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Abstract
Malignant melanoma is known to have an altered phenotype and loss of differentiation markers for
melanoma due to metastasis. Here, we report a case in which the expression of the immunohistochemical
markers for melanoma was changed due to lymph node metastasis of primary cutaneous malignant
melanoma. The patient, a male in his 60s, was diagnosed with malignant melanoma after undergoing
excision of a skin mass. The additional excision specimen showed a small number of tumor cell clusters
infiltrating the dermis. The biopsied lymph node showed completely different histological findings from
those of the skin lesion and consisted of spindle-shaped tumor cells. An immunohistochemical study
revealed no significant positive reactions in the lymph node tissue indicative of melanoma. The additional
genetic study revealed BRAF V600e mutations in both the primary tumor and a lymph node. Together with
the histological findings, the diagnosis was of metastasis of dedifferentiated melanoma to a lymph node. In
summary, there is a risk of underestimation or misdiagnosis of melanoma as undifferentiated sarcoma or
other tumors when melanoma metastasizes to lymph nodes and findings show a dedifferentiated or
undifferentiated tumor. Therefore, as in this case, it is necessary to add a genetic study in order to make a
comprehensive judgment.
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Introduction
Malignant melanoma is a common and highly malignant cutaneous neoplasm. Diagnosis of this tumor is
based on topographical histological findings, and often on an immunohistochemical examination as an
adjunct [1]. Melanoma is characterized by the presence of melanin pigment in its cytoplasm, but
occasionally amelanotic melanoma without melanin pigment production is encountered. There are also
various histological subtypes of melanoma [2]. In addition, there are melanoma subtypes that show different
differentiation; as a result, the morphology may differ significantly [3]. Thus, immunohistochemical
examination is useful for differential diagnosis of melanoma.

Melan-A and HMB45 are well-known markers for melanoma, but both are expressed in response to the
development of melanosomes in tumor cells [4] and are often negative in dedifferentiated or
undifferentiated melanoma [5]. S100 is a typical melanoma marker, but although it is susceptible, its
specificity is low, as it is positive in other neural tumors [6]. Recently, SOX10 has become known as the most
sensitive marker. These latter two, however, have limited specificity compared to the former two [7]. On the
other hand, it is also known that the phenotypes of primary and metastatic melanoma can differ
significantly [1].

This study reports a case of cutaneous melanoma metastasized to lymph nodes. It was finally diagnosed as
dedifferentiated melanoma after an additional genetic study since the histological findings and
immunophenotype were of large differences between the two lesions and conventional tools had difficulty
in making a differential diagnosis.

Case Presentation
The patient, a male in his 60s, had been aware of a mass on the occipital skin for 10 years. Because of easy
bleeding, he had recently been excised at another hospital and histopathologically diagnosed with
malignant melanoma in p-T4aNXMX. An additional skin resection and sentinel lymph node biopsy were
subsequently performed.

Pathological findings
The initial skin resected material showed no ulceration and a relatively well-defined solid nodular lesion of 7
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mm in longitudinal diameter present within the dermis. There were only a few intraepidermal lesions, and
most of the intradermal lesion was predominant. The border between the epidermis and the intradermal
lesion was clear, and the epidermis was thinned by tumor tissue compression (Figure 1, panel a). The tumor
cells constituting the nodules had round nuclei with well-defined nucleoli. The cytoplasm was broad and
weakly eosinophilic, with a fine-grained appearance. Tumor cells containing abundant light brownish
melanin pigment were found in regional clusters, while unicellular cells with pigment granules were present
sporadically in the nodules mainly composed of cells lacking melanin (Figure 1, panel b). Based on these
findings, the patient was pathologically diagnosed with nodular malignant melanoma.

FIGURE 1: Histological findings in hematoxylin-eosin staining - (a, b) a
primary lesion and (c, d) a lymph node metastatic lesion.
(a) Well-defined tumor nodules were present mainly in the dermis (×5). (b) Tumor nests are composed of typical
melanoma cells with melanin pigments (×40). (c) Lymph node is mostly replaced by well-defined metastatic
lesions (×8). (d) Metastatic lesion is composed of spindle tumor cells (x20).

The Breslow tumor thickness was 5 mm, and the Clark level was IV. There was no obvious lymphatic or
vascular invasion or perineural invasion. There were no tumor cells exposed at the resection margin, which
was 25 μm at the shortest. Additional excised skin tissue showed a small cluster of tumor cells that had
invaded the dermis. The sentinel lymph node formed a well-defined nodule encapsulated with thin,
membranous fibrous tissue, and the existing lymph node tissue was partly remained (Figure 1, panel c).
Within the nodule, tumor cells were seen, arranged in a bundle with myxomatous stroma. They were mainly
spindle-shaped, but with some round cells. The nuclei of the tumor cells were spindle-shaped to oval, and
some cells had a slightly irregular nuclear shape. The cytoplasm was delicate or indistinct without the
cellular process (Figure 1, panel d). There was no unique arrangement, or cellular cluster-like epithelial
tumors, or other morphological features, such as a giant rhabdoid cell. Based on these morphological
findings, a spindle cell tumor was suspected.

Immunohistochemical findings
Cytokeratin as an epithelial marker was positive for CAM5.2 diffusely only in lymph nodes. The melanoma
markers Melan-A and HMB45 were positive in the cytoplasm of tumor cells locally in the primary tumor but
negative in the spindle-shaped cells of lymph nodes (Figure 2, panels a and b). S100 was positive in both
lesions (Figure 2, panel c). SOX10 was positive only in the nucleus of single isolated cells in a lymph node
lesion (Figure 2, panel d). In addition, vimentin was diffusely positive in both lesions.
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FIGURE 2: Immunohistochemical findings - (a, b) primary lesions and
(c, d) metastatic lesions.
(a) Cytoplasmic granular reactions are noted for Melan-A. (b) A small number of tumor cells is a positive reaction
for HMB45. (c) Positive reaction for S100 is observed in the nucleus of a spindle tumor cell. (d) SOX10 positive
nuclear reactions are seen in the isolated spindle cells (a-d, ×30).

Genetic findings
Polymerase chain reaction (PCR) amplifications were performed for detection of BRAF exon 15 and NRAS
exon 2 and 3 mutation, using Sanger sequencing with gDNA extracted from paraffin sections of the primary
tumor and lymph nodes. In both primary and lymph node metastases, a common mutation in BRAF V600e
was found, an amino acid substitution from valine to glutamine with a T to A rearrangement (Figure 3) [8].
In addition, NRAS was a wild type in both lesions.
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FIGURE 3: Results of Sanger sequencing for BRAF exon 15.
The same T to A base substitution, amino acid replacement from valine to glycine, is shown in P and LN. The
V600E mutation occurs in both lesions.

N: normal skin; P: primary lesion; LN: lymph node metastatic lesion

Postoperative period
The patient was considered to be a case of in-transit metastasis, due to the presence of clustering tumor
cells in the additional resection specimen as a satellite lesion and lymph node metastasis. Since the patient
also had BRAF mutation, combination therapy with dabrafenib as BRAF inhibitor and trametinib as MEK
inhibitor is currently being administered. No other lesions have been found.

Discussion
It is common for melanoma to change phenotype when metastasizing or recurring. In such cases,
immunohistochemical examination is necessary for differential diagnosis, and aberrant expression of
unexpectedly positive melanoma markers may be encountered [9]. On the other hand, so-called
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heterologous differentiation, which is the loss of melanoma characteristics due to dedifferentiated or
undifferentiated transformation, has been observed [5]. Among these, dedifferentiated melanoma often has
a so-called sarcoma-like appearance [10-12]. It may also contain an adenocarcinoma component when it
includes glandular duct formation and is recognized as a collision tumor [13]. Among the former, it may be
misidentified as spindle cell sarcoma or undifferentiated sarcoma such as undifferentiated pleomorphic
sarcoma (UPS) [5,14]. The spindle cell melanoma is misdiagnosed as schwannoma and sometimes as
intranodal schwannoma, even if in a lymph node [15], and can easily be viewed as a false-negative in
sentinel lymph node diagnosis [5].

In recent years, immunohistochemical examination has been increasingly used as an adjunct to
morphological diagnosis, but there is a risk of misdiagnosis through overconfidence. In melanoma, Melan-A
and HMB45 are highly specific markers, but a negative result does not rule out melanoma. Both markers are
expressed during melanocyte differentiation, and undifferentiated melanoma may not have well-developed
melanocytes, which may reduce the frequency of positive results [4,5]. SOX10 is also known to be a sensitive
marker in melanoma [7], but in the present case, skin lesions were negative and only a few isolated cells in
lymph node lesions were positive. Careful observation is required, without overlooking positive cells. On the
other hand, because SOX10 is a pan-schwannian marker, it may not be suitable for differentiating melanoma
from schwannoma, and it may be important to look for morphological features such as cell morphology and
unique arrangements such as Antoni A and B types [7]. Thus, it should be noted that immunohistochemical
examination has many limitations in the diagnosis of melanoma.

Thus, in order to solve the problem of classical histopathological findings or immunohistochemical
examination, BRAF V600e mutation search may become a surrogate marker for melanoma diagnosis.
Certainly, Melan-A and HMB45 have been used as specific markers for conventional melanoma. But in some
cases, including our case, their immunohistochemical marker is negative and must be supplemented with an
additional method. From this perspective, BRAF V600e mutation is also a characteristic mutation of
melanoma and can be a useful marker for differential diagnosis. The genetic study could be applied to the
actual diagnosis of melanoma, such as in our case. For example, it could help differentiate soft tissue
sarcomas with UPS-like histological findings that have occurred in patients with a history of melanoma. In
fact, none of these soft tissue tumor cases was found to have BRAF V600e mutations [14].

Other extensive studies have also found no BRAF V600e mutations in sarcomas [16,17]. These reports also
indicate that BRAF V600e mutations may not act oncogenically in sarcoma development. However, it should
be noted that there is a report of BRAF V600e mutations in four schwannomas and one malignant peripheral
nerve sheath tumor case [18]. Thus, BRAF V600e and NRAS mutations in melanoma are considered to be as
specific as in lung cancer. In fact, melanoma is one of the few tumors where treatment options are limited,
and BRAF V600e inhibitors are currently used as molecular targeted therapies.

This patient was also found to have a BRAF V600e mutation and is being treated with a combination of BRAF
and MEK inhibitors. In a previous report, BRAF V600e mutations in dedifferentiated cases occurred in 36%
of patients with prior melanoma, and NRAS mutations were similar [5]. This was slightly lower than the
frequency of mutations in conventional melanoma [19,20]. Therefore, it is unlikely that BRAF V600e
mutations revert to the wild type in melanoma cells without BRAF V600e mutations upon dedifferentiation
from the primary tumor. It may be that only non-BRAF V600e mutated cells subclone and proliferate from
undifferentiated cells that arise in the heterogenous differentiation of the primary tumor. Further studies to
substantiate this hypothesis are expected.

Conclusions
It is important to keep in mind that the morphological and immunohistochemical characteristics of ordinary
melanoma may change as the tumor cells dedifferentiate, as in this case. Great care must be taken to avoid
misjudgment in the diagnosis of metastatic lesions. For this reason, we would like to emphasize the
necessity of differential diagnosis using molecular biological techniques as in this case.

Additional Information
Disclosures
Human subjects: Consent was obtained or waived by all participants in this study. Conflicts of interest: In
compliance with the ICMJE uniform disclosure form, all authors declare the following: Payment/services
info: All authors have declared that no financial support was received from any organization for the
submitted work. Financial relationships: All authors have declared that they have no financial
relationships at present or within the previous three years with any organizations that might have an
interest in the submitted work. Other relationships: All authors have declared that there are no other
relationships or activities that could appear to have influenced the submitted work.

References
1. Crowson AN, Magro C, Mihm MC Jr: Unusual histologic and clinical variants of melanoma: implications for

therapy. Curr Oncol Rep. 2007, 9:403-10. 10.1007/s11912-007-0055-7

2022 Kamata et al. Cureus 14(1): e21644. DOI 10.7759/cureus.21644 5 of 6

https://dx.doi.org/10.1007/s11912-007-0055-7?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1007/s11912-007-0055-7?utm_medium=email&utm_source=transaction


2. Banerjee SS, Harris M: Morphological and immunophenotypic variations in malignant melanoma .
Histopathology. 2000, 36:387-402.

3. Banerjee SS, Eyden B: Divergent differentiation in malignant melanomas: a review . Histopathology. 2008,
52:119-29. 10.1111/j.1365-2559.2007.02823.x

4. Jih DM, Morgan MB, Bass J, Tuthill R, Somach S: Oncocytic metaplasia occurring in a spectrum of
melanocytic nevi. Am J Dermatopathol. 2002, 24:468-72. 10.1097/00000372-200212000-00002

5. Agaimy A, Specht K, Stoehr R, et al.: Metastatic malignant melanoma with complete loss of differentiation
markers (undifferentiated/dedifferentiated melanoma): analysis of 14 patients emphasizing phenotypic
plasticity and the value of molecular testing as surrogate diagnostic marker. Am J Surg Pathol. 2016, 40:181-
91. 10.1097/PAS.0000000000000527

6. King R, Busam K, Rosai J: Metastatic malignant melanoma resembling malignant peripheral nerve sheath
tumor: report of 16 cases. Am J Surg Pathol. 1999, 23:1499-505. 10.1097/00000478-199912000-00007

7. Nonaka D, Chiriboga L, Rubin BP: Sox10: a pan-schwannian and melanocytic marker . Am J Surg Pathol.
2008, 32:1291-8. 10.1097/PAS.0b013e3181658c14

8. Vallée A, Denis-Musquer M, Herbreteau G, Théoleyre S, Bossard C, Denis MG: Prospective evaluation of two
screening methods for molecular testing of metastatic melanoma: diagnostic performance of BRAF V600E
immunohistochemistry and of a NRAS-BRAF fully automated real-time PCR-based assay. PLoS One. 2019,
14:10.1371/journal.pone.0221123

9. Plaza JA, Suster D, Perez-Montiel D: Expression of immunohistochemical markers in primary and metastatic
malignant melanoma: a comparative study in 70 patients using a tissue microarray technique. Appl
Immunohistochem Mol Morphol. 2007, 15:421-5. 10.1097/PAI.0b013e318032ea5d

10. Gattenlöhner S, Brocker EB, Muller-Hermelink HK: Malignant melanoma with metastatic
rhabdomyosarcomatoid transdifferentiation. N Engl J Med. 2008, 358:649-50. 10.1056/NEJMc0707079

11. Kacerovska D, Michal M, Kutzner H, Rychnovsky J, Kazakov DV: Metastatic desmoplastic malignant
melanoma associated with low-grade myofibroblastic sarcoma. Am J Dermatopathol. 2009, 31:490-4.
10.1097/DAD.0b013e31819afdaa

12. Ul-Mulk J, Rasmussen H, Breiting L, Siim E: A case of collision tumor or transdifferentiation between
malignant melanoma and leiomyosarcoma. Indian J Pathol Microbiol. 2012, 55:538-9. 10.4103/0377-
4929.107806

13. Jalas JR, Vemula S, Bezrookove V, Leboit PE, Simko JP, Bastian BC: Metastatic melanoma with striking
adenocarcinomatous differentiation illustrating phenotypic plasticity in melanoma. Am J Surg Pathol. 2011,
35:1413-8. 10.1097/PAS.0b013e31822280d8

14. Cipriani NA, Letovanec I, Hornicek FJ, Mullen JT, Duan Z, Borger DR, Nielsen GP: BRAF mutation in
'sarcomas': a possible method to detect de-differentiated melanomas. Histopathology. 2014, 64:639-46.
10.1111/his.12305

15. Silvestre CF, Tavares JA, López-Presa D, dos Santos VR, Rocha J, João Bugalho M: Cervical lymph node
schwannoma-an unexpected diagnosis. Clin Pathol. 2019, 12:10.1177/2632010X19829239

16. Schindler G, Capper D, Meyer J, et al.: Analysis of BRAF V600E mutation in 1,320 nervous system tumors
reveals high mutation frequencies in pleomorphic xanthoastrocytoma, ganglioglioma and extra-cerebellar
pilocytic astrocytoma. Acta Neuropathol. 2011, 121:397-405. 10.1007/s00401-011-0802-6

17. Je EM, An CH, Yoo NJ, Lee SH: Mutational analysis of PIK3CA, JAK2, BRAF, FOXL2, IDH1, AKT1 and EZH2
oncogenes in sarcomas. APMIS. 2012, 120:635-9. 10.1111/j.1600-0463.2012.02878.x

18. Serrano C, Simonetti S, Hernández-Losa J, et al.: BRAF V600E and KRAS G12S mutations in peripheral nerve
sheath tumours. Histopathology. 2013, 62:499-504. 10.1111/his.12021

19. Jakob JA, Bassett RL Jr, Ng CS, et al.: NRAS mutation status is an independent prognostic factor in
metastatic melanoma. Cancer. 2012, 118:4014-23. 10.1002/cncr.26724

20. Heinzerling L, Baiter M, Kühnapfel S, et al.: Mutation landscape in melanoma patients clinical implications
of heterogeneity of BRAF mutations. Br J Cancer. 2013, 109:2833-41. 10.1038/bjc.2013.622

2022 Kamata et al. Cureus 14(1): e21644. DOI 10.7759/cureus.21644 6 of 6

https://pubmed.ncbi.nlm.nih.gov/10792480/?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/j.1365-2559.2007.02823.x?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/j.1365-2559.2007.02823.x?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/00000372-200212000-00002?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/00000372-200212000-00002?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAS.0000000000000527?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAS.0000000000000527?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/00000478-199912000-00007?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/00000478-199912000-00007?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAS.0b013e3181658c14?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAS.0b013e3181658c14?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1371/journal.pone.0221123?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1371/journal.pone.0221123?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAI.0b013e318032ea5d?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAI.0b013e318032ea5d?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1056/NEJMc0707079?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1056/NEJMc0707079?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/DAD.0b013e31819afdaa?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/DAD.0b013e31819afdaa?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.4103/0377-4929.107806?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.4103/0377-4929.107806?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAS.0b013e31822280d8?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1097/PAS.0b013e31822280d8?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/his.12305?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/his.12305?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1177/2632010X19829239?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1177/2632010X19829239?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1007/s00401-011-0802-6?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1007/s00401-011-0802-6?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/j.1600-0463.2012.02878.x?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/j.1600-0463.2012.02878.x?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/his.12021?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1111/his.12021?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1002/cncr.26724?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1002/cncr.26724?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1038/bjc.2013.622?utm_medium=email&utm_source=transaction
https://dx.doi.org/10.1038/bjc.2013.622?utm_medium=email&utm_source=transaction

	A Case of Dedifferentiated Melanoma With Lymph Node Metastasis Where Molecular Biological Tests Were Useful for Diagnosis
	Abstract
	Introduction
	Case Presentation
	Pathological findings
	FIGURE 1: Histological findings in hematoxylin-eosin staining - (a, b) a primary lesion and (c, d) a lymph node metastatic lesion.

	Immunohistochemical findings
	FIGURE 2: Immunohistochemical findings - (a, b) primary lesions and (c, d) metastatic lesions.

	Genetic findings
	FIGURE 3: Results of Sanger sequencing for BRAF exon 15.

	Postoperative period

	Discussion
	Conclusions
	Additional Information
	Disclosures

	References


