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Androgen deprivation therapy (ADT) is the standard treatment for advanced prostate

cancer (PCa), yet many patients relapse with lethal metastatic disease. With this

loss of androgens, increased cell plasticity has been observed as an adaptive

response to ADT. This includes gain of invasive and migratory capabilities, which

may contribute to PCa metastasis. Hyperinsulinemia, which develops as a side-effect

of ADT, has been associated with increased tumor aggressiveness and faster

treatment failure. We investigated the direct effects of insulin in PCa cells that may

contribute to this progression. We measured cell migration and invasion induced by

insulin using wound healing and transwell assays in a range of PCa cell lines of

variable androgen dependency (LNCaP, 22RV1, DuCaP, and DU145 cell lines). To

determine themolecular events driving insulin-induced invasion we used transcriptomics,

quantitative real time-PCR, and immunoblotting in three PCa cell lines. Insulin increased

invasiveness of PCa cells, upregulating Forkhead Box Protein C2 (FOXC2), and

activating key PCa cell plasticity mechanisms including gene changes consistent

with epithelial-to-mesenchymal transition (EMT) and a neuroendocrine phenotype.

Additionally, analysis of publicly available clinical PCa tumor data showed metastatic

prostate tumors demonstrate a positive correlation between insulin receptor expression

and the EMT transcription factor FOXC2. The insulin receptor is not suitable to target

clinically however, our data shows that actions of insulin in PCa cells may be suppressed

by inhibiting downstream signaling molecules, PI3K and ERK1/2. This study identifies

for the first time, a mechanism for insulin-driven cancer cell motility and supports the

concept that targeting insulin signaling at the level of the PCa tumor may extend the

therapeutic efficacy of ADT.

Keywords: hyperinsulinemia, prostate cancer, androgen deprivation, invasion, epithelial to mesenchymal

transition (EMT), FOXC2

INTRODUCTION

In advanced prostate cancer (PCa), the dependency of tumor cells on androgen receptor (AR)
signaling has made targeting this pathway a primary focus of drug development, with patients
receiving androgen deprivation therapy (ADT) as first line treatment for recurrent disease.
However, many patients relapse with rising serum levels of prostate specific biomarker PSA and
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lethal metastases. Rising PSA triggers commencement of AR
targeted therapies (e.g., enzalutamide), but these confer only
modest gains in overall survival of 4–5 months (1). Relapsing
tumors are also estimated to consist of 10–30% neuroendocrine
(NE) tumors, the deadliest subset of the disease (2, 3).

Previous research has focused on mechanisms by which
androgens drive PCa growth, survival and metastasis (4–6).
These results have rationalized the development of therapies
which continue to target the androgen axis, such as enzalutamide,
and subsequently improved patient survival. However, continued
targeting extends the duration of AR suppression in patients
and emerging data suggests prolonged AR suppression may
have inadvertent consequences on progression. Studies have
shown an emergence of metastatic and NE tumors post-
ADT and enzalutamide therapy that may be attributed to
activation of key cell plasticity mechanisms that increase cell
invasion and migration (7). Androgens confer an epithelial
differentiation signal in prostate cells, which is lost upon
AR suppression. This leads to cellular de-differentiation and
trans-differentiation, resulting in the expression of numerous
epithelial-to-mesenchymal transition (EMT) (7–9), NE (10–12),
and stemness (7) markers. Interplay between these states is
the subject of active research. Nevertheless, to consider AR
suppression alone as the major effector of PCa plasticity presents
an incomplete clinical picture as ADT leads to concurrent
systemic hormonal and metabolic changes in patients that are
associated with poor outcome.

The rapid appearance of features of the metabolic
syndrome, including the development of insulin resistance
and hyperinsulinemia, are well-documented side-effects of
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ADT (13), and are exacerbated with addition of second line
treatments (14). Hyperinsulinemia develops in PCa patients
within 2 weeks of commencing ADT (15) and is a direct
consequence of decreased serum testosterone levels (16).
Hyperinsulinaemia has also been associated with increased PCa
specific mortality (17–20) and more rapid treatment failure
(18). Immunohistochemical analysis of PCa tumors has shown
that insulin receptor expression increases with Gleason grade
(21, 22) and duration of ADT (23), and we have previously
reported insulin to signal directly to PCa cells to increase de novo
steroidogenesis (24).

Insulin signaling, however, has a myriad of functional
responses in cells depending on context and timing (16). In
cancer cells, serum from obese mice and humans, which have a
number of altered metabolites including high levels of insulin,
has been shown to increase cell migration in melanoma and
PCa cells (25, 26). As androgen deprivation and AR inhibition
can activate cell motility and plasticity mechanisms in PCa, we
hypothesized that insulin may be accelerating these processes
during androgen deprivation. The objective of this study was
to examine the effect of insulin on cell plasticity in a model of
androgen deprived PCa cells.We identified that insulin drives the
adoption of EMT and NE features in PCa cells by upregulation of
transcription factor Forkhead Box Protein C2 (FOXC2), and that
this phenotype change coincides with increased migration and
invasion by the cells. Increased invasion is blocked by targeting
the insulin receptor (IR) and does not occur in the presence
of androgen. Inhibition of FOXC2 phenocopies these insulin
effects. Transcriptomic databases from clinical samples reveal
FOXC2 and IR expression are positively correlated in primary
and metastatic human PCa tissue, but not in benign prostate
tissue, suggesting a relationship between insulin and FOXC2
in the development and progression of PCa. Thus, this study
reports for the first time the mechanism by which insulin may
increase the invasive potential of tumor cells. These novel results
support the case for controlling ADT-induced hyperinsulinemia
in PCa, the targeting of which is currently under investigation
in a number of clinical trials [NCT02614859, NCT01796028,
NCT01677897, (27)]. Our results also indicate that inhibitors
to PI3K and MEK1/2 downstream of IR may be useful in
suppressing insulin induced adaptive plasticity in PCa.

METHODS

Cell Lines and Culture
LNCaP (passage 30–45), 22RV1 (passage 20–30), and DU145
(passage 5–15) were obtained from American Type Culture
Collection (ATCC, Manassas, VA, USA). The cells were
authenticated by STR analysis and were tested regularly for
mycoplasma by PCR. Cells were maintained in phenol red-free
RPMI-1640medium containing L-Glutamine (Life Technologies,
Carlsbad, USA) and 10% fetal bovine serum (FBS; Invitrogen).
DuCaP cells (passage 8–15) were provided by Matthias Nees
from the VTT Technical Research Center of Turku, Finland,
and were maintained in phenol red-free Gibco© RPMI-1640
medium containing L-Glutamine with 10% FBS. HEK293T
cells (ATCC) and Chinese Hamster Ovary cells over-expressing
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Insulin Receptor, CHO.IR cells (passage 10–15) (kind gift of Prof
Jon Whitehead, University of Lincoln, UK), were maintained in
DMEM with L-Glutamine and 2.438 g/L sodium bicarbonate
(Life Technologies) and 10% FBS. All cells were grown at 37◦C
in a humidified atmosphere of 5% CO2. LNCaP, DuCaP, and
22RV1 are AR-positive, cell lines. DuCaP cells contain high levels
of wild-type AR and are androgen dependent. LNCaP cells have
a mutation in their AR (T877A) which renders the receptor
promiscuous to progesterone, estrogen and the antiandrogen
bicalutamide (28). 22RV1 express a number of known AR
variants associated with androgen independence (29). DU145
cells are AR negative and do not respond to androgens.

Treatment With Hormones and Inhibitors
Cells were seeded in RPMI (10% FBS) and incubated overnight.
Media was changed to RMPI containing 10% charcoal-stripped
serum (CSS, Sigma Aldrich, Castle Hill, NSW, Australia) and
incubated for 48 h to simulate androgen deprivation. Following
this, cells were transferred to serum-free media with 0.2% BSA
(Sigma-Aldrich, St. Louis, MO, USA) and treated with vehicle
(ethanol; EtOH) or the following inhibitors as described: insulin
(10 nM), dihydrotestosterone (DHT; 10 nM), AR antagonists,
bicalutamide (10µM) or enzalutamide (10µM), IR/IGF-1R
small peptide inhibitor BMS 745807 (500 nM), insulin-like
growth factor 1 receptor (IGF-1R) antibody antagonist CP751871
(5µg/mL), MAPK kinase inhibitors, PD98059 (10µM), or
U0126 (10µM), PI3K inhibitor LY294002 (5µM), and cell cycle
inhibitor mitomycin C (MMC; 10 µg/mL).

Generation of shRNA Stable Cell Lines
pTRIPZ lentiviral doxycycline-inducible shRNA containing
one of three microRNA-adapted shRNA against INSR
(cloneID:sequence V3THS_319895:5′-GGAAAGAATCAA
GGAGG-3′, V3THS_319891:5′-GGAAAGAATCAAGGAGG-3′,
VSTHS_319890:5′-GGAAAGAATCAAGGAGG-3′), and ZEB1
(cloneID:sequence V2THS_116663: 5′-GGAAAGAATCAA
GGAGG-3′, V2THS_226625:5′-GGAAAGAATCAAGGAGG-
3′, V2THS_116659:5′-GGAAAGAATCAAGGAGG-3′) were
purchased (Dharmacon, GE, Millenium Sciences, Melbourne,
Australia). FOXC2 shRNA have been previously described (30).
Virus was produced by cotransfecting pTRIPZ and MISSION
RNAi Lentiviral Packaging Mix (Sigma-Aldrich), according to
the manufacturer’s instructions. Briefly, HEK293T cells were
transfected with 185 µl of serum-free DMEM containing 2 µl of
FUGENE, 1.8 µg of pCMV gag/pol (pUMVC), 0.2 µg of pCMV-
VSVG, and 2.0 µg of pTRIPZ construct. After 24 h the 293T cells
were switched to 7mL fresh serum free DMEM and viral particles
allowed to accumulate in the media for a further 48 h before
collected and filter sterilized. Lentivirus-containing media was
added directly to LNCaP cells seeded in 6-well plates at 9 × 104

cells/well. After 24 h, cells were changed into RPMI (5% FBS) and
supplemented with 2µg/mL puromycin (Invitrogen) (selection)
or 1µg/mL puromycin (maintenance). These constructs were
created in LNCaP (passage 22–25) and used within five passages.
Optimal knockdown of gene expression was confirmed using
qRT-PCR and Western blot. shFOXC2 cells were prepared in
LNCaP cells using shRNA-expressing pLKO lentivirus system

(OpenBiosystems) as previously described (30). FOXC2 shRNA
targeting sequences were CCTGAGCGAGCAGAATTACTA
(pLKO5) and GCGGGAGATGTTCAACTCCCA (pLKO4).
The shRNA sequences targeting firefly luciferase (shCntrl)
in the pLKO vector were used as controls. The stable
suppression of target genes was achieved by selection of
cells in 2 µg/ml puromycin.

Wound-Healing Migration Assay
Cells were grown to confluence in 96-well Imagelock plates
(Essence Biosciences, Ann Arbor, MI, USA) then changed
to CSS for 48 h. Cells were pretreated with MMC to block
proliferation 2 h prior to addition of hormones and inhibitors.
Wounds were created using the IncucyteWoundMaker (Essence
Biosciences) according to manufacturer’s instructions and
treatments added. Wounds were imaged using Incucyte every
2 h at ×20 magnification (Essence Biosciences). Experiments
contained 6–12 replicates in three independent experiments for
each treatment in each cell line.

Transwell Migration Assay
Transwell migration assays were performed in 24-well plates
using MilliCell culture inserts with 8µm pore size polycarbonate
filters of 12mm diameter (Merck Millipore, Billerica, USA). Cells
were pre-treated with hormones and inhibitors for 24 h in serum-
free RPMI, before being split and seeded, maintaining treatments
in triplicate at 2.5 × 105 cells per insert with RPMI containing
10% FBS as the chemo-attractant. Cells were incubated for 24 h
(22RV1) and 48 h (LNCaP) before cells on the lower surface
of the inserts were fixed in 100% methanol for 1min at room
temperature and stained using DipQuick stain (Fronine, Thermo
Scientific, Waltham, MA, USA) according to manufacturer’s
protocol. The number of migrating cells was totaled from
five random fields at ×10 magnification using the Eclipse Ti
microscope (Nikon Instruments Inc., Melville, NY, USA).

3D MatrigelTM Cell Culture
Cells were grown between two layers of growth factor-reduced
phenol-red free MatrigelTM (BD Biosciences, Becton Drive
Franklin Lakes, NJ, USA) in 96-well plates (Corning, NY, USA):
bottom layers were formed with 35 µL of MatrigelTM/culture
medium (3:1; 75%; 7.35 mg/mL of MatrigelTM) and polymerized
at 37◦C for 30min. Cells were seeded at 1,000 cells/well
in MatrigelTM/culture medium (1:39, 2.5%; 0.245 mg/mL of
MatrigelTM) (30, 31). Single cells within the MatrigelTM layers
were grown to small spheroidal colonies for 3–4 days, after which
the culture medium was switched to CSS with treatments. The
colonies were cultured for another 14 days. Insulin and DHT
treatments were refreshed every 24 h, and all treatments changed
every second day.

Transwell Invasion Assay
Invasion assays were performed in Modified Boyden Blind Well
Chambers with 13mm diameter 12µm pore size PVP free
polycarbonate filter (Neuro Probe Inc, Gaithersburg, MD, USA).
Filters were coated with 50 µL (0.50 mg/mL) of MatrigelTM.
Pre-treated LNCaP cells (3 × 105 cells/well) were seeded in
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the upper chamber containing serum-free RPMI-1640 with
appropriate treatment and the lower chambers contained RPMI-
1640 containing 10% FBS as chemo-attractant. After 24 h, cells
were fixed in 100% methanol and stained with DipQuick stain.
The total number of invading cells was calculated from counting
five representative fields as described above.

Microarray
LNCaP cells, plated on 10 cm dishes, were incubated in 5% CSS
RPMI (Sigma-Aldrich) for 48 h, followed by 24 h incubation
in 5% CSS RPMI with 10 nM R1881 or equal volume 20%
EtOH (vehicle). Cells were transferred to serum-free RPMI
with treatments maintained for 24 h. Ten nanometer insulin
was then added in the final 10 h before TriReagent (Sigma-
Aldrich) extraction of RNA. All treatments were done in
triplicate. A custom designed microarray was used (GEO
platform ID GPL17236, Agilent Technologies, Wilmington, DE,
USA). Total RNA quality was assessed using the Agilent RNA
6000 Nano Kit (Agilent) on an Agilent 2100 Bioanalyzer and
all samples measured with RIN >8. One-color microarray-
based gene expression analysis was performed following Agilent’s
Quick Amp Labeling Kit (Agilent) using 500 ng of total
RNA according to manufacturer’s instructions. Scanning was
performed using Agilent High Resolution Microarray Scanner,
and data was processed with the Agilent Feature Extraction
10.5.1 software (Agilent). Data was normalized using the quantile
normalization method in LIMMA (32). Results were submitted
to GEO (GSE47622). Pathway analysis was performed using
Ingenuity Pathway Analysis (Qiagen, San Francisco, USA)
against a compiled list of genes associated with epithelial and
mesenchymal phenotypes from published literature. Heatmap
visualization was performed using GenePattern software (33).
Clustering was based on Pearson correlation by pairwise average
linkage with data log-transformed.

RNA Isolation and Quantitative Real Time
PCR (qRT-PCR) Analysis
Total RNA was isolated using the Direct-ZolTM RNA
Miniprep kit (Zymo Research, Irvine, CA, USA) according
to the manufacturer’s instructions. Reverse transcription was
performed with SuperScript III First-Strand Synthesis system
(Invitrogen) and the C1000TM Thermal Cycler (BioRad,
Hercules, CA, USA). The targeted gene and primer sequences
are described in Supplementary Table 1. Quantitative RT-PCR
was performed with a SYBR Green ER qPCR kit (Invitrogen)
in a 7900HT Fast Real-time PCR System (Applied Biosciences).
The relative expression levels of target genes were normalized to
RPL32. Amplification specificity was confirmed by disassociation
curve analysis. Each gene was measured in triplicate and the
average 1Ct was taken from the three replicate wells before fold
change was calculated using the 11Ct method.

Western Blotting
Whole cell protein extracts were lysed with buffer containing
50mM pH 7.4 HEPES, 150mM NaCl, 1% Triton-X-100, 1mM
Na3VO4, 30mM NaF, 10mM Na4P2O7, 10mM EDTA, 0.5mM
AEBSF, and complete protease inhibitor tablet (Roche, Basel,

Switzerland) for 20min on ice. Protein content was determined
using the BCA Protein Assay kit (Thermo Scientific, Waltham,
MA, USA). Nuclear and cytoplasmic protein extracts were
collected using NE-PER R©Nuclear and Cytoplasmic Extraction
Reagents (Thermo Scientific). Proteins were separated in 10%
SDS–polyacrylamide gels and transferred to PVDF membranes.
Membranes were blocked in 1% fish skin gelatin (FSG;
Sigma-Aldrich) in tris-buffered saline (TBS) or in Odyssey
blocking buffer (Thermo Scientific) then incubated with primary
antibodies overnight at 4◦C. Primary antibodies included
anti-Zeb1 (#3396), anti-PI3K (#4257), and phospho-PI3K
(#4228), anti-MAPK (#4696) and phospho-MAPK (#4377),
anti-PARP (#46D11), and anti-GAPDH (#14C10) from Cell
Signaling (Danvers, MA, USA), and anti-FOXC2 (ab55004)
(AbCam, Cambridge, UK). After washing with 0.1% TBS-Tween,
membranes were incubated with secondary antibodies anti-
mouse IgG 800 (926-32213, LI-COR Biosciences, Lincoln, NE,
United States), anti-rabbit 700 (926-68072, LI-COR Biosciences),
and anti-goat 700 (926-68074, LI-COR Biosciences) diluted 1
in 25,000 in 1% FSG in TBS for 1 h at room temperature and
washed. Protein bands were visualized using Odyssey R© imaging
system (LI-COR Biosciences, Lincoln, NE, USA).

Gene Expression in Clinical Prostate
Cancer Samples
Clinical datasets accessed using OncomineTM (Compendia
BioscienceTM, part of Life TechnologiesTM, Ann Arbor, MI,
USA) were used to analyze expression of INSR and FOXC2
genes in normal, primary and metastatic prostate cancer tumor
tissue. Linear regression and associated statistical analyses were
performed using GraphPad Prism (6.00 for Windows, GraphPad
Software, La Jolla California USA).

RESULTS

Insulin Increases Migration in Androgen
Deprived PCa Cells
To examine the role of insulin in PCa cell migration, we
simulated androgen deprivation using charcoal-stripped serum
in LNCaP, 22RV1, and DU145 cells for 48 h, then treated
cells with 10 nM insulin for a further 48 h as described above.
Androgen deprived LNCaP, 22RV1, and DU145 cells displayed
increased monolayer migration when treated with insulin
(Figure 1A) measured by calculating percent wound confluence
compared to vehicle (Figure 1A). Relative wound density over
time is shown in Supplementary Figure 1. Insulin can signal
through IR homodimers or form hybrid receptors with IGF-
1R, dependent on receptor stoichiometry (34). Treatment with
BMS 745807 (a pan-insulin/IGF-1R small molecule inhibitor)
(35) led to significant suppression of insulin-induced migration
in all three cell lines (Figure 1A). CP751871 (IGF-1R-specific
blocking monoclonal antibody) (36) blocked insulin-induced
migration in LNCaP and DU145 (Figure 1A). Inhibitor doses
were based on loss of receptor phosphorylation, assessed by
Western blot (Supplementary Figures 2A,B) and treatment with
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FIGURE 1 | Insulin induced migration in PCa cells is reduced with IR/IGF-1R inhibition. (A) Insulin (10 nM) accelerated wound closure in LNCaP, 22RV1, and DU145

cells. Images show wound closure following 24 h insulin treatment, quantitated in the histogram (relative to vehicle). Migration was reduced by the BMS 745807

(10 uM). CP 751871 (5 ug/ml) reduced insulin-induced migration in LNCaP and DU145 cells, but not significantly in 22RV1 cells. (B) Insulin also increased transwell

migration which was reduced in the presence of BMS 745807 and CP 751871 in LNCaP and 22RV1cells. (C,D) LNCaP cells expressing dox-inducible shINSR or a

non-targeting shRNA were induced (+) and compared to no dox added (–). The loss of IR expression reduced the number of migrating cells following insulin treatment

in shINSR cells but not in non-targeting cells. Ten nanomolar DHT also suppressed cell migration. All scale bars = 100µm (all graphs n = 3, *p < 0.05, **p < 0.01,

***p < 0.001, One-way ANOVA, ± SEM with vehicle control).
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the inhibitors alone did not have any effect on LNCaP cell
migration compared to vehicle (Supplementary Figure 2C).

This result was replicated in LNCaP and 22RV1 cells
using transwell assays (Figure 1B). We observed increased
migration following insulin treatment. Once again this effect
was blocked by inhibition of IR signaling. 22RV1 cells showed
greater sensitivity to CP751871 between scratch (Figure 1A) and
transwell (Figure 1B) migration assays.

To confirm the effects were specifically via activation of the
IR, we established LNCaP cell lines with doxycycline (Dox)-
inducible expression of shRNA targeting the IR gene (INSR).
Dox-induced expression of shINSR reduced receptor levels by up
to 65% (Supplementary Figures 2D–F) and decreased insulin-
induced migration to non-induced cells (Figure 1C) which
was not observed in cells expressing a control, non-targeting
(NT) shRNA sequence (Figure 1C). Significant inhibition of
cell migration was also observed when these cells were treated
with 10 nM DHT, regardless of IR knockdown (Figures 1C,D).
These data suggest insulin increases migration in AR-dependent
and independent cell lines and these effects are specific to
the action of insulin/hybrid receptors. These results led us to
explore the dependency of this observation on an androgen-
low environment.

AR Regulates Insulin-Induced Migration in
PCa Cells
Androgens provide a differentiation pressure to PCa cells which,
when removed, results in increased cell motility (7–9). In LNCaP
cells, transwell and wound healing migration was lower with
the addition of 10 nM DHT (Figures 1C, 2A–C). The addition
of DHT to 22RV1 cells, reduced migration but did not ablate
it (Figure 2A), consistent with this cell lines reduced sensitivity
to DHT and high, ligand-free AR activity and insulin-induced
migration in AR negative DU145 cells was unaffected by the
addition of DHT (Figure 2A). We used the DHT sensitive
cell line, LNCaP, to examine the effects of AR antagonists
bicalutamide and enzalutamide. Bicalutamide did not reverse the
suppression of insulin-induced migration by DHT (Figure 2B),
which may be due in part, to bicalutamide acting as a weak
AR agonist in cells which harbor the AR mutation T877A,
including LNCaP cells (28, 37). However, enzalutamide (10µM)
antagonized the effects of DHT (Figure 2C) and, in accordance
with recent reports (7, 9), induced migration with comparable
potency to insulin. The combination of insulin and enzalutamide
did not have an additive effect on migration, indicating potential
activation of a common pathway, or that the cells may have
reached a maximal limit for migration.

In transwell assays, bicalutamide again did not reverse the
effects of DHT (Figure 2D) and alone blocked insulin induced
migration, which may be due to the activation of AR variants
in these cells. The increase in migration by enzalutamide was
also observed in transwell assays in LNCaP and an additional
androgen sensitive cell line, DuCaP (Figures 2E,F). These results
show enzalutamide reversed the inhibition by DHT in insulin
treated cells and that insulin driven migration in PCa cells is
sensitive to AR activity.

Insulin Increases Invasion in PCa Cells
To better model the migration and invasion of tumor cells in
situ, we cultured cells in MatrigelTM to form 3D spheroids and
repeated insulin treatments. Insulin increased the rate of invasion
from spheroids in androgen deprived LNCaP (Figure 3Ad) and
22RV1 cells (Figure 3Bd) in 3D culture, where single cells
were observed migrating away from insulin-treated spheroids
after 3 days and invading into the surrounding MatrigelTM

by 6 and 5 days, respectively. This increase was blocked by
addition of BMS 745807 and CP 751871 in both LNCaP and
22RV1 cell lines (Figures 3Ab,e,Bb,e) and by the presence of
DHT (Figures 3Ac,f,Bc,f). Invasion was not observed in vehicle-
treated spheroids at the same time point; however, invasive
sprouts eventually appeared at days 12–14 post-treatment (data
not shown) consistent with previous reports that androgen
deprivation is capable of inducing migration and invasion in
PCa cells (38). Our results show exposure to insulin significantly
accelerates invasion in this low-androgen environment.

Insulin resulted in a dramatic increase in the number
of cells undergoing transwell invasion in androgen-deprived
LNCaP cells relative to vehicle (Figure 3C). This was blocked
by IR inhibitors, DHT and bicalutamide, consistent with our
migration data.

Insulin Increases Expression of EMT and
NE Markers in PCa Cells
To identify the molecular mechanisms underlying insulin-
enhanced gain of invasion and migration, we examined
microarray data from LNCaP cells treated with insulin,
in the presence or absence of synthetic androgen R1881.
Ingenuity Pathway Analysis identified transcriptomic changes in
insulin-treated LNCaP cells consistent with EMT (Figure 4A)
and NE transdifferentiation (Figure 4B). These results were
validated by qRT-PCR. Insulin increased transcription of
hallmark EMT-associated transcription factors, ZEB1, VIM,
and FOXC2 (Figure 4C). This increase was not observed in
the presence of DHT, however enzalutamide alone modulated
gene expression of mesenchymal genes with similar potency
to insulin (Figures 4C,D). Insulin increased expression of
NE-associated transcription factors SOX8, NEUROG1, and
NEUROD1 (Figure 4E) and several markers of NE phenotype
including CHGA and SST (Figure 4F).

Expression of these factors was also examined at 20 h
post-insulin treatment (Supplementary Figure 3). Transcription
factors for both EMT and NE phenotypes (FOXC2, ZEB1, SOX8,
NEUROG1) were significantly increased by 20 h, indicating
that these transcription factors may be driving subsequent
transcription of EMT and NE markers. Markers such as MMP9,
VTN, and SST were also increased with 20 h insulin treatment
while other markers such as VIM remained unchanged,
suggesting MMP9, VTN, and SST might be under more direct
insulin regulation.

Probing the same markers in DuCaP and 22RV1 RNA
(Figures 5A–F) revealed similar expression of both EMT and NE
associatedmarkers, and reversed in DuCaPwith DHT. Some cell-
line related differences were observed. VIM andMMP9 levels did
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FIGURE 2 | Insulin-induced migration is inhibited by androgens. (A) Wound closure assay showed insulin-induced migration was significantly reduced by 10 nM DHT

in LNCaP cells. Reduced migration was also observed in 22RV1 cells, but was not statistically significant and DHT had no effect in AR negative DU145 cells. (B) In

LNCaP cells, bicalutamide (10µM) inhibited migration, however; (C) The addition of enzalutamide (10µM) induced migration as potently as insulin. (D) In transwell

migration experiments, insulin induced migration, and both DHT and bicalutamide blocked this effect. (E) Enzalutamide, alone and in combination with insulin,

significantly increased transwell migration over vehicle. (F) In another AR-sensitive cell, DUCAP, insulin, and enzalutamide both significantly increased transwell

migration alone and in combination, blocked by DHT (All graphs n = 3, *p < 0.05, **p < 0.01, ***p < 0.001, ****p < 0.0001, One-way ANOVA, ± SEM with

vehicle as control).

not increase in 22RV1 cells in response to insulin (Figure 5E).
Additionally, DHT did not block the insulin induction of FOXC2
and VIM in 22RV1 cells, consistent with the reduced androgen
sensitivity of this cell line (Figures 5D,E).

Although classical epithelial gene transcripts such as EPCAM
and CDH1 were decreased in insulin-treated LNCaPs, compared
to DHT-treated cells (Supplementary Figure 4A), these results
were not reflected in protein levels which remained stable
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FIGURE 3 | Insulin induced invasion in PCa cells. Quantitation of spheroid growth in 3D MatrigelTM assay following treatment with (a) Vehicle (CSS), (b) insulin + BMS

745807, (c) insulin+DHT (d) insulin, (e) insulin + CP 751871 (f) DHT. Scale bars =100µm in image and inset). Insulin (d) promoted spheroid sprouting and invasion in

LNCaP cells (A) and 22RV1 cells (B), which was blocked with CP 751871 (e) and BMS 745807 (b). Images show degree of sprouting after 3 days of insulin treatment,

quantitated in the histogram. Sprouting was not observed in vehicle-treated cells (a) at the same time point. DHT-treated cells showed no evidence of sprouting over

this time (f). (C) Insulin promoted cell invasion through MatrigelTM coated transwell. The histogram shows addition of DHT completely prevented cell invasion and

bicalutamide failed to reverse the inhibitory effect of DHT. BMS 745807 also inhibited insulin induced transwell invasion (All graphs n = 3, *p < 0.05, ***p < 0.001,

One-way ANOVA, ±SEM with vehicle as control).

across all treatments (Supplementary Figures 4B,C). Similar
results were seen in 22RV1 (Supplementary Figures 4D,E) and
DuCaP (Supplementary Figures 4F,G) cells. Together these data
indicate that plasticity mechanisms such as EMT and NE may be
activated by insulin in androgen deprived PCa cells, via common
transcriptional regulators including FOXC2.

PI3K and MAPK Pathways Signal Insulin
Driven Plasticity
Genetic silencing of the IR in LNCaP cells, reduced transcription
of EMT markers FOXC2, MMP9, VTN following insulin
treatment, indicating signaling though the IR drives insulin

activated plasticity programs such as EMT (Figure 6A).
However, targeting IR is not clinically viable (36). Thus, we
tested inhibitors to signaling molecules downstream of IR.
The addition of MEK1/2 inhibitors U0126 (Figure 6B) and
PD98059 (Figure 6C) prevented insulin induced invasion and
migration, and blocked insulin induced phosphorylation of
ERK1/2 and increase in FOXC2, Zeb1 protein (Figure 6D;
Supplementary Figure 5A). The broad spectrum PI3K inhibitor
LY294002 also dramatically reduced insulin induced invasion
and migration, and upregulation of FOXC2 and ZEB1
(Figures 6B–D; Supplementary Figure 5A). The crosstalk
between PI3K/AKT/mTOR and RAS/RAF/MEK pathways
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FIGURE 4 | Insulin increases expression of EMT and NE genes in LNCaP cells. Gene expression heatmap of microarray data comparing LNCaP cells treated with

10 nM insulin in the presence or absence of 1 nM R1881 of typical epithelial and mesenchymal genes (A) and NE genes (B). qRT-PCR results of LNCaP cells confirm

that 48 h insulin treatment up-regulated key EMT associated transcriptional factors, FOXC2, ZEB1, and SNAIL (C), mesenchymal markers, VIM, MMP9 and VTN (D),

NE associated transcriptional factors, SOX8, NeuroG1, and NeuroD1 (E) and NE markers, ChgA, NCAM, SST (F). 48 h insulin treatment (10 nM) significantly

increased levels of transcription factors in LNCaP cells to levels similar to those observed for enzalutamide (10µM) treatment. DHT (10 nM) suppressed expression of

these transcription factors (All graphs n = 3, *p < 0.05, **p < 0.01, ***p < 0.001, ****p < 0.0001, One-way ANOVA, ±SEM with vehicle as control).

is well-described in PCa, suggesting combination therapy
inhibitors targeting both pathways may be required to prevent
disease progression (39–41). Thus, these results indicate that
PI3K and MEK inhibitors may be useful to counter the effects
of insulin in PCa. Together, the data suggests insulin signals
through PI3K and MEK pathways downstream of IR or hybrid
IR:IGF1R to promote cellular invasion and migration.

INSR Expression Correlates With FOXC2 in
Prostate Tumor Tissue
To determine the effect of key EMT transcription factors on
insulin action in PCa cells, LNCaP cells expressing shRNA

against FOXC2 and ZEB1 were engineered. LNCaP cells with
constitutive FOXC2 knockdown (shFOXC2) did not respond to
insulin with increased migration in transwell assays, in contrast
to the control cells (shFF3; Figure 7A). Additionally, there was
no increase in FOXC2 and CHGA transcripts by insulin in
FOXC2 knockdown cells (Figure 7B). To increase sensitivity
for Western blot analysis, LNCaP cell lysates were fractionated
to nuclear and cytoplasmic fractions. We observed increased
nuclear localization of FOXC2 with insulin in the shFF3 control
cell line, but no difference between vehicle and insulin in the
shFOXC2 cell line. The increase in nuclear levels of Zeb1
by insulin was also diminished in FOXC2 knockdown cells,
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FIGURE 5 | Insulin increases EMT and NE transcriptional profile in DUCaP and 22RV1 cells. To validate the LNCaP observations, 22RV1 and DuCaP cells were

cultured under androgen deprived conditions and treated with insulin (10 nM), DHT (10 nM), and enzalutamide (10µM) (48 h). qRT-PCR shows that levels of both (A)

EMT and NE transcription factors FOXC2, ZEB1, and SOX8 significantly increase in DuCaP cells with insulin treatment, along with non-significant increases in (B)

(Continued)
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FIGURE 5 | mesenchymal markers VIM and VTN and (C) NE markers CHGA, NCAM and SST. (D) 22RV1 cells increased transcription factor expression and with (E)

a muted rise in the mesenchymal transcripts with VTN significantly increased in 22RV1s and no significant change with insulin for VIM and MMP9. (F) NE markers

CHGA, NCAM, and SST were significantly upregulated with insulin treatment. DUCAP cells replicated LNCaP transcription in response to AR inhibitor enzalutamide for

both EMT and NE transcriptional factors, mesenchymal markers and NE markers (All graphs n = 3, *p < 0.05, **p < 0.01, ****p < 0.0001, One-way ANOVA, ± SEM

with vehicle as control).

FIGURE 6 | Manipulation of insulin signaling prevents insulin induced migration and expression of plasticity phenotype. (A) The shINSR model was used to measure

expression of FOXC2, MMP9, VTN, VIM following 10 nM insulin treatment (Ins) with and without 10 nM DHT (10 nM) using 5-day doxycycline (250 ng/mL/day) induced

shINSR3 cells. Insulin-induced increases were lost with shINSR induction (± used to denote no/dox induction). DHT inhibits insulin-induction of gene expression. PSA

control shows DHT response. (B) Inhibitors to PI3K and ERK1/2 reduced both insulin-induced transwell invasion and (C) wound-scratch migration in LNCaP cells, and

(D) prevented insulin induced rise in FOXC2, Zeb1, and phosphorylated MAPK in LNCaP cells. Inhibitor to PI3K (LY294002; LY) reduced total and phosphorylated PI3K

in LNCaP, but inhibitors of ERK1/2 of the MAPK signaling pathway (UO0126; UO) increased total and phosphorylated PI3K, suggesting a compensatory pathway (a,b,

corresponding tubulin loading) (All graphs n = 3, **p < 0.01, ***p < 0.001, ****p < 0.0001, One-way ANOVA, ± SEM with vehicle as control).

as was the rise in total and phosphorylated nuclear ERK1/2
(Supplementary Figure 5B).

In contrast, dox-induced knockdown of ZEB1 in LNCaP cells
dramatically reduced migration in vehicle conditions (androgen-
free) making any additional effect of insulin difficult to delineate
(Supplementary Figure 6A). QRT-PCR showed that knockdown
of Zeb1 with two different vectors in LNCaP cells did not block
insulin induction FOXC2, VTN, and MMP9 transcription, thus

inhibiting Zeb1 did not prevent insulin induced transcription of
mesenchymal genes (Supplementary Figure 6B). Together, these
data suggest that FOXC2, rather than Zeb1, drives the insulin
induced LNCaP migration.

To investigate the clinical relevance of this discovery,
we interrogated the relationship between IR and FOXC2
expression in publicly available transcriptomic databases of
clinical tissue through OncomineTM. Expression of INSR
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FIGURE 7 | FOXC2 knockdown blocks migration and plasticity phenotype and FOXC2 expression significantly correlates with insulin receptor expression in PCa

patient samples. (A) LNCaP cells with constitutive FOXC2 knockdown did not migrate through transwell in response to insulin treatment, unlike their control

counterparts with scramble knockdown (Scale bars = 100µm). (B) LNCaP cells with constitutive FOXC2 knockdown were also unable to up-regulate several EMT

and NE markers in response to insulin (Ins) treatment compared to vehicle (Veh), unlike FF3 control cells. Knockdown of FOXC2 prevented insulin induced rise in Zeb1.

Linear regression shows a significant positive association between FOXC2 and INSR in PCa patients with localized and mCRPC tumors in both (C) Grasso and (D)

Yu datasets. (E) Kaplan-Meier survival curve shows FOXC2 expression is significantly associated with overall survival in mCRPC patients with wild type AR

amplification mutation in Grasso. Median overall survival is significantly reduced by 62% in patients with metastatic tumors expressing high levels of FOXC2 compared

with patients with low level of FOXC2 expression (F) Box-plots showing FOXC2 mRNA is significantly increased in the metastatic PCa tumors (M) (patient numbers in

brackets) compared to primary tumors (P) in three datasets, accessed using OncomineTM (*p < 0.05, ** p < 0.01, One-way ANOVA, ±SEM with vehicle as control).

correlated significantly with FOXC2 in tumors but not in benign
prostate tissue in the Grasso et al. (42) and Yu et al. (43) clinical
datasets (Figures 7C,D). No correlation between INSR and ZEB1
was observed (data not shown). This reflects the in vitro results
where a more striking relationship between insulin signaling and

FOXC2, compared to Zeb1, is apparent. Additionally, among
patients with metastatic tumors that have amplified wild type AR,
increased FOXC2 mRNA in tumors correlated with significantly
reduced median overall survival (Figure 7E). FOXC2 levels were
also increased in metastatic PCa tumors compared to primary
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tumor tissue in three clinical datasets (Figure 7F). These data
highlight the potential clinical significance of FOXC2 and the
relationship with IR in PCa.

DISCUSSION

This study is the first of its kind to demonstrate insulin directly
regulating invasion and migration in PCa cells. Insulin has
previously been shown to increase invasion in endometrial
and pancreatic cancer cells (44, 45), but these studies did not
explore the transcriptional and translational profiles of this
migration. In our study, insulin augments adaptive plasticity via
an independent mechanism to androgen deprivation, without
further changing levels of epithelial proteins. We also showed, for
the first time, that insulin upregulates NEmarkers in PCa in vitro.
Furthermore, upregulation of IR is associated with an invasive
phenotype and in patient tumors implies a significantly reduced
prognosis (46). Thus, in the absence of androgens, insulin
modulates the molecular profile of cancer cells consistent with a
more invasive phenotype. Our results suggest this occurs through
PI3K/Akt and Ras/Raf/MAPK signaling and that transcription
factor FOXC2 may play a key role (Figure 8). Previous studies
support that Ras/Raf/MAPK (47) and PI3K/Akt/mTOR (48)
pathways can regulate NE phenotype in PCa. DHT can increase
migration and invasion (5, 6), influenced by duration of
experiments, feedback via the AR axis, method of measuring
migration and suppression of cell growth (49, 50).

Insulin has been shown to regulate FOXC2 in human
endothelial cells (51) and mouse adipocytes (52) but this is
the first time that insulin regulation of FOXC2 has been
demonstrated in PCa cells. FOXC2 is reported to regulate
both EMT and NE plasticity mechanisms in PCa (53), with
downstream activation of Zeb1, as reflected in our study
(Figures 4–6 and Supplementary Figure 5). The observation
that FOXC2 activates a mesenchymal phenotype without
changing epithelial markers is also consistent with previous
studies in breast and PCa (30, 53). Such a partial EMT (54), where
cells retain epithelial characteristics, while gaining mesenchymal
characteristics such as MMP9 expression (55) as observed in
our study, has been associated with the metastatic phenotype
(56). Elevated MMP9 has been reported to increase in both cell
migration in either sheet, clusters or chains, known as collective
migration and single cell migration. Thus, insulin may increase
collective migration in PCa cells.

FOXC2 and insulin display positive feedback mechanisms in
adipose tissue where FOXC2 is increased downstream of insulin
signaling and in turn further increases the sensitivity of the tissue
to insulin (57–59). Whether FOXC2 mediates similar effects
in PCa tumors requires further investigation. A recent study
showed that in vivo inhibition of p38MAPK reduced the effects
of FOXC2 in PCa (53). While we did not investigate p38MAPK
inhibitors, we report that inhibition of ERK1/2 (p42MAPK) by
MEK inhibitors leads to reduction in FOXC2 as well as insulin
driven invasion and migration. FOXC2 is a phosphoprotein
(60), phosphorylated by both p38MAPK (53) and ERK1/2
(61). Knockdown of FOXC2 reduced ERK1/2 levels, indicating

FIGURE 8 | Strategies to inhibit insulin induced PCa invasion and plasticity.

This study shows insulin receptors in PCa cells can signal through a

combination of PI3K/Akt and RAS/RAF/MAPK pathways, and in LNCaP cells,

up-regulate FOXC2 transcription factor, which then activates transcription of a

series of EMT and NE markers, to promote gain of cell invasion and migration.

This pathway can be blocked top-down by reducing ADT-induced systemic

hyperinsulinemia in PCa patients through use of anti-diabetic drug such as

metformin, to reduce circulating insulin levels and ligand availability for insulin

receptors in PCa cells. Alternatively, signaling may also be targeted

downstream of the insulin receptors by targeting PI3K and MAPK pathways

with small molecule inhibitors. Direct inhibition of insulin receptors, either IR or

IGF1R, leads to worsening of insulin resistance and hyperinsulinemia in

patients and are not viable for clinical use in PCa (36).

FOXC2 may directly regulate the RAS/MAPK/ERK1/2 pathway,
as previously described (62). Further studies are needed to unveil
genomic and non-genomic targets of FOXC2 as well as its
regulation of and by the RAS/MAPK/ERK pathway. Importantly,
ERK1/2 inhibitors may be effective at inhibiting FOXC2 action in
PCa similarly to p38MAPK inhibitors (53).

The differences in insulin responsiveness among PCa cell lines
could be due to differential expression of IR and IGF1R. This
could result in differential downstream signaling as different
levels of IGF1R or IR isoforms result in differences in hybrid
receptor formation or increased IR-A driving more migratory
pathways than IR-B (63). The PTEN status of PCa cells may
also contribute to differences inmigration response, where PTEN
mutations prime cells for EMT and invasion through additional
activation of RAS/RAF/MEK pathway, without which significant
metastatic burden is not achieved (64). Unlike both LNCaP
and DU145 cells, 22RV1 cells, with wild type PTEN, do not
have a basal activated PI3K pathway, which may alter signaling
networks downstream of IR in these cells and result in a muted
EMT response.
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These in vitro results suggest ADT-induced hyperinsulinemia
can impact on cancer progression and potentially aide in
metastasis-related processes. Hyperinsulinemia has been
specifically reported to promote breast cancer metastasis
to the lung in an elegant mouse model of non-obese
insulin resistance (65). Our findings highlight the need
for monitoring insulin levels in PCa patients receiving
ADT, who will predictably develop hyperinsulinemia, and
build a strong case for targeting insulin and downstream
activated pathways.

IR inhibitors are not clinically useful, due to their potential to
cause hyperglycemia. Inhibitors to IGF-1R, which target hybrid
receptors, also have undesirable metabolic effects (36), as well
as induce resistance mechanisms by the tumor via up-regulation
of IR (66). Our results indicate that PI3K and MAPK inhibitors
may be useful in PCa patients who present with or develop
ADT induced hyperinsulinemia, with recent studies advocating
the use of inhibitors combinations to target multiple pathways
(39–41, 64, 67) (Figure 8). Further studies investigating the
protein interactions upstream of insulin induced transcription
in PCa cells may produce useful targets for inhibition of
this specific pathway. Use of small molecule inhibitors to
PI3K and MAPK have not shown the promised efficacy in
clinical trials and can additionally induce hyperinsulinaemia
(68, 69) however, recent animal studies indicate that this can
be improved by reducing circulating insulin levels, especially
for inhibitors of PI3K p110α subunit (68). To this end, ligand
control may be the appropriate adjuvant intervention for
patients. Hyperinsulinemia may be targeted by diet alterations
(68) or via re-positioning diabetes drugs such as the insulin-
sensitizing drug metformin as adjuvant ADT therapy, to reduce
circulating ligand levels (70) (Figure 8). Although further work
is required to characterize recommended methods of combating
hyperinsulinaemia (68, 71), recent literature suggests metformin
may improve both quality of life and overall survival by reducing
insulin resistance and hyperinsulinemia and associated negative
impacts on PCa progression, but may also have direct anti-cancer
effects by inhibiting PCa proliferation (70). Thus, further studies
to understand the molecular mechanisms of insulin-lowering
drugs and diet in PCa are needed.

This study proved that insulin can directly increase migration
and invasion in androgen deprived PCa cells in vitro.
Mechanistically, this study demonstrated for the first time that
signaling through the IR and downstream PI3K and MAPK
pathways, insulin can activate EMT and NE phenotype and
there is significant clinical correlation between IR and the EMT
transcription factor FOXC2 in PCa tumors, associated with
decreased survival.

ETHICS STATEMENT

This study used commercially available human cell lines
and the patient tumor data in Figure 7 was accessed via
OncomineTM and did not require additional ethical approval
from our institution.

AUTHOR CONTRIBUTIONS

Specifically, microarray and bioinformatics analyses (AL,ML, JG,
and PS), invasion and migration assays (PS, JG, NS, and EW),
QRT-PCR and western blot analyses (PS, JG, WL, and AS), and
knock-down models (BH, PS, JG, and WL). Drafting manuscript
was performed by PS, JG, BH, EW, CN, andML. All authors were
involved in revising it critically for important intellectual content
and have given final approval of the version to be published. Each
author has participated sufficiently in the work to take public
responsibility for appropriate portions of the content and are
accountable for the accuracy or integrity of all parts of the work.
All authors made substantial contributions to conception and
design, acquisition of data, analysis, and interpretation of data.

FUNDING

This work was supported by funding from Movember and
Cure Cancer Australia Foundation through Prostate Cancer
Foundation of Australia (Young Investigator Grant YI-1412)
(JG); Cancer Council Queensland (grant number 1062939; CN,
JG, and BH); Australian Government Department of Health
(CN); and the Movember Foundation and Prostate Cancer
Foundation of Australia through a Movember Revolutionary
Team Award (CN, JG, BH, and EW). The organizations
concerned had no role in study design, collection, analysis,
or interpretation of the data, in the writing of the report
or in the decision to submit the article for publication. The
Translational Research Institute is supported by a grant from the
Australian Government.

ACKNOWLEDGMENTS

CHO.IR cells were a kind gift of Prof. JonWhitehead (University
of Lincoln, UK).

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fendo.
2019.00481/full#supplementary-material

REFERENCES

1. Scher HI, Fizazi K, Saad F, Taplin ME, Sternberg CN, Miller K, et al. Increased

survival with enzalutamide in prostate cancer after chemotherapy. N Engl J

Med. (2012) 367:1187–97. doi: 10.1056/NEJMoa1207506

2. Parimi V, Goyal R, Poropatich K, Yang XJ. Neuroendocrine differentiation of

prostate cancer: a review. Am J Clin Exp Urol. (2014) 2:273–85.

3. Aggarwal R, Huang J, Alumkal JJ, Zhang L, Feng FY, Thomas GV, et al.

Clinical and genomic characterization of treatment-emergent small-cell

neuroendocrine prostate cancer: a multi-institutional prospective study. J Clin

Oncol. (2018) 36:2492–503. doi: 10.1200/JCO.2017.77.6880

4. Chandrasekar T, Yang JC, Gao AC, Evans CP. Mechanisms of resistance

in castration-resistant prostate cancer (CRPC). Transl Androl Urol. (2015)

4:365–80. doi: 10.3978/j.issn.2223-4683.2015.05.02

Frontiers in Endocrinology | www.frontiersin.org 14 July 2019 | Volume 10 | Article 481

https://www.frontiersin.org/articles/10.3389/fendo.2019.00481/full#supplementary-material
https://doi.org/10.1056/NEJMoa1207506
https://doi.org/10.1200/JCO.2017.77.6880
https://doi.org/10.3978/j.issn.2223-4683.2015.05.02
https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles


Sarkar et al. Insulin Accelerates PCa Cell Invasion

5. Di Donato M, Cernera G, Auricchio F, Migliaccio A, Castoria G. Cross-

talk between androgen receptor and nerve growth factor receptor in prostate

cancer cells: implications for a new therapeutic approach. Cell Death Discov.

(2018) 4:5. doi: 10.1038/s41420-017-0024-3

6. Ko CJ, Huang CC, Lin HY, Juan CP, Lan SW, Shyu HY, et al. Androgen-

induced TMPRSS2 activates matriptase and promotes extracellular matrix

degradation, prostate cancer cell invasion, tumor growth, and metastasis.

Cancer Res. (2015) 75:2949–60. doi: 10.1158/0008-5472.CAN-14-3297

7. Nouri M, Ratther E, Stylianou N, Nelson CC, Hollier BG, Williams ED.

Androgen-targeted therapy-induced epithelial mesenchymal plasticity and

neuroendocrine transdifferentiation in prostate cancer: an opportunity for

intervention. Front Oncol. (2014) 4:370. doi: 10.3389/fonc.2014.00370

8. Bishop JL, Davies A, Ketola K, Zoubeidi A. Regulation of tumor cell plasticity

by the androgen receptor in prostate cancer. Endocr Relat Cancer. (2015)

22:R165–82. doi: 10.1530/ERC-15-0137

9. Li P, Yang R, Gao WQ. Contributions of epithelial-mesenchymal transition

and cancer stem cells to the development of castration resistance of prostate

cancer.Mol Cancer. (2014) 13:55. doi: 10.1186/1476-4598-13-55

10. Burchardt T, Burchardt M, Chen MW, Cao Y, de la Taille A,

Shabsigh A, et al. Transdifferentiation of prostate cancer cells to a

neuroendocrine cell phenotype in vitro and in vivo. J Urol. (1999)

162:1800–5. doi: 10.1016/S0022-5347(05)68241-9

11. Yang X, Chen MW, Terry S, Vacherot F, Chopin DK, Bemis DL, et al. A

human- and male-specific protocadherin that acts through the wnt signaling

pathway to induce neuroendocrine transdifferentiation of prostate cancer

cells. Cancer Res. (2005) 65:5263–71. doi: 10.1158/0008-5472.CAN-05-0162

12. McKeithen D, Graham T, Chung LW, Odero-Marah V. Snail transcription

factor regulates neuroendocrine differentiation in LNCaP prostate cancer

cells. Prostate. (2010) 70:982–92. doi: 10.1002/pros.21132

13. Smith MR, Lee H, McGovern F, Fallon MA, Goode M, Zietman AL, et al.

Metabolic changes during gonadotropin-releasing hormone agonist therapy

for prostate cancer: differences from the classic metabolic syndrome. Cancer.

(2008) 112:2188–94. doi: 10.1002/cncr.23440

14. Conteduca V, Caffo O, Derosa L, Veccia A, Petracci E, Chiuri VE, et al.

Metabolic syndrome in castration-resistant prostate cancer patients treated

with abiraterone. Prostate. (2015) 75:1329–38. doi: 10.1002/pros.23014

15. Yialamas MA, Dwyer AA, Hanley E, Lee H, Pitteloud N, Hayes FJ. Acute sex

steroid withdrawal reduces insulin sensitivity in healthy men with idiopathic

hypogonadotropic hypogonadism. J Clin Endocrinol Metab. (2007) 92:4254–

9. doi: 10.1210/jc.2007-0454

16. Gunter JH, Lubik AA, McKenzie I, Pollak M, Nelson CC. The Interactions

between insulin and androgens in progression to castrate-resistant prostate

cancer. Adv Urol. (2012) 2012:248607. doi: 10.1155/2012/248607

17. Faris JE, Smith MR. Metabolic sequelae associated with androgen deprivation

therapy for prostate cancer. Curr Opin Endocrinol Diabetes Obes. (2010)

17:240–6. doi: 10.1097/MED.0b013e3283391fd1

18. Flanagan J, Gray PK, Hahn N, Hayes J, Myers LJ, Carney-Doebbeling

C, et al. Presence of the metabolic syndrome is associated with shorter

time to castration-resistant prostate cancer. Ann Oncol. (2010) 22:801–

7. doi: 10.1093/annonc/mdq443

19. Hammarsten J, Hogstedt B. Hyperinsulinaemia: a prospective risk

factor for lethal clinical prostate cancer. Eur J Cancer. (2005)

41:2887–95. doi: 10.1016/j.ejca.2005.09.003

20. Ma J, Li H, Giovannucci E, Mucci L, Qiu W, Nguyen PL, et al. Prediagnostic

body-mass index, plasma C-peptide concentration, and prostate cancer-

specific mortality in men with prostate cancer: a long-term survival analysis.

Lancet Oncol. (2008) 9:1039–47. doi: 10.1016/S1470-2045(08)70235-3

21. Cox ME, Gleave ME, Zakikhani M, Bell RH, Piura E, Vickers E, et al.

Insulin receptor expression by human prostate cancers. Prostate. (2009)

69:33–40. doi: 10.1002/pros.20852

22. Heni M, Hennenlotter J, Scharpf M, Lutz SZ, Schwentner C, Todenhofer T,

et al. Insulin receptor isoforms A and B as well as insulin receptor substrates-

1 and−2 are differentially expressed in prostate cancer. PLoS ONE. (2012)

7:e50953. doi: 10.1371/journal.pone.0050953

23. Lubik AA, Gunter JH, Hollier BG, Fazli L, Ettinger S, Stylianou N,

et al. Insulin-like growth factor-2 increases de novo steroidogenesis

in prostate cancer cells. Endocr RelatCancer. (2013) 20:173–

86. doi: 10.1530/ERC-12-0250

24. Lubik AA, Gunter JH, Hendy SC, Locke JA, Adomat HH, Thompson V, et al.

Insulin increases de novo steroidogenesis in prostate cancer cells. Cancer Res.

(2011) 71:5754–64. doi: 10.1158/0008-5472.CAN-10-2470

25. Kushiro K, Nunez NP. Ob/ob serum promotes a mesenchymal cell

phenotype in B16BL6 melanoma cells. Clin Exp Metastasis. (2011) 28:877–

86. doi: 10.1007/s10585-011-9418-4

26. Price RS, Cavazos DA, De Angel RE, Hursting SD, deGraffenried

LA. Obesity-related systemic factors promote an invasive phenotype

in prostate cancer cells. Prostate Cancer Prostatic Dis. (2012) 15:135–

43. doi: 10.1038/pcan.2011.54

27. Gillessen S, Gilson C, James N, Adler A, Sydes MR, Clarke N, et al.

Repurposingmetformin as therapy for prostate cancer within the STAMPEDE

trial platform. Eur Urol. (2016) 70:906–8. doi: 10.1016/j.eururo.2016.07.015

28. Veldscholte J, Ris-Stalpers C, Kuiper GG, Jenster G, Berrevoets C, Claassen

E, et al. A mutation in the ligand binding domain of the androgen

receptor of human LNCaP cells affects steroid binding characteristics and

response to anti-androgens. Biochem Biophys Res Commun. (1990) 173:534–

40. doi: 10.1016/S0006-291X(05)80067-1

29. Gaupel A-C, Wang W-LW, Mordan-McCombs S, Yu Lee EC,

Tenniswood M. Chapter 39 - xenograft, transgenic, and knockout

models of prostate cancer. In: Conn PM, editor. Animal Models for

the Study of Human Disease. Boston, MA: Academic Press (2013). p.

973–95. doi: 10.1016/B978-0-12-415894-8.00039-7

30. Hollier BG, Tinnirello AA, Werden SJ, Evans KW, Taube JH, Sarkar

TR, et al. FOXC2 expression links epithelial-mesenchymal transition

and stem cell properties in breast cancer. Cancer Res. (2013) 73:1981–

92. doi: 10.1158/0008-5472.CAN-12-2962

31. Benton G, Arnaoutova I, George J, Kleinman HK, Koblinski J. Matrigel: from

discovery and ECM mimicry to assays and models for cancer research. Adv

Drug Deliv Rev. (2014) 79–80:3–18. doi: 10.1016/j.addr.2014.06.005

32. Ritchie ME, Phipson B, Wu D, Hu Y, Law CW, Shi W, et al. limma powers

differential expression analyses for RNA-sequencing and microarray studies.

Nucleic Acids Res. (2015) 43:e47. doi: 10.1093/nar/gkv007

33. Reich M, Liefeld T, Gould J, Lerner J, Tamayo P, Mesirov JP. GenePattern 2.0.

Nat Genet. (2006) 38:500–1. doi: 10.1038/ng0506-500

34. Belfiore A, Frasca F, Pandini G, Sciacca L, Vigneri R. Insulin receptor isoforms

and insulin receptor/insulin-like growth factor receptor hybrids in physiology

and disease. Endocr Rev. (2009) 30:586–623. doi: 10.1210/er.2008-0047

35. Carboni JM, Wittman M, Yang Z, Lee F, Greer A, Hurlburt W, et al. BMS-

754807, a small molecule inhibitor of insulin-like growth factor-1R/IR. Mol

Cancer Ther. (2009) 8:3341–9. doi: 10.1158/1535-7163.MCT-09-0499

36. Philippou A, Christopoulos PF, Koutsilieris DM. Clinical studies in humans

targeting the various components of the IGF system show lack of efficacy

in the treatment of cancer. Mutat Res Rev Mutat Res. (2017) 772:105–

22. doi: 10.1016/j.mrrev.2016.09.005

37. Sun C, Shi Y, Xu LL, Nageswararao C, Davis LD, Segawa T, et al. Androgen

receptor mutation (T877A) promotes prostate cancer cell growth and cell

survival. Oncogene. (2006) 25:3905–13. doi: 10.1038/sj.onc.1209424

38. Sun Y, Wang BE, Leong KG, Yue P, Li L, Jhunjhunwala S, et al.

Androgen deprivation causes epithelial-mesenchymal transition in the

prostate: implications for androgen-deprivation therapy. Cancer Res. (2012)

72:527–36. doi: 10.1158/0008-5472.CAN-11-3004

39. Park H, Kim Y, Sul JW, Jeong IG, Yi HJ, Ahn JB, et al. Synergistic anticancer

efficacy of MEK inhibition and dual PI3K/mTOR inhibition in castration-

resistant prostate cancer. Prostate. (2015) 75:1747–59. doi: 10.1002/pros.23057

40. Gioeli D, Wunderlich W, Sebolt-Leopold J, Bekiranov S, Wulfkuhle

JD, Petricoin EF III, et al. Compensatory pathways induced by MEK

inhibition are effective drug targets for combination therapy against

castration-resistant prostate cancer. Mol Cancer Ther. (2011) 10:1581–

90. doi: 10.1158/1535-7163.MCT-10-1033

41. Lodi A, Woods SM, Ronen SM. MR-detectable metabolic consequences of

mitogen-activated protein kinase kinase (MEK) inhibition. NMR Biomed.

(2014) 27:700–8. doi: 10.1002/nbm.3109

42. Grasso CS, Wu YM, Robinson DR, Cao X, Dhanasekaran SM, Khan AP,

et al. The mutational landscape of lethal castration-resistant prostate cancer.

Nature. (2012) 487:239–43. doi: 10.1038/nature11125

43. Yu YP, Landsittel D, Jing L, Nelson J, Ren B, Liu L, et al. Gene

expression alterations in prostate cancer predicting tumor aggression and

Frontiers in Endocrinology | www.frontiersin.org 15 July 2019 | Volume 10 | Article 481

https://doi.org/10.1038/s41420-017-0024-3
https://doi.org/10.1158/0008-5472.CAN-14-3297
https://doi.org/10.3389/fonc.2014.00370
https://doi.org/10.1530/ERC-15-0137
https://doi.org/10.1186/1476-4598-13-55
https://doi.org/10.1016/S0022-5347(05)68241-9
https://doi.org/10.1158/0008-5472.CAN-05-0162
https://doi.org/10.1002/pros.21132
https://doi.org/10.1002/cncr.23440
https://doi.org/10.1002/pros.23014
https://doi.org/10.1210/jc.2007-0454
https://doi.org/10.1155/2012/248607
https://doi.org/10.1097/MED.0b013e3283391fd1
https://doi.org/10.1093/annonc/mdq443
https://doi.org/10.1016/j.ejca.2005.09.003
https://doi.org/10.1016/S1470-2045(08)70235-3
https://doi.org/10.1002/pros.20852
https://doi.org/10.1371/journal.pone.0050953
https://doi.org/10.1530/ERC-12-0250
https://doi.org/10.1158/0008-5472.CAN-10-2470
https://doi.org/10.1007/s10585-011-9418-4
https://doi.org/10.1038/pcan.2011.54
https://doi.org/10.1016/j.eururo.2016.07.015
https://doi.org/10.1016/S0006-291X(05)80067-1
https://doi.org/10.1016/B978-0-12-415894-8.00039-7
https://doi.org/10.1158/0008-5472.CAN-12-2962
https://doi.org/10.1016/j.addr.2014.06.005
https://doi.org/10.1093/nar/gkv007
https://doi.org/10.1038/ng0506-500
https://doi.org/10.1210/er.2008-0047
https://doi.org/10.1158/1535-7163.MCT-09-0499
https://doi.org/10.1016/j.mrrev.2016.09.005
https://doi.org/10.1038/sj.onc.1209424
https://doi.org/10.1158/0008-5472.CAN-11-3004
https://doi.org/10.1002/pros.23057
https://doi.org/10.1158/1535-7163.MCT-10-1033
https://doi.org/10.1002/nbm.3109
https://doi.org/10.1038/nature11125
https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles


Sarkar et al. Insulin Accelerates PCa Cell Invasion

preceding development of malignancy. J Clin Oncol. (2004) 22:2790–

9. doi: 10.1200/JCO.2004.05.158

44. Wang Y, Zhu Y, Zhang L, Tian W, Hua S, Zhao J, et al. Insulin

promotes proliferation, survival, and invasion in endometrial carcinoma

by activating the MEK/ERK pathway. Cancer Lett. (2012) 322:223–

31. doi: 10.1016/j.canlet.2012.03.026

45. Wang L, Zhou W, Gou S, Wang T, Liu T, Wang C. Insulin promotes

proliferative vitality and invasive capability of pancreatic cancer cells via

hypoxia-inducible factor 1alpha pathway. J Huazhong Univ Sci Technol Med

Sci. (2010) 30:349–53. doi: 10.1007/s11596-010-0355-2

46. Vlachostergios PJ, Puca L, Beltran H. Emerging variants of

castration-resistant prostate cancer. Curr Oncol Rep. (2017)

19:32. doi: 10.1007/s11912-017-0593-6

47. Kim J, Adam RM, Freeman MR. Activation of the Erk mitogen-activated

protein kinase pathway stimulates neuroendocrine differentiation in LNCaP

cells independently of cell cycle withdrawal and STAT3 phosphorylation.

Cancer Res. (2002) 62:1549–54.

48. Wu C, Huang J. Phosphatidylinositol 3-kinase-AKT-mammalian target of

rapamycin pathway is essential for neuroendocrine differentiation of prostate

cancer. J Biol Chem. (2007) 282:3571–83. doi: 10.1074/jbc.M608487200

49. Jennbacken K, Tesan T, Wang W, Gustavsson H, Damber JE, Welen

K. N-cadherin increases after androgen deprivation and is associated

with metastasis in prostate cancer. Endocr Relat Cancer. (2010) 17:469–

79. doi: 10.1677/ERC-10-0015

50. Krycer JR, Brown AJ. Does changing androgen receptor status during prostate

cancer development impact upon cholesterol homeostasis? PLoS ONE. (2013)

8:e54007. doi: 10.1371/journal.pone.0054007

51. Fujita H, Kang M, Eren M, Gleaves LA, Vaughan DE, Kume T. Foxc2 is a

common mediator of insulin and transforming growth factor beta signaling

to regulate plasminogen activator inhibitor type I gene expression. Circ Res.

(2006) 98:626–34. doi: 10.1161/01.RES.0000207407.51752.3c

52. Gan L, Liu Z, JinW, Zhou Z, Sun C. Foxc2 enhances proliferation and inhibits

apoptosis through activating Akt/mTORC1 signaling pathway in mouse

preadipocytes. J Lipid Res. (2015) 56:1471–80. doi: 10.1194/jlr.M057679

53. Paranjape AN, Soundararajan R, Werden SJ, Joseph R, Taube JH, Liu H,

et al. Inhibition of FOXC2 restores epithelial phenotype and drug sensitivity

in prostate cancer cells with stem-cell properties. Oncogene. (2016) 35:5963–

76. doi: 10.1038/onc.2015.498

54. Christiansen JJ, Rajasekaran AK. Reassessing epithelial to mesenchymal

transition as a prerequisite for carcinoma invasion andmetastasis. Cancer Res.

(2006) 66:8319–26. doi: 10.1158/0008-5472.CAN-06-0410

55. Wolf K, Wu YI, Liu Y, Geiger J, Tam E, Overall C, et al. Multi-step pericellular

proteolysis controls the transition from individual to collective cancer cell

invasion. Nat Cell Biol. (2007) 9:893–904. doi: 10.1038/ncb1616

56. Thompson EW, Nagaraj SH. Transition states that allow cancer to spread.

Nature. (2018) 556:442–4. doi: 10.1038/d41586-018-04403-x

57. Di Gregorio GB, Westergren R, Enerback S, Lu T, Kern PA. Expression

of FOXC2 in adipose and muscle and its association with whole body

insulin sensitivity. Am J Physiol Endocrinol Metab. (2004) 287:E799–

803. doi: 10.1152/ajpendo.00155.2004

58. Datta N, Lindfors S, Miura N, Saleem MA, Lehtonen S. Overexpression

of transcription factor FOXC2 in cultured human podocytes upregulates

injury markers and increases motility. Exp Cell Res. (2016) 340:32–

42. doi: 10.1016/j.yexcr.2015.10.035

59. Dahle MK, Gronning LM, Cederberg A, Blomhoff HK, Miura N, Enerback S,

et al. Mechanisms of FOXC2- and FOXD1-mediated regulation of the RI alpha

subunit of cAMP-dependent protein kinase include release of transcriptional

repression and activation by protein kinase B alpha and cAMP. J Biol Chem.

(2002) 277:22902–8. doi: 10.1074/jbc.M200131200

60. Golden D, Cantley LG. Casein kinase 2 prevents mesenchymal transformation

by maintaining Foxc2 in the cytoplasm. Oncogene. (2015) 34:4702–

12. doi: 10.1038/onc.2014.395

61. Ivanov KI, Agalarov Y, Valmu L, Samuilova O, Liebl J, Houhou

N, et al. Phosphorylation regulates FOXC2-mediated transcription

in lymphatic endothelial cells. Mol Cell Biol. (2013) 33:3749–

61. doi: 10.1128/MCB.01387-12

62. Cui YM, Jiang D, Zhang SH, Wu P, Ye YP, Chen CM, et al. FOXC2

promotes colorectal cancer proliferation through inhibition of FOXO3a and

activation of MAPK and AKT signaling pathways. Cancer Lett. (2014) 353:87–

94. doi: 10.1016/j.canlet.2014.07.008

63. Malaguarnera R, Belfiore A. The emerging role of insulin and insulin-

like growth factor signaling in cancer stem cells. Front Endocrinol. (2014)

5:10. doi: 10.3389/fendo.2014.00010

64. Mulholland DJ, Kobayashi N, Ruscetti M, Zhi A, Tran LM, Huang J, et al. Pten

loss and RAS/MAPK activation cooperate to promote EMT and metastasis

initiated from prostate cancer stem/progenitor cells. Cancer Res. (2012)

72:1878–89. doi: 10.1158/0008-5472.CAN-11-3132

65. Ferguson RD, Gallagher EJ, CohenD, Tobin-Hess A, Alikhani N, Novosyadlyy

R, et al. Hyperinsulinemia promotes metastasis to the lung in a mouse

model of Her2-mediated breast cancer. Endocr Relat Cancer. (2013) 20:391–

401. doi: 10.1530/ERC-12-0333

66. Weinstein D, Sarfstein R, Laron Z, Werner H. Insulin receptor compensates

for IGF1R inhibition and directly inducesmitogenic activity in prostate cancer

cells. Endocr Connect. (2014) 3:24–35. doi: 10.1530/EC-13-0086

67. Bitting RL, Armstrong AJ. Targeting the PI3K/Akt/mTOR pathway in

castration-resistant prostate cancer. Endocr Relat Cancer. (2013) 20:R83–

99. doi: 10.1530/ERC-12-0394

68. Hopkins BD, Pauli C, Du X, Wang DG, Li X, Wu D, et al. Suppression

of insulin feedback enhances the efficacy of PI3K inhibitors. Nature. (2018)

560:499–503. doi: 10.1038/s41586-018-0343-4

69. Bendell JC, Rodon J, Burris HA, de Jonge M, Verweij J, Birle D, et al. Phase

I, dose-escalation study of BKM120, an oral pan-Class I PI3K inhibitor,

in patients with advanced solid tumors. J Clin Oncol. (2012) 30:282–

90. doi: 10.1200/JCO.2011.36.1360

70. Gunter JH, Sarkar PL, Lubik AA, Nelson CC. New players for advanced

prostate cancer and the rationalisation of insulin-sensitising medication. Int

J Cell Biol. (2013) 2013:834684. doi: 10.1155/2013/834684

71. Erickson N, Boscheri A, Linke B, Huebner JJMO. Systematic review:

isocaloric ketogenic dietary regimes for cancer patients. Med Oncol. (2017)

34:72. doi: 10.1007/s12032-017-0930-5

Conflict of Interest Statement: The authors declare that the research was

conducted in the absence of any commercial or financial relationships that could

be construed as a potential conflict of interest.

Copyright © 2019 Sarkar, Lee, Williams, Lubik, Stylianou, Shokoohmand, Lehman,

Hollier, Gunter and Nelson. This is an open-access article distributed under the

terms of the Creative Commons Attribution License (CC BY). The use, distribution

or reproduction in other forums is permitted, provided the original author(s) and

the copyright owner(s) are credited and that the original publication in this journal

is cited, in accordance with accepted academic practice. No use, distribution or

reproduction is permitted which does not comply with these terms.

Frontiers in Endocrinology | www.frontiersin.org 16 July 2019 | Volume 10 | Article 481

https://doi.org/10.1200/JCO.2004.05.158
https://doi.org/10.1016/j.canlet.2012.03.026
https://doi.org/10.1007/s11596-010-0355-2
https://doi.org/10.1007/s11912-017-0593-6
https://doi.org/10.1074/jbc.M608487200
https://doi.org/10.1677/ERC-10-0015
https://doi.org/10.1371/journal.pone.0054007
https://doi.org/10.1161/01.RES.0000207407.51752.3c
https://doi.org/10.1194/jlr.M057679
https://doi.org/10.1038/onc.2015.498
https://doi.org/10.1158/0008-5472.CAN-06-0410
https://doi.org/10.1038/ncb1616
https://doi.org/10.1038/d41586-018-04403-x
https://doi.org/10.1152/ajpendo.00155.2004
https://doi.org/10.1016/j.yexcr.2015.10.035
https://doi.org/10.1074/jbc.M200131200
https://doi.org/10.1038/onc.2014.395
https://doi.org/10.1128/MCB.01387-12
https://doi.org/10.1016/j.canlet.2014.07.008
https://doi.org/10.3389/fendo.2014.00010
https://doi.org/10.1158/0008-5472.CAN-11-3132
https://doi.org/10.1530/ERC-12-0333
https://doi.org/10.1530/EC-13-0086
https://doi.org/10.1530/ERC-12-0394
https://doi.org/10.1038/s41586-018-0343-4
https://doi.org/10.1200/JCO.2011.36.1360
https://doi.org/10.1155/2013/834684
https://doi.org/10.1007/s12032-017-0930-5
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles

	Insulin Enhances Migration and Invasion in Prostate Cancer Cells by Up-Regulation of FOXC2
	Introduction
	Methods
	Cell Lines and Culture
	Treatment With Hormones and Inhibitors
	Generation of shRNA Stable Cell Lines
	Wound-Healing Migration Assay
	Transwell Migration Assay
	3D MatrigelTM Cell Culture
	Transwell Invasion Assay
	Microarray
	RNA Isolation and Quantitative Real Time PCR (qRT-PCR) Analysis
	Western Blotting
	Gene Expression in Clinical Prostate Cancer Samples

	Results
	Insulin Increases Migration in Androgen Deprived PCa Cells
	AR Regulates Insulin-Induced Migration in PCa Cells
	Insulin Increases Invasion in PCa Cells
	Insulin Increases Expression of EMT and NE Markers in PCa Cells
	PI3K and MAPK Pathways Signal Insulin Driven Plasticity
	INSR Expression Correlates With FOXC2 in Prostate Tumor Tissue

	Discussion
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References


