
Frontiers in Oncology | www.frontiersin.org

Edited by:
Zongli Zhang,

Qilu Hospital of Shandong University,
China

Reviewed by:
Philipp Kaldis,

Lund University, Sweden
Jinghan Wang,

Shanghai East Hospital, China

*Correspondence:
Siwanon Jirawatnotai

siwanon.jir@mahidol.ac.th

Specialty section:
This article was submitted to

Cancer Molecular Targets
and Therapeutics,

a section of the journal
Frontiers in Oncology

Received: 16 February 2022
Accepted: 12 April 2022
Published: 17 May 2022

Citation:
Suppramote O, Prasopporn S,

Aroonpruksakul S, Ponvilawan B,
Makjaroen J, Suntiparpluacha M,
Korphaisarn K, Charngkaew K,

Chanwat R, Pisitkun T, Okada S,
Sampattavanich S and Jirawatnotai S

(2022) The Acquired Vulnerability
Caused by CDK4/6 Inhibition

Promotes Drug Synergism Between
Oxaliplatin and Palbociclib in

Cholangiocarcinoma.
Front. Oncol. 12:877194.

doi: 10.3389/fonc.2022.877194

ORIGINAL RESEARCH
published: 17 May 2022

doi: 10.3389/fonc.2022.877194
The Acquired Vulnerability Caused by
CDK4/6 Inhibition Promotes Drug
Synergism Between Oxaliplatin and
Palbociclib in Cholangiocarcinoma
Orawan Suppramote1,2, Sunisa Prasopporn1, Satinee Aroonpruksakul1, Ben Ponvilawan1,
Jiradej Makjaroen3, Monthira Suntiparpluacha1, Krittiya Korphaisarn4,
Komgrid Charngkaew5, Rawisak Chanwat6, Trairak Pisitkun3, Seiji Okada7,
Somponnat Sampattavanich1 and Siwanon Jirawatnotai 1*

1 Siriraj Center of Research Excellence (SiCORE) for Systems Pharmacology, Department of Pharmacology, Faculty of
Medicine Siriraj Hospital, Mahidol University, Bangkok, Thailand, 2 Princess Srisavangavadhana College of Medicine,
Chulabhorn Royal Academy, Bangkok, Thailand, 3 Center of Excellence in Systems Biology, Faculty of Medicine,
Chulalongkorn University, Bangkok, Thailand, 4 Division of Medical Oncology, Department of Medicine, Faculty of Medicine
Siriraj Hospital, Mahidol University, Bangkok, Thailand, 5 Department of Pathology, Faculty of Medicine Siriraj Hospital,
Mahidol University, Bangkok, Thailand, 6 Hepato-Pancreato-Biliary Surgery Unit, Department of Surgical Oncology, National
Cancer Institute, Bangkok, Thailand, 7 Division of Hematopoiesis, Joint Research Center for Human Retrovirus Infection,
Kumamoto University, Kumamoto, Japan

Cholangiocarcinoma (CCA) is one of the most difficult to treat cancers, and its nature of
being largely refractory to most, if not all, current treatments results in generally poor
prognosis and high mortality. Efficacious alternative therapies that can be used
ubiquitously are urgently needed. Using acquired vulnerability screening, we observed
that CCA cells that reprofile and proliferate under CDK4/6 inhibition became vulnerable to
ribosomal biogenesis stress and hypersensitive to the anti-ribosome chemotherapy
oxaliplatin. CCA cells overexpress the oncogenic ribosomal protein RPL29 under
CDK4/6 inhibition in a manner that correlated with CDK4/6 inhibitor resistance.
Depletion of RPL29 by small interfering RNAs (siRNAs) restored the sensitivity of CCA
cells to CDK4/6 inhibition. Oxaliplatin treatment suppressed the RPL29 expression in the
CDK4/6 inhibitor treated CCA cells and triggered RPL5/11-MDM2-dependent p53
activation and cancer apoptosis. In addition, we found that combination treatment with
oxaliplatin and the CDK4/6 inhibitor palbociclib synergistically inhibited both parental and
CDK4/6 inhibitor-resistant CCA, and prevented the emergence of CDK4/6 and oxaliplatin-
resistant CCA. This drug combination also exerted suppressive and apoptosis effects on
CCA in the in vitro 3-dimensional culture, patient-derived organoid, and in vivo xenograft
CCA models. These results suggest the combination of the CDK4/6 inhibitor palbociclib
and the anti-ribosome drug oxaliplatin as a potentially promising treatment
for cholangiocarcinoma.
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INTRODUCTION

Cholangiocarcinoma (CCA) is a highly lethal gastrointestinal
malignancy that has one of the worst prognoses among solid
tumors. Most patients with CCA are diagnosed at a late stage.
Although, surgery is the only curative treatment; most patients
are ineligible for tumor resection. Gemcitabine plus cisplatin is
recommended as first-line treatment for advanced stage disease
with objective response rate only 25 percent (1).

Although novel molecular targetable mutations, such as
activating IDH1/2 mutations and FGFR fusions, have been
identified, these mutations present in only a small percentage
of patients (2). Almost all patients eventually experience disease
progression while on first-line systemic therapy and succumb to
their disease. Therefore, novel therapeutic drugs/strategies to
treat CCA are urgently needed. Targeted therapies that can be
broadly applied do not yet exist, because CCA includes
genetically heterogeneous tumors with no single major
molecular driver (3–8).

Previously reported evidence showed that deregulation of
genes that encode cell cycle regulators is common in CCA,
which highlights cell cycle inhibition as a logical strategy for
CCA treatment (9), and several preclinical studies, including our
work, have reported corroborating evidence (10–12). However, a
clinical study in CDK4/6 inhibitor monotherapy for CCA fell
short of expectations (13). There are some hypotheses that may
explain the aforementioned disappointing results. For one thing,
the shortcoming in clinical level may be a result of a failure to
identify the CCA with suitable molecular profiles for the CDK4/6
inhibition. Second, the efficacy of CDK4/6 inhibitor
monotherapy may be compromised by the emergence of
acquired drug resistance, which can develop rapidly. These
challenges will need to be overcome to leverage the benefit of
the cell cycle inhibitors in CCA. Considering the inevitable
emergence of drug resistance, identification of rational
combinations is an appealing concept, and one of the most
active fields of study in cancer drug resistance (14).

It has been demonstrated that cancer cells that are being
treated with drugs try to adapt and reprofile their molecular
networks to survive, proliferate, and become drug-resistant. This
adaptation comes at a fitness cost of some collateral physical
characters, which may result in an acquired vulnerability
(acquired sensitivity) within the drug-resistant cancer cell (15).

In the present study, we hypothesized that while under strong
CDK4/6 inhibition, CCA cells would reprofile their molecular
networks and, as a result, become dependent on a new converged
biological process/pathway to survive the inhibition. We then set
forth to identify the newly emerging therapeutic targets in
CDK4/6 inhibitor-resistant cancer cells by leveraging the
acquired vulnerability of the cancer cells that grew under
CDK4/6 inhibition in the hope that inhibition of the novel
target would synergize with CDK4/6 inhibition and prohibit
the escape of CCA from CDK4/6 inhibition. We performed
acquired vulnerability screening and analyzed pathway
reprofiling in CDK4/6 inhibitor-resistant CCA. Our results
revealed an acquired vulnerability of resistant CCA cells to
ribosome biogenesis stress, and drug synergism between
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CDK4/6 inhibitor and a drug already used in the treatment of
CCA, oxaliplatin. We also uncovered the mechanistic basis for
the observed drug synergism, and validated the efficacy of this
drug combination in both in vitro and in vivo CCA models,
which facilitates direct translation for clinical investigation of
these findings.
MATERIALS AND METHODS

Cell Culture and the Establishment of
Resistant Cell Lines
KKU-055 and KKU-213B cell lines were obtained from the
Japanese Collection of Research Bioresources (JCRB) Cell Bank
(Osaka, Japan). The culture methods were previously described
(10). Cell lines were routinely tested for mycoplasma.
Palbociclib-resistant cell lines and single-resistant clones were
generated as previously described (16, 17).

Cell Viability Assay
Palbociclib, ribociclib, abemaciclib, oxaliplatin, cisplatin, and
actinomycin D were purchased from Selleck Chemicals
(Houston, TX, USA). Phenanthriplatin was generously
provided by Professor Stephen J Lippard of the Department of
Chemistry, Massachusetts Institute of Technology, Boston, MA,
USA. Drug testing in resistant cell lines and 3-demensional (3D)
spheroids was performed as previously described (10).

Western Blotting and Immunoprecipitation
Assay
The whole-cell lysates were prepared by lysis in 0.5% NP-40
buffer (NP-40, 1 M HEPES pH 7.4, 5M NaCl, 0.5M EDTA pH 8)
supplemented with a protease inhibitor and a phosphatase
inhibitor (Thermo, 78420, USA). The nuclear-cytoplasmic
fractionation lysates were prepared using cytoplasmic buffer
(10 mM HEPES, 1.5 mM MgCl2, 10 mM KCl, 0.5 mM DTT,
0.05% NP-40, pH 7.9) and nucleoplasmic buffer (5 mM HEPES,
1.5 mM MgCl2, 0.2 mM EDTA, 0.5 mM DTT, 26% glycerol, pH
7.9). Equal amounts of lysate were used for Western blotting as
previously described (10). Immunoprecipitation was performed
according to standard protocol (18).

Immunofluorescence Staining
Cells were seeded in six-well plates at a 2,000 cell/well density
and incubated for 24 hours. The next day, the culture medium
was removed and new culture medium treated with 5 mM
oxaliplatin, 0.5 mM cisplatin, or Vehicle was added into
different wells and reincubated for 24 hours (10).

Proteomic Analysis by Quantitative
Mass Spectrometry
Two palbociclib-resistant clones (KKU-055R29 and KKU-
055R30) and the KKU-055wt were selected for 3-plex dimethyl
labeling proteomic analysis. The cells were lysed in 8 M urea lysis
buffer containing protease and phosphatase inhibitors (Thermo,
78420, USA). Equal amounts of whole-cell lysate were digested,
May 2022 | Volume 12 | Article 877194
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labeled, fractionated, and subjected to liquid chromatography-
tandem mass spectrometry (LC-MS/MS) using the Q Exactive™

Plus Hybrid Quadrupole-Orbitrap™ mass spectrometer as
previously described (19). The raw data were analyzed for
protein identification and relative quantification using
MaxQuant software (Max Planck Institute of Biochemistry,
Planegg, Germany). The files were searched against the human
UniProt database (August 2019) using previously described
search parameters (19). Proteins matched the reverse database
and contaminants were excluded, and imputed missing values
were derived from the normal distribution (width: 0.3,
downshift: 0.5). The pathway analysis was performed and the
statistics were calculated using Perseus software (version 1.6.14.0,
Max Planck Institute of Biochemistry).

Gene Set Enrichment Analysis
Gene expression profile from the Kyoto Encyclopedia of Genes
and Genomes (KEGG) ribosome signature gene set (88 genes by
gene family) analysis was performed as previously described (10).
The normalized enrichment score was calculated, and the genes
with a positive rank metric score were specified.

In Vivo Studies
The protocols for all in vivo experiments in this study were
approved by the Mahidol University – Institute Animal Care and
Use Committee. Experiments were performed as previously
described (10). A total of 10 × 106 of KKU-055 cells was
subcutaneously injected into female 2-month-old non-obese
diabetic/severe combined immunodeficiency (NOD/SCID)
mice, and the resulting tumor was allowed to grow to 0.5 cm
in diameter. After that, 75 mg/kg palbociclib was administered
daily via oral gavage until the tumor re-grew during treatment to
obtain a palbociclib-resistant tumor. The palbociclib-resistant
tumor was then excised and engrafted into a new cohort of study
mice. After confirmation of tumor engraftment, 75 mg/kg
palbociclib daily via oral gavage, 5 mg/kg oxaliplatin weekly
via intraperitoneal injection, or the combination of both was
given to tumor engrafted study mice. Hematoxylin and eosin
(H&E) staining of mouse tumor tissues was performed according
to standard protocol (10).

Drug Testing in Patient-Derived Organoids
The study protocol was approved by the Institutional Review
Board for Human Research (SI494/2019 and NCI006/2020).
Intrahepatic CCA tissues were pasted using surgical blades and
then washed with 12 ml of wash media (advanced DMEM/F12
containing 1 x Glutamax™ (Thermo, 10565018, USA), 10 mM
HEPES, and 100 U/ml Penicillin/Streptomycin). The tissue paste
was collected by centrifugation at 400 x g, 4°C for 5 min, then
digested with 5 ml of the wash media containing 2 mg/ml
collagenase D at 37°C for 30 min. Undigested tissues were
filtered out with cell strainers. The cells were embedded in 70%
matrigel and cultured in organoid culture media (20) until
organoids formed. The organoids were dissociated into single
cells by incubating with 1 ml of TrypLETM Express (Gibco,
12604021, USA) at 37°C for 5 min. In a 384-well plate format, the
Frontiers in Oncology | www.frontiersin.org 3
cells suspended in organoid culture media containing 5%
matrigel were plated at 1000 cells/well, and incubated for 72 h.
Eight concentrations of each drug with the following final
concentrations: Palbociclib at 10, 5, 1, 0.5, 0.25, 0.125, 0.062,
and 0.031 mM; Oxaliplatin at 100, 50, 10, 5, 2.5, 1.25, 0.62, and
0.31 mM; Palbociclib plus Oxaliplatin combination at 1:1 ratio,
were added and incubated for 5 days. Cell viability was measured
using ATPlite™ Luminescence Assay System (Perkin Elmer,
Waltham, MA, USA) following the manufacturer’s instruction,
and the cell viability percentages were calculated by normalizing
with non-treated control (0.05% DMSO).

Statistical Analysis
Unless otherwise stated, comparison was made and statistical
significance was determined between groups using a two-sided
Student’s t-test. A p-value of less than 0.05 was considered
statistically significant for all tests. Data are shown as the mean
± standard deviation (SD) of at least 3 experiments. Analysis of
variance (ANOVA) or Kruskal-Wallis test was used for
comparisons among 3 or more groups.
RESULTS

Characterization of CDK4/6
Inhibitor-Resistant CCA Cells
To investigate acquired vulnerability in CCA cells that proliferate
despite CDK4/6 inhibition, we developed the CDK4/6 inhibitor-
resistant CCA cell lines KKU-055R and KKU-213BR from
parental KKU-055 (KKU-055wt) and KKU-213B (KKU-
213Bwt) cells by culturing the parental cells with the CDK4/6
inhibitor palbociclib using a step-wise dosing protocol
(Figure 1A). The KKU-055R and KKU-213BR palbociclib
GR50s were 18.57- and 15.53-fold higher than that of the
parental cells, respectively (Figure 1B). We isolated and
expanded up to 29 single cells (clones) from KKU-055R, and 13
clones fromKKU-213BR to study various mechanisms of CDK4/6
inhibitor resistance (Figure 1A). We validated that these drug-
resistant clones were resistant to the all of the FDA-approved
CDK4/6 inhibitors (i.e., palbociclib, ribociclib, and abemaciclib)
(Figures 1C, D, and Supplementary Figures 1A, B). The resistant
clones divided under CDK4/6 inhibitor treatments with varied
rates and doubling times, which suggests heterogeneous behavior
among the cells (Figures 1E, F). We then explored the
mechanisms of drug resistance in 12 randomly selected KKU-
055R clones by immunoblotting (Supplementary Figure 1C).
Virtually all of the representative clones demonstrated altered
levels of proteins previously reported to be associated with CDK4/
6 inhibitor resistance (21). More specifically, clones 8, 18, and 30
showed pRB downregulation; clones 12, 15, 18, 27, 28, and 29
showed CDK4-Cyclin Ds downregulation and cyclin E
upregulation; and, clones 12, 15, 27, 28, and 30 showed CDK6
overexpression that correlated with slight upregulation of
phospho-S6 kinase. These results indicated that we had
established CDK4/6 inhibitor-resistant CCA clones that had
May 2022 | Volume 12 | Article 877194
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developed varied adaptive molecular profiles to survive under
CDK4/6 inhibitor treatment.
Acquired Vulnerability Screening
Uncovered Hypersensitivity of CDK4/6
Inhibitor-Resistant Clones to Ribosome
Biogenesis Stress
We used the IncuCyte® Live-Cell Analysis System to perform
acquired vulnerability screening by comparing the 5-day growth
curves of twenty-nine resistant KKU-055R clones to the growth
curves of KKU-055wt while under treatment with individual drugs
Frontiers in Oncology | www.frontiersin.org 4
from a small cancer drug library that covered 25 cancer pathways
plus commonly used chemotherapies. We defined acquired
vulnerability as positive when the average (n=4) area under the
curve (AUC) of a resistant clone was smaller than the AUC of the
parental cell by at least two fold (Figure 2A). As expected, we found
all of the KKU-055R clones to universally resistant to all 3 of the
CDK4/6 inhibitors (i.e., palbociclib, ribociclib, and abemaciclib)
[Figure 2B (blue color indicates less sensitivity to a drug compared
to the sensitivity observed in KKU-055wt]. None of the resistant
clones acquired vulnerability to the standard first-line CCA
chemotherapy gemcitabine or cisplatin, except clone 12, which
developed sensitivity to cisplatin (shown in red). We also found
A B

D

E

F

C

FIGURE 1 | Characterization of CDK4/6 inhibitor-resistant CCA cells. (A) Palbociclib-resistant KKU-055 and KKU-213B CCA cells (KKU-055 pooled R, and KKU-
213B pooled R) were generated using a step-wise dosing protocol, and then isolated into single clones via serial dilution. All resistant cells were maintained in 1 µM
palbociclib. (B) Palbociclib dose-response curves for parental KKU-055wt and pooled resistant cells. Error bars represent standard deviation of triplicate cultures.
(C) Palbociclib dose-response curves for KKU-055wt and resistant clones. Error bars represent standard deviation of triplicate cultures. (D) Abemaciclib and
ribociclib dose-response curves for KKU-055wt and resistant clones. Error bars represent standard deviation of triplicate cultures. (E) Relative confluencies of
resistant KKU-055 clones compared to KKU055wt under 140 nM palbociclib or 100 nM abemaciclib treatment at 120 hours. (F) Doubling time of KKU-055wt and
twenty-nine KKU-055-resistant clones.
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that several resistant clones became hypersensitive to mTOR
inhibitors [i.e., everolimus (13/29 clones), and rapamycin (6/29
clones)] (Figure 2B), which is consistent with previous findings
from breast cancer studies that investigated whether targeting
activated PI3K/mTOR signaling may overcome acquired
resistance to CDK4/6-based therapies (21–23). Unexpectedly, we
found that most of the resistant clones (25/29 clones, 86.2%) had
acquired sensitivity to oxaliplatin, which is a platinum agent that is
used in combination with fluoropyrimidine, or gemcitabine as one
of the standard second-line CCA treatment (Figure 2B,
Frontiers in Oncology | www.frontiersin.org 5
Supplementary Figure 2A). To validate the acquired vulnerability
to oxaliplatin, we generated oxaliplatin dose-response curves for
several KKU-055R and KKU-213BR clones, as well as for pools of
KKU-055R, and KKU-213BR cells. We found a consistent
reduction in oxaliplatin GR50s in all the clones and pooled
resistant cells (Figures 2C–E). Oxaliplatin is an atypical platinum
agent, which unlike the prototypical cisplatin, kills cancer cells by
interfering with ribosome biogenesis (24). Clonogenic survival assay
confirmed that the resistant clones were more sensitive to
oxaliplatin compared to KKU-055wt cells (Supplementary
A B

D

E

C

FIGURE 2 | Cancer drug library screening reveal the acquired vulnerability of CDK4/6 inhibitor-resistant clones to ribosome biogenesis stress. (A) Acquired
vulnerability concept (top). Drugs were considered to be acquired vulnerability-positive when the 5-day area under the cell proliferation curve (AUC) of a resistant
clone was lower than 50% of the AUC of the parental cell (left). A small cancer drug library (right). (B) Heat map showing the relative sensitivity of each KKU-055-
resistant clone compared to KKU-055wt (less sensitive: blue, more sensitive: red). (C) Oxaliplatin dose-response curves for KKU-055wt, KKU-213B, and their pooled
resistant cells. (D) Oxaliplatin dose-response curves for KKU-055wt and resistant clones. (E) Oxaliplatin dose-response curves for KKU-213Bwt and resistant clones.
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https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles


Suppramote et al. Oxaliplatin/Palbociclib Combination Effectively Kills Cholangiocarcinoma
Figure 2B). We then tested the relative sensitivity of the resistant
clones to other drugs known to interfere with ribosomal biogenesis,
such as phenanthriplatin (24) and actinomycin D. We found most
of the KKU-055R and 213BR clones tested and the pooled resistant
clones to be vulnerable to anti-ribosome biogenesis drugs
(Supplementary Figures 2C–H). To further confirm the target of
oxaliplatin in the ribosomal pathway, we also treated CCA cells with
omacetaxine, which is a ribosome inhibitor whose anti-cancer
function relies on intact ribosome function. We found that
increasing the dose of oxaliplatin antagonized the anti-cancer
activity of omacetaxine, which suggests that both drugs exploit a
similar biological pathway to inhibit cancer cells (Supplementary
Figure 3A). Of note, the observed antagonism was more noticeable
in resistant KKU-055R cells compared to the parental cells, which
suggests a more pronounced ribosomal dependency in the resistant
cells. In addition, to exclude the possibility that resistant cells
acquired a vulnerability to DNA damage-induced killing, we
treated KKU-055R clones with various doses of cisplatin. We
found that none of the resistant clones acquired sensitivity to
cisplatin compared to the KKU-055wt (Supplementary
Figure 3B). We, therefore, concluded that our acquired
vulnerability screen had uncovered an acquired vulnerability to
ribosomal biogenesis stress that may be targeted by oxaliplatin, an
anti-ribosomal biogenesis drugs.
Altered Ribosome Expressions in CDK4/6
Inhibitor-Resistant CCA Cells
To understand the acquired sensitivity to anti-ribosome biogenesis
agents, we quantitatively analyzed the proteomic profiles of resistant
clones. We selected KKU-055R30 with a low level of pRB, and
KKU-055R29 with cyclin E overexpression to compare with KKU-
055wt cells. We found quite similar proteomic changes in both
resistant clones. Top changes that were shared between the two
resistant clones were cell cycle (p=0.0000017 vs. p=0.0000013),
amino acid and glucose metabolism (p=0.0000014 vs.
p=0.0000085), phagocytosis (p=0.0000031 vs. p=0.000023),
regulation of actin (p=0.00000078 vs. p=0.0000058), and
ribosomal proteins (p=0.0000044 vs. p=0.000013), all respectively
(Figure 3A). As a result of the acquired vulnerability to anti-
ribosomal biogenesis agents observed in the resistant cells, we
focused on common changes in ribosomal proteins. We found
significant enrichment of 15, and 10 ribosomal proteins in KKU-
055R29, and KKU-055R30, respectively (Figure 3B). Individually,
Ribosomal Protein (RP) Large subunit 29 (RPL29) was the most
significantly upregulated in both resistant cells compared to KKU-
055wt (Figure 3C).

Interestingly, we found the levels of RPL29 in resistant cells to be
associated with drug treatment. More specifically, RPL29 was
upregulated under palbociclib treatment, but it was downregulated
under oxaliplatin treatment (Figure 3D and Supplementary
Figures 4A, B). This finding suggests a functional role of RPL29 in
CCA survival under these two treatments. Interestingly, the level of
RPL29 was also suppressed in oxaliplatin treatment in spite of
palbociclib treatment (Supplementary Figure 4B). The drug-
induced ribosomal changes were specific to RPL29, but not to the
other key RPs in the ribosome checkpoint pathway, such as RPL5,
Frontiers in Oncology | www.frontiersin.org 6
RPL11, and RPS14 (Figure 3D). Of note, cisplatin treatment did not
cause any noticeable change in RPL29 expression (Figure 3E).
Interestingly, we also observed drug-induced changes in RPL29 in
the CDK4/6 inhibitor sensitive KKU-055wt cells, in a lesser extent
(Supplementary Figure 4B), which suggests that drug-induced
changes in RPL29 are a consequence of molecular reprofiling in
resistant cells. RPL29 is a long half-life protein that was stable for 96
hours under cycloheximide treatment. We found that oxaliplatin
significantly shortened the half-life of RPL29 to 20 hours
(Figures 3F, G). Oxaliplatin had no effect on the half-life of RPL5
orRPL11 (Figure5F).Therefore, to surviveCDK4/6 inhibition,CCA
cells reprofiled theirmolecularnetworks as reflectedbydrug-induced
changes in RPL29. To further investigate whether RPL29 plays an
essential role in the survival of the resistant clones, we partially
depleted RPL29 by 2 independent sequences of RPL29 siRNA
(Supplementary Figure 4C). We found that RPL29 siRNA-a, and
b, which depleted 50% of the endogenous RPL29, significantly
decreased the survival of the resistant clones, and the addition of
palbociclib further decreased the survival of the resistant clones
(Figures 3H-J).

Ribosome Biogenesis Checkpoint-
Mediated Activation of p53 in CDK4/6
Inhibitor-Resistant Clones Under
Oxaliplatin Treatment
Ribosomal biogenesis is tightly linked to cellular activities, such
as growth and cell cycle progression. Perturbation of ribosomal
biogenesis can cause nucleolar stress. The process through which
RPs transmit nucleolar stress signals via MDM2-p53 has been
described as a crucial tumor suppression mechanism (25).
Downregulation of RPL29 has been linked to p53 activation by
RPL5/11 sequestration of MDM2 in the nucleus (18, 26–28).
Since we found that oxaliplatin promotes downregulation of
RPL29, we hypothesized that oxaliplatin triggers RPL5/11-
mediated MDM2 sequestration and p53 activation in CDK4/6
inhibitor-resistant cells.

As shown by the immunoblots in Figure 4A, oxaliplatin
downregulated RPL29 in all of the resistant clones tested (to a
lesser extent in wild-type cells), and promoted relocation of RPL5
and RPL11 from the cytoplasm to the nucleus. We also detected
activation of p53 as indicated by elevated p53 S9 phosphorylation,
and upregulation of the p53 functional target p21 (Figure 4A).
Translocation of RPL5 and RPL11 was also confirmed by
immunofluorescence staining (Figure 4B and Supplementary
Figure 5A). The drug-induced relocalizations of RPL5 and
RPL11 were specific to oxaliplatin – not cisplatin (Figure 4C
and Supplementary Figure 5B).

We demonstrated by co-immunoprecipitation an increase in
MDM2-RPL5/11 complex in the resistant cells upon oxaliplatin
treatment (Figure 4D and Supplementary Figure 5C). We also
observed the departure of p53 from the MDM2 complex upon
oxaliplatin treatment (Figure 4D). We, therefore, concluded that
under oxaliplatin treatment, RPL29 was suppressed, and RPL5/
11 were relocalized to the nucleus to sequestrate MDM2, which
caused p53-mediated growth inhibition in the resistant
cells (Figure 4E).
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FIGURE 3 | Dysregulated expression of specific ribosomal protein in CDK4/6 inhibitor-resistant CCA cells. (A) Kyoto Encyclopedia of Genes and Genomes (KEGG)
pathway enrichments in palbociclib-treated KKU-055R29 (left) and KKU-055R30 (right) compared to untreated KKU-055wt. (B) Ribosome gene set enrichment shows
significant ribosomal protein enrichment in palbociclib-treated KKU-055R29 and KKU-055R30 compared to untreated KKU-055wt (p<0.05). The heat map shows the
enrichments in triplicate (highest in red, lowest in blue). Ribosomal proteins in the RPL29 complex are shown in bold. (C) Volcano plots of protein expressions in palbociclib-
treated KKU-055R29 (left) and KKU-055R30 (right) compared to untreated KKU-055wt. (D)Western blot analysis of ribosomal proteins in KKU-055-resistant clone R29 after
24 hours of treatment with 1 µM palbociclib, 5 µM oxaliplatin, or vehicle. b-Actin was used as the loading control. (E)Western blot analysis of ribosomal proteins in KKU-
055wt and KKU-055-resistant clones after 24 hours of treatment with 0.5 µM cisplatin or vehicle. (F)Western blot analysis of ribosomal proteins in KKU-055-resistant clone
R29 (right) after 24-, 48-, and 96-hours of treatment with vehicle, 0.5 µM cycloheximide, or 0.5 µM cycloheximide combined with 5 µM oxaliplatin. (G)Quantitation of RPL29
half-life in KKU-055wt compared to that of KKU-055R. At each time point, the protein amount was quantitated and normalized relative to b-actin. (H) Phase-contrast images
of KKU-055-resistant clone R29 treated with non-targeting siRNA (siCtrl) or RPL29 siRNAs (siRPL29-a, siRPL29-b) for 48 hours, and then treated with 0.5 uM palbociclib
(PD) or vehicle for 72 hours. (I) Images of crystal violet staining from H. (J) Relative survival from F was quantified. The bars represent the average of 3 replicates ± standard
deviation (SD). Analysis for statistical significance was performed using Student’s t-test (*p≤0.05, and ***p≤0.001).
Frontiers in Oncology | www.frontiersin.org May 2022 | Volume 12 | Article 8771947

https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles


Suppramote et al. Oxaliplatin/Palbociclib Combination Effectively Kills Cholangiocarcinoma
Oxaliplatin Synergizes With Palbociclib to
Inhibit CDK4/6 Inhibitor-Resistant CCA
We set forth to evaluate the efficacy of CDK4/6 inhibitor and
oxaliplatin combination therapy for preventing cancer drug
resistance. We performed in vitro cancer inhibition assays of
different oxaliplatin+palbociclib combinations, and we
calculated the combination index (CI) for each combination.
We found that most of the evaluated combinations generated
synergistic effect (CI <1), and that a higher dose of oxaliplatin
produced stronger synergism (Figure 5A). Similar results were
Frontiers in Oncology | www.frontiersin.org 8
observed in the phenanthipatin+palbociclib combination
(Supplementary Figure 6A). Results from isobologram
confirmed the synergistic effect between oxaliplatin and
palbociclib with 90%, 75%, and 50% growth inhibition (Fa 90,
75, 50, respectively) (Figure 5B). These results were also
validated in 3D spheroid models (Supplementary Figure 6B).

Mechanistically, palbociclib exerts a cytostatic effect in vitro
(Figure 5C). The addition of low-dose oxaliplatin (GR50 of
parental KKU-055wt cells) effectuated small upregulation of the
dying annexin V-positive KKU-055wt cells. In contrast, it caused
A B

D

E

C

FIGURE 4 | Oxaliplatin treatment promotes growth inhibition in the CDK4/6 resistant clones through p53 activation. (A) Western blot analysis of RPL29, RPL5,
RPL11, p-p53 (S9), and p21 in the nucleus (N) and cytoplasm (C) of KKU-055wt and KKU-055-resistant clones after 24-hours of treatment with 5 µM oxaliplatin or
vehicle. (B, C) Fluorescence images of RPL11 in KKU-055wt and KKU-055-resistant clones after 24 hours of treatment with 5 µM oxaliplatin (B) or 0.5 µM cisplatin
(C) compared to vehicle control (VC). DAPI (4′,6-diamidino-2-phenylindole) staining was performed to identify the nucleus. Percent intensity quantification is shown in
bar graphs. The bars represent the averages of 3 replicates ± SD. Analysis for statistical significance was performed using Student’s t-test (***p≤0.001, ns; not
statistically significant). (D) Immunoprecipitation of MDM2 interacting proteins in a resistant clone under 24-hours of oxaliplatin treatment. Western blot analysis of the
MDM2 interactors is shown on the left, and expressions of endogenous proteins are shown on the right. b-Actin was used as the loading control. (E) Schematic of
oxaliplatin-induced RPL29 degradation and RPL5/11-MDM2-mediated p53 activation in palbociclib-resistant cells.
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FIGURE 5 | Dual oxaliplatin plus palbociclib synergistically inhibited emergence of drug-resistant cells. (A) Combination index matrices of indicated doses of
palbociclib and oxaliplatin combination treatment in KKU-055wt and resistant clone R29. Colors in the matrix indicate different levels of drug effect (synergistic: blue,
antagonistic: red). (B) Isobologram of 0.13 µM palbociclib and 1.25 µM oxaliplatin combination treatment in KKU-055 resistant clone R29. (C) Annexin V assay of the
KKU-055wt and resistant clones treated with 0.13 µM palbociclib, 4 µM oxaliplatin, the combination of both, or vehicle for 48 hours. Percent annexin V-positive cells
quantification is shown in bar graphs. The bars represent the average of 4 replicates ± SD. Analysis for statistical significance was performed using Student’s t-test
(*p ≤ 0.05, **p ≤ 0.01, and ***p ≤ 0.001). (D) Clonogenic survival assay of KKU-055wt and resistant clones that were treated with 1 µM palbociclib, 5 µM oxaliplatin,
the combination of both, or vehicle (left). The resistant clones were cultured in medium without drug for six weeks (drug holiday), and then treated with 1 µM
palbociclib, 5 µM oxaliplatin, the combination of both, or vehicle (middle). The results are representative wells of triplicates. Percent intensity quantification is shown in
bar graphs (right), and the bars represent the average of 3 replicates ± SD. (E) The emergence of drug-resistant cells was demonstrated by crystal violet staining.
Two-month cultures of KKU-055wt cells under 0.5 µM palbociclib, 5 µM oxaliplatin, and the combination of both in 2 of 96-well plates (192 wells). The number of
emergences well was counted and plotted in a bar graph (right). (F) KKU-055 pooled R and KKU-213B pooled R were treated with the combination of 0.5 µM
palbociclib and 5 µM oxaliplatin (upper), or sequentially treated with 5 µM Oxaliplatin for 7 days and followed by 0.5 µM Palbociclib for another 7 days (lower) for 2
months. The emergence of the drug-resistant cell were shown in crystal violet staining.
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significant increases in annexin V-positive cells in all resistant
clones, as well as in the pooled cells. Similar results were observed
in the oxaliplatin + plabociclib combination (Figure 5C).

Drug resistance, whether preexisting or acquired, is largely
thought to be a stable and heritable process. However, over the
past few decades, clinical evidence has suggested the role of unstable
(reversible) non-heritable mechanisms of acquired drug resistance
that affect chemotherapy and targeted agents. We, therefore,
examined whether oxaliplatin can overcome both stable and
reversible types of CDK4/6 inhibitor resistance. After a 6-week
drug holiday, several CDK4/6 inhibitor-resistant clones (i.e., 22, 25,
and 26) retained their CDK4/6 inhibitor resistance, which indicated
stable resistance in these clones. In contrast, the resistance to
palbociclib was reversed in some clones, such as 9 and 21
(Figure 5D), which indicates reversible resistance.

We found oxaliplatin to be effective against both stable and
reversible resistancewhengiven to the cellswithout drugholiday, or
when given in combinationwith palbociclib (Figure 5D, left panel).
After a 6-weekdrugholiday, oxaliplatinwas still effective against the
clones with stable resistance (clones 22, 25, 26). However,
oxaliplatin monotherapy was not effective against the cells with
reversible resistance. Interestingly, only the oxaliplatin+palbociclib
combination was relatively effective against the reversed clones
(Figure 5D, right panel). These findings indicate that continuous
pressure from CDK4/6 inhibition is required to maintain acquired
vulnerability to oxaliplatin. We then investigated the application of
CDK4/6 inhibitor and oxaliplatin combination for preventing the
emergenceofdrug-resistant cells.Weperformed long-termcultures
ofKKU-055wt cells underhighdosesofpalbociclib, oxaliplatin, and
the combination of the two for 2 months in 2 of 96-well plates (192
wells) (Figure 5E).Within 2months, we found that 52 (27.1%) and
74 (38.5%) colonies of drug-resistant cells emerged in palbociclib
and oxaliplatin monotherapy, respectively; however, there was no
emergence (0%) of resistant cells from the combination treatment,
which indicates a complete block of drug resistance by this drug
combination. In contrast, complete suppression of resistant cells
was not achieved by the palbociclib+cisplatin combination
(Supplementary Figure 6C). Lastly, we found that the
combination regimen was more effective compared to the
sequential regimen in suppression of the pool drug resistant
KKU-055R, and KKU-214BR cells (Figure 5F).

Effect of Oxaliplatin+Palbociclib
Combination Treatment in an In Vivo
Model for CDK4/6 Inhibitor-Resistant CCA
and Patient-Derived Organoid Models
To assess the physiological effect and relevance of the oxaliplatin
+palbociclib combination, we developed a mouse xenograft
model for CDK4/6 inhibitor-resistant CCA. CDK4/6 inhibitor-
sensitive KKU-055wt cells were implanted into the flanks of
NOS/SCID mice, and the tumor was allowed to grow to 0.5 cm in
diameter. To obtain a CDK4/6 inhibitor-resistant tumor, we
treated the mice with 75 mg/kg/day palbociclib until the tumor
regrew under the treatment. The CDK4/6 inhibitor-resistant
tumor was then engrafted into a cohort of NOD/SCID mice to
generate the CDK4/6 inhibitor-resistant model (Figure 6A).
Frontiers in Oncology | www.frontiersin.org 10
Although 13/16 (81.3%) and 16/16 (100%) of the drug-
resistant tumors developed under palbociclib monotherapy and
oxaliplatin monotherapy, respectively, only half (10/20, 50%) of
the palbociclib-resistant tumors grew under the oxaliplatin
+palbociclib combination treatment, which suggests that the
combination therapy was more effective than monotherapy in
the in vivo setting (Figure 6B). This combination treatment was
also effective in suppressing tumor invasion and metastasis. We
did not detect any tumor metastasis or invasion in the mice
under combination therapy (0/20 tumors injected). In contrast,
we found 12/16 and 3/16 metastasis sites/tumor injected in mice
treated with palbociclib and oxaliplatin monotherapy,
respectively (Figure 6C). In agreement with the in vitro cell
death results, tumors extracted from combination treated mice
and oxaliplatin monotherapy treated mice contained a large
proportion of cancer cell death and necrosis (Figures 6D, E).
To evaluate the clinical relevance of the combination, we tested it
against 2 models of drug-naïve patient-derived intrahepatic CCA
organoid, and we found that the combination was effective
against the CCA organoids and lowered of the effective dose of
each drug (Figures 6F, G). Taken together, these results indicate
the comparative effectiveness of oxaliplatin+palbociclib
combination therapy against drug-naïve CCA and CDK4/6
inhibitor-resistant CCA cells in the in vivo settings.
DISCUSSION

Acquired vulnerability screening in CCA clones under CDK4/6
inhibitor treatment revealed that while attempting to survive and
proliferate under CDK4/6 inhibition, CCA cells alter their
ribosomal balance, which results in a novel drugable weakness.
Our approach did not focus on identification of the drug-resistant
mechanism, but rather on the exploitable profile of the resistant
cells. The resistant clones that we developed reflected clonal
heterogeneity, and possessed several possible CDK4/6 inhibitor-
resistantmechanisms. Fortunately,we found that almost all of them
succumbed to the anti-ribosome biogenesis drug oxaliplatin. Via a
series of experiments, we demonstrated that different CDK4/6
inhibitor-resistant mechanisms may translate into a common
weakness in ribosome biogenesis that can be targeted by
oxaliplatin, one of the standard drug used in CCA treatment.

In addition to their primary function in ribosome biogenesis,
many RPs have extraribosomal functions (22, 23), such as
apoptosis, cell cycle arrest, cell migration, and invasion (24).
RPL29 was identified as an oncoprotein because of its ability to
promote cancer cell proliferation, to promote tumor angiogenesis,
and to inhibit cell differentiation (25–28). Expression of RPL29was
also reported to be associated with cancer drug resistance (29). In
this study, we showed that RPL29 is a central protein that enables
the survival of CCA under CDK4/6 inhibition, and that oxaliplatin
treatment results in early degradation of RPL29 and cancer cell
death, which is mediated at least partly by p53-mediated cell death.
A functional link between ribosome biogenesis stress and cell cycle
control was recently established. Imbalanced expression of
ribosomal proteins can trigger cell cycle arrest or cell death as a
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result of CDK4 binding and blocking by RPS14 or RPL22, or p53
activation by RPL5 or RPL11 (30–32). Interestingly, we showed a
novel feedback mechanism by which cell cycle arrest by drug
inhibitor stimulates upregulation of an oncogenic ribosomal
protein. Further study is needed to elucidate how CDK4/6
inhibition causes RPL29 upregulation.

CDK4/6 inhibitors have shown great potential as new resources
against cancer. However, their effect as single agents is limited, and
the focus now is on identifying novel drug combination strategies.
The cooperation between CDK4/6 inhibitors and endocrine
therapy has been quite successful in estrogen-positive breast
cancers. Other pathways that depend on CDK4-cyclin D
complex, such as RAS-ERK and PI3K-AKT-mTOR, may also be
Frontiers in Oncology | www.frontiersin.org 11
good options for combination with CDK4/6 inhibition (33). Our
results demonstrate a new approach in which we induced acquired
dependency ofCCAcells on ribosomebiogenesis created byCDK4/
6 inhibition. In agreement with this notion, our results showed that
continuous pressure fromCDK4/6 inhibition is needed to produce
optimumanti-cancer activity. Byway of example,we found that the
oxaliplatin+palbociclib combination outperformed oxaliplatin
monotherapy in resistant mouse model.

Since oxaliplatin is already a component of some of the standard
regimens forCCA. i.e. FOLFOX, FOLFIRINOX,GemOx, the addition
of a CDK4/6 inhibitor to oxaliplatin is an appealing possibility.

We showed that oxaliplatin treatment can accelerate RPL29
degradation, but we still do not know howRPL29 is upregulated by
A
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C

FIGURE 6 | Palbociclib treatment enhances the antitumor effect of oxaliplatin in an in vivo model. (A) Schematic of the in vivo study. (B) The number of drug-resistant
tumors that developed under Palbociclib (PD), oxaliplatin (OX), or palbociclib and oxaliplatin combination (PD+OX) treatment. (C) The number of invasion and metastasis
sites in mice treated with palbociclib, oxaliplatin, or palbociclib and oxaliplatin combination treatment. (D) Hematoxylin and eosin (H&E) staining was used to identify areas
of necrosis/apoptosis. (tumor area: T, coagulative necrosis area: N, apoptotic cell: black arrow). (E) Percent apoptotic and necrotic areas in each tumor were calculated
and are shown in a bar graph. The bars represent the average of each treatment ± standard error of the mean (SEM). Analysis for statistical significance was performed
using Student’s t-test (*p≤0.05, and **p≤0.01). (F–G) Dose response curves of patient-derived CCA organoids (PDO). The PDOs were treated with Palbociclib,
Oxaliplatin, or combination of Palbociclib+Oxaliplatin as indicated. Error bars represent standard deviation of triplicate cultures.
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CDK4/6 inhibition, especially in CDK4/6 inhibitor-resistant cells.
One possible explanation is that the activated PI3K-AKT-mTOR
pathway in the resistant clones causes collateral overproduction of
RPs (34). However, this cannot be a comprehensive explanation
because only about half of the clones contained an activated PI3K-
AKT-mTORpathway.Disturbed ribosomebiogenesis could alsobe
the result of altered RB or p130 activities in a cell trying to survive
under CDK4/6 inhibition (35) thereby causing derangement in
rRNA expression. We also do not know whether CDK4/6
inhibition-induced acquired vulnerability to oxaliplatin also
occurs in other types of cancer cells, or in cells with inherited
resistance to CDK4/6 inhibition.
DATA AVAILABILITY STATEMENT

The raw data supporting the conclusions of this article will be
made available by the authors, without undue reservation.
ETHICS STATEMENT

The studies involving human participants were reviewed and
approved by The Institutional Review Board for Human
Research. The patients/participants provided their written
informed consent to participate in this study. The animal study
was reviewed and approved by The Faculty of Medicine, Siriraj
Hospital Mahidol University – Institute Animal Care and
Use Committee.
AUTHOR CONTRIBUTIONS

OS, SP, SA, BP, JM, MS performed the experiments KK, KC, RC,
TP, SO, SS, SJ supervised and provided critical comments,
Frontiers in Oncology | www.frontiersin.org 12
experimental framework, and experimental design. RC, SO
provided important resources and clinical specimens. OS, JM,
TP, SS, SJ analyzed and interpreted the data. OS, SJ wrote and
edited the manuscript. SJ provided financial support to the
project. All authors contributed to the article and approved the
submitted version.
FUNDING

This study was funded by grants from the National Science and
Technology Development Agency (NSTDA) of Thailand, the
Japan Science and Technology Agency, and the National
Institute of Allergy and Infectious Diseases of the United States
as part of the e-ASIA Joint Research Program (e-ASIA JRP);
the NSTDA (P-15-50208); the Thailand Research Fund
(RSA5880038); the Siriraj Research Fund; the Foundation
for Cancer Care, Siriraj Hospital; and, the Advanced Research
in Pharmacology Fund, Siriraj Foundation (D003421).
The aforementioned funding agencies had no influence on the
interpretation of data, the final conclusions drawn, or the
decision to publish this report.
ACKNOWLEDGMENTS

SP, MS, KK, SS, and SJ are part of the R.E.D program, Faculty of
Medicine, Siriraj Hospital, Mahidol University.
SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at:
https://www.frontiersin.org/articles/10.3389/fonc.2022.877194/
full#supplementary-material
REFERENCES

1. Eckel F, Schmid RM. Chemotherapy and Targeted Therapy in Advanced
Biliary Tract Carcinoma: A Pooled Analysis of Clinical Trials. Chemotherapy
(2014) 60:13–23. doi: 10.1159/000365781

2. Rizvi S, Khan SA, Hallemeier CL, Kelley RK, Gores GJ. Cholangiocarcinoma -
Evolving Concepts and Therapeutic Strategies. Nat Rev Clin Oncol (2018)
15:95–111. doi: 10.1038/nrclinonc.2017.157

3. Jiao Y, Pawlik TM, Anders RA, Selaru FM, Streppel MM, Lucas DJ, et al.
Exome Sequencing Identifies Frequent Inactivating Mutations in BAP1,
ARID1A and PBRM1 in Intrahepatic Cholangiocarcinomas. Nat Genet
(2013) 45:1470–3. doi: 10.1038/ng.2813

4. Chan-On W, Nairismagi ML, Ong CK, Lim WK, Dima S, Pairojkul C, et al.
Exome Sequencing Identifies Distinct Mutational Patterns in Liver Fluke-
Related and Non-Infection-Related Bile Duct Cancers. Nat Genet (2013)
45:1474–8. doi: 10.1038/ng.2806

5. Borad MJ, Champion MD, Egan JB, Liang WS, Fonseca R, Bryce AH, et al.
Integrated Genomic Characterization Reveals Novel, Therapeutically
Relevant Drug Targets in FGFR and EGFR Pathways in Sporadic
Intrahepatic Cholangiocarcinoma. PloS Genet (2014) 10:e1004135. doi:
10.1371/journal.pgen.1004135
6. Jusakul A, Cutcutache I, Yong CH, Lim JQ, Huang MN, Padmanabhan N,
et al. Whole-Genome and Epigenomic Landscapes of Etiologically Distinct
Subtypes of Cholangiocarcinoma. Cancer Discov (2017) 7:1116–35. doi:
10.1158/2159-8290.CD-17-0368

7. Nakamura H, Arai Y, Totoki Y, Shirota T, Elzawahry A, Kato M, et al. Genomic
Spectra of Biliary Tract Cancer.NatGenet (2015) 47:1003–10. doi: 10.1038/ng.3375

8. Zou S, Li J, Zhou H, Frech C, Jiang X, Chu JS, et al. Mutational Landscape of
Intrahepatic Cholangiocarcinoma. Nat Commun (2014) 5:5696. doi: 10.1038/
ncomms6696

9. Banales JM, Marin JJG, Lamarca A, Rodrigues PM, Khan SA, Roberts LR, et al.
Cholangiocarcinoma 2020: The Next Horizon in Mechanisms and Management.
Nat Rev Gastroenterol Hepatol (2020) 17:557–88. doi: 10.1038/s41575-020-0310-z

10. Sittithumcharee G, Suppramote O, Vaeteewoottacharn K, Sirisuksakun C,
Jamnongsong S, Laphanuwat P, et al. Dependency of Cholangiocarcinoma on
Cyclin D-Dependent Kinase Activity. Hepatology (2019)70:1614–30. doi:
10.1002/hep.30704

11. Kitchen P, Lee KY, Clark D, Lau N, Lertsuwan J, Sawasdichai A, et al. A
Runaway PRH/HHEX-Notch3-Posit ive Feedback Loop Drives
Cholangiocarcinoma and Determines Response to CDK4/6 Inhibition. Cancer
Res (2020) 80:757–70. doi: 10.1158/0008-5472.CAN-19-0942

12. Saqub H, Proetsch-Gugerbauer H, Bezrookove V, Nosrati M, Vaquero EM, de
Semir D, et al. Dinaciclib, a Cyclin-Dependent Kinase Inhibitor, Suppresses
May 2022 | Volume 12 | Article 877194

https://www.frontiersin.org/articles/10.3389/fonc.2022.877194/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fonc.2022.877194/full#supplementary-material
https://doi.org/10.1159/000365781
https://doi.org/10.1038/nrclinonc.2017.157
https://doi.org/10.1038/ng.2813
https://doi.org/10.1038/ng.2806
https://doi.org/10.1371/journal.pgen.1004135
https://doi.org/10.1158/2159-8290.CD-17-0368
https://doi.org/10.1038/ng.3375
https://doi.org/10.1038/ncomms6696
https://doi.org/10.1038/ncomms6696
https://doi.org/10.1038/s41575-020-0310-z
https://doi.org/10.1002/hep.30704
https://doi.org/10.1158/0008-5472.CAN-19-0942
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles


Suppramote et al. Oxaliplatin/Palbociclib Combination Effectively Kills Cholangiocarcinoma
Cholangiocarcinoma Growth by Targeting CDK2/5/9. Sci Rep (2020)
10:18489. doi: 10.1038/s41598-020-75578-5

13. Al Baghdadi T, Halabi S, Garrett-Mayer E, Mangat PK, Ahn ER, Sahai V, et al.
Palbociclib in Patients With Pancreatic and Biliary Cancer With CDKN2A
Alterations: Results From the Targeted Agent and Profiling Utilization
Registry Study. CO Precis Oncol (2019) 3:1–8. doi: 10.1200/PO.19.00124

14. Lim JS, Turner NC, Yap TA. CDK4/6 Inhibitors: Promising Opportunities
Beyond Breast Cancer. Cancer Discov (2016) 6:697–9. doi: 10.1158/2159-
8290.CD-16-0563

15. Wang L, Leite de Oliveira R, Huijberts S, Bosdriesz E, Pencheva N, Brunen D,
et al. An Acquired Vulnerability of Drug-Resistant Melanoma With
Therapeutic Potential. Cell (2018) 173:1413–1425.e1414. doi: 10.1016/
j.cell.2018.04.012

16. Jansen VM, Bhola NE, Bauer JA, Formisano L, Lee KM, Hutchinson KE, et al.
Kinome-Wide RNA Interference Screen Reveals a Role for PDK1 in Acquired
Resistance to CDK4/6 Inhibition in ER-Positive Breast Cancer. Cancer Res
(2017) 77:2488–99. doi: 10.1158/0008-5472.CAN-16-2653

17. ZhaoX, RenY, LawlorM, Shah BD, Park PMC, LwinT, et al. BCL2Amplicon Loss
and Transcriptional Remodeling Drives ABT-199 Resistance in B Cell Lymphoma
Models. Cancer Cell (2019) 35:752–766.e759. doi: 10.1016/j.ccell.2019.04.005

18. Sun XX, Wang YG, Xirodimas DP, Dai MS. Perturbation of 60 S Ribosomal
Biogenesis Results in Ribosomal Protein L5- and L11-Dependent P53
Activation. J Biol Chem (2010) 285:25812–21. doi: 10.1074/jbc.M109.098442

19. Makjaroen J, Somparn P, Hodge K, Poomipak W, Hirankarn N, Pisitkun T.
Comprehensive Proteomics Identification of IFN-Lambda3-Regulated
Antiviral Proteins in HBV-Transfected Cells. Mol Cell Proteomics (2018)
17:2197–215. doi: 10.1074/mcp.RA118.000735

20. Nuciforo S, Fofana I, Matter MS, Blumer T, Calabrese D, Boldanova T, et al.
Organoid Models of Human Liver Cancers Derived From Tumor Needle
Biopsies. Cell Rep (2018) 24:1363–76. doi: 10.1016/j.celrep.2018.07.001

21. Alvarez-Fernandez M, Malumbres M. Mechanisms of Sensitivity and Resistance
to CDK4/6 Inhibition. Cancer Cell (2020) 37:514–29. doi: 10.1016/
j.ccell.2020.03.010

22. Warner JR, McIntosh KB. How Common are Extraribosomal Functions of
Ribosomal Proteins?Mol Cell (2009) 34:3–11. doi: 10.1016/j.molcel.2009.03.006

23. Zhou X, LiaoWJ, Liao JM, Liao P, Lu H. Ribosomal Proteins: Functions Beyond
the Ribosome. J Mol Cell Biol (2015) 7:92–104. doi: 10.1093/jmcb/mjv014

24. Xu X, Xiong X, Sun Y. The Role of Ribosomal Proteins in the Regulation of
Cell Proliferation, Tumorigenesis, and Genomic Integrity. Sci China Life Sci
(2016) 59:656–72. doi: 10.1007/s11427-016-0018-0

25. Li C, Ge M, Yin Y, Luo M, Chen D. Silencing Expression of Ribosomal Protein
L26 and L29 by RNA Interfering Inhibits Proliferation of Human Pancreatic
Cancer PANC-1 Cells. Mol Cell Biochem (2012) 370:127–39. doi: 10.1007/
s11010-012-1404-x

26. Jones DT, Lechertier T, Reynolds LE, Mitter R, Robinson SD, Kirn-Safran CB,
et al. Endogenous Ribosomal Protein L29 (RPL29): A Newly Identified
Regulator of Angiogenesis in Mice. Dis Model Mech (2013) 6:115–24. doi:
10.1242/dmm.009183
Frontiers in Oncology | www.frontiersin.org 13
27. Liu JJ, Huang BH, Zhang J, Carson DD, Hooi SC. Repression of HIP/RPL29
Expression Induces Differentiation in Colon Cancer Cells. J Cell Physiol (2006)
207:287–92. doi: 10.1002/jcp.20589

28. Miller SA, Brown AJ, Farach-Carson MC, Kirn-Safran CB. HIP/RPL29 Down-
Regulation Accompanies Terminal Chondrocyte Differentiation.
Differentiation (2003) 71:322–36. doi: 10.1046/j.1432-0436.2003.7106002.x

29. Furlan T, Kirchmair A, Sampson N, Puhr M, Gruber M, Trajanoski Z, et al.
MYC-Mediated Ribosomal Gene Expression Sensitizes Enzalutamide-
Resistant Prostate Cancer Cells to EP300/CREBBP Inhibitors. Am J Pathol
(2021) 191:1094–107. doi: 10.1016/j.ajpath.2021.02.017

30. LohrumMA, Ludwig RL, Kubbutat MH, Hanlon M, Vousden KH. Regulation
of HDM2 Activity by the Ribosomal Protein L11. Cancer Cell (2003) 3:577–87.
doi: 10.1016/S1535-6108(03)00134-X

31. Zhang Y, Wolf GW, Bhat K, Jin A, Allio T, Burkhart WA, et al. Ribosomal
Protein L11 Negatively Regulates Oncoprotein MDM2 and Mediates a P53-
Dependent Ribosomal-Stress Checkpoint Pathway. Mol Cell Biol (2003)
23:8902–12. doi: 10.1128/MCB.23.23.8902-8912.2003

32. Dai MS, Lu H. Inhibition of MDM2-Mediated P53 Ubiquitination and
Degradation by Ribosomal Protein L5. J Biol Chem (2004) 279:44475–82.
doi: 10.1074/jbc.M403722200

33. Malumbres M. CDK4/6 Inhibitors: What Is the Best Cocktail? Clin Cancer Res
(2019) 25:6–8. doi: 10.1158/1078-0432.CCR-18-2177

34. Mayer C, Grummt I. Ribosome Biogenesis and Cell Growth: mTOR
Coordinates Transcription by All Three Classes of Nuclear RNA
Polymerases. Oncogene (2006) 25:6384–91. doi: 10.1038/sj.onc.1209883

35. Ciarmatori S, Scott PH, Sutcliffe JE,McLeesA,AlzuherriHM,Dannenberg JH, et al.
Overlapping Functions of the pRb Family in the Regulation of rRNASynthesis.Mol
Cell Biol (2001) 21:5806–14. doi: 10.1128/MCB.21.17.5806-5814.2001

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2022 Suppramote, Prasopporn, Aroonpruksakul, Ponvilawan,
Makjaroen, Suntiparpluacha, Korphaisarn, Charngkaew, Chanwat, Pisitkun,
Okada, Sampattavanich and Jirawatnotai. This is an open-access article
distributed under the terms of the Creative Commons Attribution License
(CC BY). The use, distribution or reproduction in other forums is permitted,
provided the original author(s) and the copyright owner(s) are credited and that
the original publication in this journal is cited, in accordance with accepted academic
practice. No use, distribution or reproduction is permitted which does not comply
with these terms.
May 2022 | Volume 12 | Article 877194

https://doi.org/10.1038/s41598-020-75578-5
https://doi.org/10.1200/PO.19.00124
https://doi.org/10.1158/2159-8290.CD-16-0563
https://doi.org/10.1158/2159-8290.CD-16-0563
https://doi.org/10.1016/j.cell.2018.04.012
https://doi.org/10.1016/j.cell.2018.04.012
https://doi.org/10.1158/0008-5472.CAN-16-2653
https://doi.org/10.1016/j.ccell.2019.04.005
https://doi.org/10.1074/jbc.M109.098442
https://doi.org/10.1074/mcp.RA118.000735
https://doi.org/10.1016/j.celrep.2018.07.001
https://doi.org/10.1016/j.ccell.2020.03.010
https://doi.org/10.1016/j.ccell.2020.03.010
https://doi.org/10.1016/j.molcel.2009.03.006
https://doi.org/10.1093/jmcb/mjv014
https://doi.org/10.1007/s11427-016-0018-0
https://doi.org/10.1007/s11010-012-1404-x
https://doi.org/10.1007/s11010-012-1404-x
https://doi.org/10.1242/dmm.009183
https://doi.org/10.1002/jcp.20589
https://doi.org/10.1046/j.1432-0436.2003.7106002.x
https://doi.org/10.1016/j.ajpath.2021.02.017
https://doi.org/10.1016/S1535-6108(03)00134-X
https://doi.org/10.1128/MCB.23.23.8902-8912.2003
https://doi.org/10.1074/jbc.M403722200
https://doi.org/10.1158/1078-0432.CCR-18-2177
https://doi.org/10.1038/sj.onc.1209883
https://doi.org/10.1128/MCB.21.17.5806-5814.2001
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

	The Acquired Vulnerability Caused by CDK4/6 Inhibition Promotes Drug Synergism Between Oxaliplatin and Palbociclib in Cholangiocarcinoma
	Introduction
	Materials and Methods
	Cell Culture and the Establishment of Resistant Cell Lines
	Cell Viability Assay
	Western Blotting and Immunoprecipitation Assay
	Immunofluorescence Staining
	Proteomic Analysis by Quantitative Mass Spectrometry
	Gene Set Enrichment Analysis
	In Vivo Studies
	Drug Testing in Patient-Derived Organoids
	Statistical Analysis

	Results
	Characterization of CDK4/6 Inhibitor-Resistant CCA Cells
	Acquired Vulnerability Screening Uncovered Hypersensitivity of CDK4/6 Inhibitor-Resistant Clones to Ribosome Biogenesis Stress
	Altered Ribosome Expressions in CDK4/6 Inhibitor-Resistant CCA Cells
	Ribosome Biogenesis Checkpoint-Mediated Activation of p53 in CDK4/6 Inhibitor-Resistant Clones Under Oxaliplatin Treatment
	Oxaliplatin Synergizes With Palbociclib to Inhibit CDK4/6 Inhibitor-Resistant CCA
	Effect of Oxaliplatin+Palbociclib Combination Treatment in an In Vivo Model for CDK4/6 Inhibitor-Resistant CCA and Patient-Derived Organoid Models

	Discussion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


