Supplementary Figure S1 Original image of blots and gels in the article
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Figure S1. The original blots were used in Figures 6C-D, please note the blots cut prior to
hybridization with antibodies.
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Figure S2. WGCNA for co-expression network construction of GSE20257. (A) Determination
of soft-thresholding power for GSE20257. (B) Heatmap of the correlation between module
eigengenes and the occurrence of COPD. (C) Black module of GSE20257 was intersected with
the Cu metabolism-associated genes. Modules with different colors represent different gene
modules, and the numbers in the modules represent the correlation between the module and the

phenotype.



