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Supplementary Figure S1 

Alignment of MTB and NTM Ag85 protein sequences.  

A Clustal Omega multiple sequence alignment [citation] of Ag85 protein sequences from 

various Mycobacterium strains is shown. The MTB strains include P9WQP1 (M. tuberculosis), 

P0C2T2 (M. bovis ATCC), and A1KJU9 (M. bovis BCG). The NTM strains include Q49575 

(M. intracellulare), P21160 (M. kansasii), Q06947 (M. avium), and B1MMV2 (M. abscessus). 

The alignment highlights a unique amino acid sequence (TQQIPK) at positions 234-239 (red 

underline) present in the MTB strains but absent in the NTM strains.       
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Supplementary Figure S2 

Prediction of MTB-Ag85 (PDB 1F0N) epitope by BCEP.  

A surface-accessible epitope including T234 (green), Q235 (red), Q236 (purple), P238 (blue), and 

K239 (yellow) is depicted. The conserved I236 was buried within the structure. 

 

 

 

 

 


