Supplementary Figure 1
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Supplementary Figure 1. Representative flow chart for flow cytometry analysis.
Total cells analyzed from thymus (normal thymus or thymic lymphomas) were gated using
different combinations of forward and side scatter plots to select single cell population.
Single cells were then gated with CD45 to select the CD45+ lymphocytes. These were
then gated using CD4 and CD8 markers, and the following populations were denoted:
CD4+CD8+ double positive (DP), CD4+ cells, CD8+ cells, and CD4- CD8- double
negative (DN) populations. The DN population was then selected and gated using CD44
and CD25 markers to obtain the following populations: DN1, CD44+CD25- ; DNZ2,
CD44+CD25+; DN3, CD44-CD25+; DN4, CD44-CD25-. This gating strategy was used to
obtain population ratios shown in figure 3E and 3F.



