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Figure Sx. Effects of 
DV200 and block age on 
gene detection with 
spatial transcriptomics.

Number of detected genes shown per 
spots in Visium (b, c) and AOI-s in GeoMx 
(d, e) shown in boxplots grouped by donor 
for all blocks with relation to the DV200 
value (b, d) and block age in months (c, 
e). Dot shapes show histology of the 
sample (b-e) and color of the AOI label in 
GeoMx (d, e).
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● Plasma cells: 9, 10, 13
● Vessel / Immune cells: 7 

Cluster assignment:

UMAP1

U
M

A
P

2

UMAP1

U
M

A
P

2

UMAP1

U
M

A
P

2

UMAP1

U
M

A
P

2

UMAP1

U
M

A
P

2

Tu_D1

Tu_D2

UMAP1
U

M
A

P
2

Tu_D3

Tu_D6Tu_D5Tu_D4

d

Visium

e

Fig S13

Fig S13



Fig S14
Fig S14



Fig S15

On consensus label by AOI and deconvolution 
majority vote, n = 97; improved purity 

On AOI label, n = 136

On spots annotated by deconvolution majority vote, 
where only spots with max fraction > 50% are kept, 

n = 9708; improved purity 

On spots annotated by deconvolution majority vote, 
n = 18580
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