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totally or severely dependent, whereas at discharge and follow-up
21 (26%) and 10 (12%) remained totally or severely dependent
(P < .001), respectively (Figure 1).

Overall, in this cohort of relatively young and previously fit
patients admitted to PACF after severe COVID-19, functional
status was severely impaired at PACF admission, improved at
discharge, and was sustained during follow-up, but there was a
high burden of symptoms and perceived lower quality of life
among survivors.
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SARS-CoV-2 B 1.1.7 Variant
Outbreak in a Fully Vaccinated
Nursing HomedMadrid, June
2021
To the Editor:
After mass vaccination against SARS-CoV-2, starting in

December 2020, of residents in nursing homes (NHs), a sharp
decrease in the number of outbreaks andmortality was observed.1,2

Current evidence seems to support that the clinical benefits found
for COVID-19 vaccines in clinical trials3 may extend to long-term
care residents.4 However, some SARS-CoV-2 outbreaks after
vaccination have been reported in nursing homes in the United
States and in Canada.5e7

A recent SARS-CoV-2 outbreak caused by the B.1.1.7 variant
occurred in an assisted nursing home inMadrid, Spain, in May-June
2021 some months after almost full vaccination of residents and
staff (2 doses of Pfizer-BioNTech mRNA vaccine administered on
January 15 and February 5, 2021) that was followed by regular
vaccination of new residents and new staff. This facility had 170
residents distributed in 4 floors, with 24 hours’ medical and
nursing care. Two pre-vaccination COVID-19 outbreaks in August
2020 (17 cases, 10 hospitalizations, and 5 deaths) and in September
The authors declare no conflicts of interest.
2020 (26 cases and 8 hospitalizations) were documented in this
NH. SARS-CoV-2 serologic tests had been obtained from residents
in August8 and in December 2020.

The first 2 cases of this postvaccination outbreak [cases were
defined either by a positive SARS-CoV-2 rapid antigen test or a
reverse transcriptase polymerase chain reaction (RT-PCR) test]
were identified at the emergency department (ED) of the reference
hospital on May 30, 2021. These 2 patients had been transferred to
the hospital ED owing to suspected hip fracture and aspiration
pneumonia. A positive COVID-19 RT-PCR test was found in both
during routine preadmission screening. The common rooms of the
second floor of the NH where both residents lived was shared daily
by 45 other residents, who had no contact with other residents
outside this floor owing to functional disability.

Following local protocols, these 45 older adults and the 16
health care providers who cared for them were tested on May 31
with rapid antigen tests. These were positive in 12 residents and
negative in 33 residents and all health care providers, in contrast
with similar reported COVID-19 outbreaks.6,7,9 All 45 exposed res-
idents were immediately isolated and, on June 1, RT-PCR tests were
performed by the hospital Microbiology Department, detecting 8
new cases, summing up to 22 infected residents (46.8% of those
living in the same area of the NH). This outbreak infection rate was
higher than that reported in other recent outbreaks.5e7 Complete
vaccination status was confirmed in all but 1 of the 47 residents
(97.8%) with different vaccine batches.

Since the beginning of the outbreak, there was daily commu-
nication and coordination regarding infection prevention strategies
among the NH staff, the regional public health office, the public
primary care center the NH was affiliated to, and the microbiology
and geriatric departments of the reference hospital. This was
deemed crucial to quickly detect all infected residents and to avoid
extension of the outbreak to the 123 residents allocated in other
areas of the NH or to other NH staff.

The 25 exposed residents remained asymptomatic and with
negative antigen tests during follow-up; 6 of them had a history of
prior COVID-19 in 2020. Among the 22 cases,12were referred to the
ED because of clinical deterioration and admitted for acute care in
the COVID-19 area (median length of stay of 7 days). Of those
admitted, 10 had respiratory failure and 9 pneumonia or other
clinical complications. Three patients with advanced dementia
and other complications (aspiration pneumonia or diarrhea by
Clostridioides difficile) died in hospital. The outbreak mortality rate
(14% among cases, 25% among hospitalized cases) was lower than
themortality foundduring theAugust 2020outbreak (29% and50%).

SARS-CoV-2 variants were assessed in all cases based on the
detection of 2 single-nucleotide polymorphisms; whole genome
sequencing (WGS) was done in 5 cases, all confirming the presence
of the B.1.1.7 lineage, dominant in Spain at the time of the outbreak
(results uploaded to the public GISAID database, access numbers
2558024, 2558025, 2558026, 2558033, and 2558034). The immune
status of 46 residents was assessed on June 2, 2021: anti-spike IgG
was present in 43 and nonreactive IgG in 3. This supports an
adequate humoral immune response after vaccination, not
described in previous reports, but also confirms the vulnerability of
vaccinated seropositive NH residents.

No new COVID-19 cases were detected since June 2, so restric-
tive measures were gradually lifted based on regular PCR tests
(Figure 1), so the outbreak was declared closed after 2 weeks
(a shorter duration than COVID-19 outbreaks in the United States9),
amid infection control measures implemented by the different
stakeholders.

This report highlights the importance of early detection of
COVID-19 outbreaks in NH, even in fully vaccinated settings, and
the relevance of infection control measures and coordination

http://refhub.elsevier.com/S1525-8610(21)00772-6/sref1
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref1
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref1
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref3
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref3
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref3
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
https://doi.org/10.1016/j.jamda.2021.09.007
http://crossmark.crossref.org/dialog/?doi=10.1016/j.jamda.2021.08.032&domain=pdf


Fig. 1. Outbreak evolution and diagnostic tests. (Ag, rapid antigen test; neg., negative; PCR, reverse transcriptase polymerase chain reaction; pos., positive.)
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between all interested parties, as recommended by European
Geriatric Medicine Society during the first wave,10 because of the
high vulnerability of this population.
Acknowledgments

The authors thank the health care personnel of the nursing
home “Orpea San Blas” and the staff of Microbiology Department
and Liaison Geriatric Unit of Hospital Universitario Ramón y Cajal
for their support in the management of the outbreak.
References

1. Centers for Disease Control and Prevention. Interim public health recommen-
dations for fully vaccinated people. Available at: https://www.cdc.gov/
coronavirus/2019-ncov/vaccines/fully-vaccinated-guidance.html. Accessed August
21, 2021.

2. Menéndez Colino R, Merello de Miguel A, Argentina F, et al. [Evolution of
COVID-19 at nursing homes from the second wave to vaccination. Description
of a coordination program between Primary Care, Geriatrics and Public Health].
Rev Esp Salud Pública 2021;95:1e11.e202105071.

3. Polack FP, Thomas SJ, Kitchin N, et al. Safety and efficacy of the BNT162b2
mRNA Covid-19 vaccine. N Engl J Med 2020;383:2603e2615.

4. Salcher-Konrad M, Smith S, Comas-Herrera A. Emerging evidence on effec-
tiveness of COVID-19 vaccines among residents of long-term care facilities.
J Am Med Dir Assoc 2021;21:483e487.

5. Teran R, Walblay KA, Shane EL, et al. Postvaccination SARS-CoV-2 infections
among skilled nursing facility residents and staff members - Chicago, Illinois,
December 2020-March 2021. MMWR Morb Mortal Wkly Rep 2021;70:
632e638.

6. Cavanaugh AM, Fortier S, Lewis P, et al. COVID-19 outbreak associated with a
SARS-CoV-2 R.1 lineage variant in a skilled nursing facility after vaccination
program - Kentucky, March 2021. MMWR Morb Mortal Wkly Rep 2021;70:
639e643.
7. Williams C, Al-Bargash D, Macalintal C, et al. COVID-19 outbreak associated
with a SARS-Co-2 P.1 lineage in a long term care home after implementation of
a vaccination program e Ontario, April-May 2021. Clin Infect Dis 2021 Jul 8.
[Epub ahead of print].

8. Candel FJ, Barreiro P, San Román J, et al. The demography and characteristics of
SARS-CoV-2 seropositive residents and staff of nursing homes for older adults
in the Community of Madrid: the SeroSOS study. Age Ageing 2021;50(4):
1038e1047.

9. US Government Accountability Office. COVID-19 in nursing homes: Most
homes had multiple outbreaks and weeks of sustained transmission from May
2020 through January 2021. Available at: https://www.gao.gov/products/gao-
21-367. Accessed August 21, 2021.

10. Blain H, Rolland Y, Schols JMGA, et al. August 2020 interim EuGMS guidance to
prepare European long-term care facilities for COVID-19. Eur Geriatr Med
2020;11:899e913.

Jesús Mateos-Nozal, MD, PhD
Servicio de Geriatría. Hospital Universitario Ramón y Cajal (IRYCIS)

Madrid, Spain

Juan Carlos Galán Montemayor, MD, PhD
Servicio de Microbiología. Hospital Universitario Ramón y

Cajal (IRYCIS)
Madrid, Spain

Centro de Investigación Biomédica en Red en Epidemiología y Salud
Pública (CIBERESP)

Madrid, Spain

Silvia Lores Torres, MD
Residencia Orpea San Blas. Orpea Ibérica

Madrid, Spain

Pablo Barreiro, MD, PhD
Laboratorio de Salud Pública. Hospital Isabel Zendal

Madrid, Spain

https://www.cdc.gov/coronavirus/2019-ncov/vaccines/fully-vaccinated-guidance.html
https://www.cdc.gov/coronavirus/2019-ncov/vaccines/fully-vaccinated-guidance.html
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref2
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref3
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref3
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref3
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref4
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref5
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref6
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref6
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref6
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref6
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref6
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref7
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref7
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref7
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref7
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref7
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref7
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref8
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref8
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref8
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref8
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref8
https://www.gao.gov/products/gao-21-367
https://www.gao.gov/products/gao-21-367
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref10
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref10
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref10
http://refhub.elsevier.com/S1525-8610(21)00772-6/sref10


Research Letters / JAMDA 22 (2021) 2263e22682268
Ana Paños Zamora, RN
Residencia Orpea San Blas. Orpea Ibérica

Madrid, Spain

Fernando Martín Martínez, MD
Salud Pública. Consejería de Sanidad

Madrid, Spain

Diana García Castelo, MD, Silvia Grandez Torres, RN
Unidad de Apoyo a Residencias área este. Consejería

de Sanidad
Spain

Mario Rodríguez-Domínguez, MD, PhD
Servicio de Microbiología. Hospital Universitario Ramón y

Cajal (IRYCIS)
Madrid, Spain
Centro de Investigación Biomédica en
Red en Epidemiología y Salud Pública (CIBERESP)

Madrid
Spain

Francisco Javier Martínez Peromingo, MD, PhD
Director General de Coordinación Sociosanitaria. Consejería

de Sanidad
Spain

Alfonso José Cruz-Jentoft, MD, PhD
Servicio de Geriatría. Hospital Universitario Ramón y

Cajal (IRYCIS)
Madrid, Spain

https://doi.org/10.1016/j.jamda.2021.08.032

https://doi.org/10.1016/j.jamda.2021.08.032

