; Cuevasanta, E.; Bartesaghi, S.; Möller, M.N.; Folkes, L.K.; García-Bereguiaín, M.A.; Gutiérrez-Merino, C.;
Wardman, P.; Denicola, A.; et al. Reactivity of hydrogen sulfide with peroxynitrite and other oxidants of biological interest. Free
Radic. Biol. Med. 2011, 50, 196–205. [CrossRef] [PubMed]

35. Han, S.J.; Kim, J.I.; Park, J.W.; Park, K.M. Hydrogen sulfide accelerates the recovery of kidney tubules after renal is-
chemia/reperfusion injury. Nephrol. Dial. Transplant. 2015, 30, 1497–1506. [CrossRef]

36. Pei, J.; Wang, F.; Pei, S.; Bai, R.; Cong, X.; Nie, Y.; Chen, X. Hydrogen Sulfide Promotes Cardiomyocyte Proliferation and Heart
Regeneration via ROS Scavenging. Oxid. Med. Cell. Longev. 2020, 2020, 1412696. [CrossRef]

37. Zhao, F.; Lei, F.; Yan, X.; Zhang, S.; Wang, W.; Zheng, Y. Protective Effects of Hydrogen Sulfide Against Cigarette Smoke
Exposure-Induced Placental Oxidative Damage by Alleviating Redox Imbalance via Nrf2 Pathway in Rats. Cell. Physiol. Biochem.
2018, 48, 1815–1828. [CrossRef]

38. Wu, L.; Yao, X.; Li, H.; Chen, Y. Hydrogen sulfide regulates arsenic-induced cell death in yeast cells by modulating the
antioxidative system. Can. J. Microbiol. 2024, 70, 102–108. [CrossRef]

39. Tolomeo, M.; Chimienti, G.; Lanza, M.; Barbaro, R.; Nisco, A.; Latronico, T.; Leone, P.; Petrosillo, G.; Liuzzi, G.M.; Ryder, B.; et al.
Retrograde response to mitochondrial dysfunctions associated to LOF variations in FLAD1 exon 2: Unraveling the importance of
RFVT2. Free Radic. Res. 2022, 56, 511–525. [CrossRef]

https://doi.org/10.3390/antiox12040935
https://doi.org/10.1016/j.ebiom.2023.104934
https://doi.org/10.3390/ijms25084293
https://doi.org/10.1111/eci.12877
https://doi.org/10.1016/0022-1759(83)90303-4
https://doi.org/10.1016/j.freeradbiomed.2020.09.004
https://www.ncbi.nlm.nih.gov/pubmed/32911084
https://doi.org/10.1093/nar/29.9.e45
https://doi.org/10.1016/j.niox.2014.04.008
https://www.ncbi.nlm.nih.gov/pubmed/24755204
https://doi.org/10.1089/ars.2011.4310
https://www.ncbi.nlm.nih.gov/pubmed/22229551
https://doi.org/10.1111/j.1365-2672.1992.tb04882.x
https://doi.org/10.1007/s00726-009-0445-2
https://doi.org/10.1124/jpet.109.161992
https://doi.org/10.1016/j.yjmcc.2018.01.011
https://doi.org/10.1016/j.ejphar.2014.07.037
https://doi.org/10.1371/journal.pone.0029592
https://doi.org/10.1161/CIRCULATIONAHA.109.920991
https://www.ncbi.nlm.nih.gov/pubmed/20566952
https://doi.org/10.1016/j.niox.2023.05.002
https://doi.org/10.1016/j.freeradbiomed.2010.10.705
https://www.ncbi.nlm.nih.gov/pubmed/21034811
https://doi.org/10.1093/ndt/gfv226
https://doi.org/10.1155/2020/1412696
https://doi.org/10.1159/000492504
https://doi.org/10.1139/cjm-2023-0068
https://doi.org/10.1080/10715762.2022.2146501


Antioxidants 2025, 14, 384 18 of 18

40. Bhatia, M.; Gaddam, R.R. Hydrogen Sulfide in Inflammation: A Novel Mediator and Therapeutic Target. Antioxid. Redox Signal.
2021, 34, 1368–1377. [CrossRef]

41. Wang, T.; Liu, K.; Wen, L.; Yang, Y.; Yin, X.; Liu, K.; Chen, Y.; He, Y.; Yang, M.; Wei, Y.; et al. Autophagy and Gastrointestinal
Diseases. Adv. Exp. Med. Biol. 2020, 1207, 529–556. [CrossRef] [PubMed]

42. Wang, S.L.; Shao, B.Z.; Zhao, S.B.; Chang, X.; Wang, P.; Miao, C.Y.; Li, Z.S.; Bai, Y. Intestinal autophagy links psychosocial stress
with gut microbiota to promote inflammatory bowel disease. Cell Death Dis. 2019, 10, 391. [CrossRef]

43. Vincent, G.; Novak, E.A.; Siow, V.S.; Cunningham, K.E.; Griffith, B.D.; Comerford, T.E.; Mentrup, H.L.; Stolz, D.B.; Loughran, P.;
Ranganathan, S.; et al. Nix-Mediated Mitophagy Modulates Mitochondrial Damage During Intestinal Inflammation. Antioxid.
Redox Signal. 2020, 33, 1–19. [CrossRef] [PubMed]

44. Chimienti, G.; Orlando, A.; Lezza, A.M.S.; D’Attoma, B.; Notarnicola, M.; Gigante, I.; Pesce, V.; Russo, F. The Ketogenic Diet
Reduces the Harmful Effects of Stress on Gut Mitochondrial Biogenesis in a Rat Model of Irritable Bowel Syndrome. Int. J. Mol.
Sci. 2021, 22, 3498. [CrossRef] [PubMed]

45. Wu, D.; Wang, H.; Teng, T.; Duan, S.; Ji, A.; Li, Y. Hydrogen sulfide and autophagy: A double edged sword. Pharmacol. Res. 2018,
131, 120–127. [CrossRef]

46. Chen, T.; Bai, D.; Gong, C.; Cao, Y.; Yan, X.; Peng, R. Hydrogen sulfide mitigates mitochondrial dysfunction and cellular
senescence in diabetic patients: Potential therapeutic applications. Biochem. Pharmacol. 2024, 230 Pt 1, 116556. [CrossRef]

47. Lin, Y.; Yan, G.; Yang, J.; Jiao, L.; Wu, R.; Yan, Q.; Chen, Y.; Chen, Y.; Yan, X.; Li, H. Exogenous H2S alleviates senescence of
glomerular mesangial cells through up-regulating mitophagy by activation of AMPK-ULK1-PINK1-parkin pathway in mice.
Biochim. Biophys. Acta Mol. Cell Res. 2023, 1870, 119568. [CrossRef]

48. Zhao, J.; Yang, T.; Yi, J.; Hu, H.; Lai, Q.; Nie, L.; Liu, M.; Chu, C.; Yang, J. AP39 through AMPK-ULK1-FUNDC1 pathway regulates
mitophagy, inhibits pyroptosis, and improves doxorubicin-induced myocardial fibrosis. iScience 2024, 27, 109321. [CrossRef]

49. Choubey, V.; Cagalinec, M.; Liiv, J.; Safiulina, D.; Hickey, M.A.; Kuum, M.; Liiv, M.; Anwar, T.; Eskelinen, E.L.; Kaasik, A. BECN1
is involved in the initiation of mitophagy: It facilitates PARK2 translocation to mitochondria. Autophagy 2014, 10, 1105–1119.
[CrossRef]

50. Baskar, R.; Bian, J. Hydrogen sulfide gas has cell growth regulatory role. Eur. J. Pharmacol. 2011, 656, 5–9. [CrossRef]
51. Gao, W.; Liu, Y.F.; Zhang, Y.X.; Wang, Y.; Jin, Y.Q.; Yuan, H.; Liang, X.Y.; Ji, X.Y.; Jiang, Q.Y.; Wu, D.D. The potential role of

hydrogen sulfide in cancer cell apoptosis. Cell Death Discov. 2024, 10, 114. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1089/ars.2020.8211
https://doi.org/10.1007/978-981-15-4272-5_38
https://www.ncbi.nlm.nih.gov/pubmed/32671773
https://doi.org/10.1038/s41419-019-1634-x
https://doi.org/10.1089/ars.2018.7702
https://www.ncbi.nlm.nih.gov/pubmed/32103677
https://doi.org/10.3390/ijms22073498
https://www.ncbi.nlm.nih.gov/pubmed/33800646
https://doi.org/10.1016/j.phrs.2018.03.002
https://doi.org/10.1016/j.bcp.2024.116556
https://doi.org/10.1016/j.bbamcr.2023.119568
https://doi.org/10.1016/j.isci.2024.109321
https://doi.org/10.4161/auto.28615
https://doi.org/10.1016/j.ejphar.2011.01.052
https://doi.org/10.1038/s41420-024-01868-w
https://www.ncbi.nlm.nih.gov/pubmed/38448410

	Introduction 
	Materials and Methods 
	Cell Culture and Treatments 
	Metabolic Viability Assay (MTT) 
	Crystal Violet Cell Proliferation Assay 
	Reactive Oxygen Species (ROS) Production Assessment 
	Western Blotting Analysis 
	Assessment of Mitochondrial DNA Copy Number 
	Quantification of mtDNA Oxidized Purines 
	Immunofluorescence Staining 
	Statistical Analysis 

	Results 
	Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Mitochondrial Metabolic Activity and Viability in Caco-2 Cells 
	Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Oxidative Stress 
	Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Mitochondrial Biogenesis 
	Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Antioxidant Defense and Inflammatory Response 
	Effects of Treatment with Different Concentrations of H2S-Releasing Donor on Autophagy/Mitophagy and Apoptosis Response 

	Discussion 
	Conclusions 
	References

