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Abstract: Cardiovascular disease is the leading cause of death worldwide. Current palliative
treatments can slow the progression of heart failure, but ultimately, the only curative treatment for
end-stage heart failure is heart transplantation, which is only available for a minority of patients due
to lack of donors’ hearts. Explorative research has shown the replacement of the damaged and lost
myocardium by inducing cardiac regeneration from preexisting myocardial cells. Lower vertebrates,
such as the newt and zebrafish, can regenerate lost myocardium through cardiomyocyte proliferation.
The preexisting adult cardiomyocytes replace the lost cells through subsequent dedifferentiation,
proliferation, migration, and re-differentiation. Similarly, neonatal mice show complete cardiac
regeneration post-injury; however, this regenerative capacity is remarkably diminished one week
after birth. In contrast, the adult mammalian heart presents a fibrotic rather than a regenerative
response and only shows signs of partial pathological cardiomyocyte dedifferentiation after injury.
In this review, we explore the cellular and molecular responses to myocardial insults in different adult
species to give insights for future interventional directions by which one can promote or activate
cardiac regeneration in mammals.
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1. Introduction

Cardiovascular disease is the leading cause of death worldwide [1], of which 13.7% of all
cardiovascular deaths in 2015 suffered from acute myocardial infarction (AMI). AMI can lead to loss of
more than one billion cardiomyocytes [2], and within days to a few weeks, a collagen-rich scar is formed.
This scar, in combination with the loss of cardiomyocytes, results in a decline of cardiac contractility,
driving further cardiac remodeling, reducing ventricular ejection fraction, and can even lead to sudden
cardiac death [2]. Most of the treatments, such as interventional therapies (e.g., coronary angioplasty,
stent placement), pharmacological agents (e.g. β-adrenergic and angiotensin receptor blockers) and
invasive surgical therapy (e.g., left ventricular assist device) are palliative. The only curative therapy
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for end-stage heart failure is heart transplantation. However, it is an invasive procedure and the
demand greatly exceeds the limited number of donor hearts available [3].

Because of this, many attempts to prevent massive cell loss during ischemic events, and thereby
retaining myocardial function, have been initiated, including cell death inhibitors [4], modulation of
the immune system [5], and reperfusion injury strategies [6]. Since many attempts did not obtain
clinically relevant improvements, other strategies have been extensively tested to repopulate the
myocardium, including tissue engineering approaches [7], the use of cellular paracrine signals [8]
and cell transplantation studies [9]. The latter has the ultimate goal to recruit or transplant stem or
progenitor cell-derived cardiomyocytes to the injury site, where they should integrate or secrete factors
that stimulate tissue healing and regeneration. Unfortunately, limited successes in prolonged, improved
myocardial contractility have been reported. From groundbreaking observations by Bergmann et al. [10],
we know that the adult heart has a limited myocardial turnover that can replace cardiomyocytes
throughout a lifetime. Therefore, researchers started to look into endogenous approaches for the
regeneration of adult mammalian hearts.

Some vertebrate species from the amphibian and bony fish classes, such as newts and zebrafish,
are capable of cardiomyocyte proliferation [11–13] and regeneration of their hearts upon injury with
transient scarring [2,14,15], while adult mammals develop dysfunctional scar tissue post-myocardial
injury [2]. Neonatal mammals, such as mice and humans [16], display some capacity to regenerate
their heart after injury [17–20], but these regenerative processes differ from mechanisms in adults.
Readers interested in neonatal regeneration are referred to recent reviews on this topic [21].

Newt, zebrafish, and mammalian hearts have diverse anatomical and physiological
characters [14,18,22]. Newts and zebrafish, so-called poikilothermic vertebrates, have a trabecular
ventricle with a spongy lumen (Figure 1). This helps cardiomyocytes obtain oxygen directly from
the bloodstream. A newt ventricle can, therefore, be avascular and its heart consists of two atria
and a single ventricle [14]. Zebrafish hearts have only one atrium and ventricle, but in contrast to
newts, their ventricle is vascularized [22]. Moreover, the myocardial wall consists of an epicardium,
myocardium and endocardium [23]. Homeothermic mammals have a more compact myocardium and
a more distinct central lumen, making coronary vascularization essential for oxygen supply to the
cardiomyocytes [24]. Furthermore, cardiomyocytes from lower vertebrates and mammals differ in their
ability to enter the cell cycle as shown in Figure 2. Ninty-nine percent of the cardiomyocytes in adult
zebrafish are mononucleated and can re-enter the cell cycle [25]. Cardiomyocytes in newborn humans
and mice are also mainly diploid [10,26,27]; their total DNA content per cardiomyocyte changes shortly
after birth. Within the first week after birth, 95% of mouse cardiomyocytes become binucleated [27,28]
and human cardiomyocytes become tetraploid during the first month after birth [10,26]. Mammalian
adult hearts have been considered postmitotic organs for a long time. Numerous mitotic cells were
found in the mammalian hearts before birth, while this proportion quickly dropped after birth, as
is indicated by terminal differentiation and only minimal renewal rate of cardiomyocytes could be
observed in many studies [28]. Although DNA replication in cardiomyocytes has been shown during
different cardiac developmental stages and post-injury, actual cytokinesis in cardiomyocytes remains
largely unclear [29,30]. Interestingly, a lineage tracing study performed in adult zebrafish demonstrated
that the majority of newly formed cardiomyocytes in response to injury merely come from preexisting
cardiomyocytes [11,15]. These observations brought interest in generating new cardiomyocytes from
preexisting adult human cardiomyocytes. Therefore, re-activation of similar regenerative pathways in
the adult mammalian heart offers potential new opportunities for curative therapeutic approaches in
cardiac disease, restoring lost functional myocardium. Within this review, we provide an overview of
the regenerative responses in newts and zebrafish, along with the mammalian response, describe the
key factors that are involved and propose a working model for adult cardiac regeneration.
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Figure 1. Cardiac regeneration in newts, zebrafish and mammals (mice and human). Upon partial
resection of the heart, newts and zebrafish show the development of a blood clot to stop the bleeding.
Their cardiomyocytes start to dedifferentiate and immune cells, especially macrophages, infiltrate the
injured area. The blood clot will gradually become a fibrin clot. Simultaneously, the dedifferentiated
cardiomyocytes will start proliferating to replace the fibrin clot. After a few days, the resected
tissue will be fully replaced by functional heart tissue. Adult mammals, like mouse and human,
on the other hand, cannot regenerate their hearts after myocardial injury. They show high levels of
cardiomyocyte cell death, necrosis, and apoptosis, and infiltration of neutrophils into the injured area.
Some cardiomyocytes will show signs of partial, pathological dedifferentiation, but adult mammalian
cardiomyocytes cannot proliferate in response to injury. Ultimately, a collagen-rich scar will be formed.
The picture is created with BioRender.com.

Figure 2. Total DNA content per cardiomyocyte in relation to their proliferative capacity. Newt and
zebrafish cardiomyocytes stay mononucleated, diploid, and proliferative their whole life. Newborn
mouse and human cardiomyocytes have similar characteristics as newt and zebrafish, but the mouse
cardiomyocytes become binucleated and human cardiomyocytes become tetraploid when they become
adults. Simultaneously, these cardiomyocytes lose the ability to proliferate.
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2. Cardiac Regeneration in Experimental Animal Models

When comparing vertebrate species, a loss of cardiac regenerative potential is observed in
mammals [31]. This observation is not limited to the myocardium but is present in various tissues and
organs. During a cardiac regenerative response, signaling from the extracellular matrix (ECM) exerts a
vital role in cellular migration, proliferation, and differentiation of cardiomyocytes [32]. Compared
to adult mammals, newt and zebrafish undergo a large scale cardiac remodeling process, including
diminished scar formation but with substantial ECM deposition [18,33,34]. In newts and zebrafish,
the genes of ECM components are one of the most responsively expressed cardiac gene families after a
myocardial injury. The mammalian fibrotic ECM response is less intense and restricted to the injury
boundaries, where limited regeneration occurs for a limited amount of time after cardiac injury [17].
In the adult mammalian myocardium, inflammation, and metabolic genes have been identified as
essential factors in cardiac regeneration [14]. In the following sections, we describe these differences
and provide insights into underlying physiological, cellular, and molecular mechanisms.

2.1. Newts

Newts, in particular Notophthalmus viridescens, have the capacity to regenerate several of their
tissues and organs, including the heart [35,36]. The newt heart consists of two atria and a single
avascular ventricle, which can regenerate fully from a 20% resection of its apical region [14] or 10%
resection of the total ventricular myocardium [13], without traces of scarring or impaired function.
After resection, a blood clot is formed and regional myocardial contractions will close to minimize
the leak and stabilize the seal (Figure 1) [13,14]. Within three days post-resection, cardiomyocytes
in the damaged area show reduced expression of genes involved in contractile function, such as
α-myosin heavy chain (αMHC) and cardiac troponins [14], indicating induction of dedifferentiation.
By day seven, cardiomyocytes re-entered the cell cycle [14]. Furthermore, expression and secretion
of fibrin and collagen genes, mainly in cardiac fibroblasts, are increased in the damaged area [13].
This results in impaired cardiac function and a 10% reduction in fractional shortening when compared
to uninjured animals [13]. Within 21 days, the fibrin clot recedes, the epicardial layer is restored
and cardiac function is improved [13]. Cellular proliferation is enhanced in the epicardium and
cardiomyocytes of both atrial and ventricular walls [35]. The fibrin collagen matrix that covered the
resected area is gradually repopulated with mononuclear infiltrates, followed by cardiomyocytes
replacement at 60–90 days after the resection with transient scarring [13]. Interestingly, Gata4 has
been detected in different cell populations during the regenerative process, indicating the reoccurrence
of developmental cardiogenesis [13]. Laube et al. demonstrated that the expression of sarcomeric
genes is down-regulated simultaneously in newt myocardium during this phase [37], suggesting that
cardiomyocytes may likely undergo at least partial dedifferentiation in this stage.

2.2. Zebrafish

The zebrafish Danio rerio heart only consists of a single atrium and a single ventricle [22].
The ventricle is composed of three layers, including the epicardium, myocardium and endocardium [23],
and is vascularized [22], thereby resembling the mammalian heart more than the newt heart. Zebrafish
can regenerate their hearts after various injuries, such as surgical resection of the apex, cryoinjury,
cardiomyocyte ablation, or hypoxia-reoxygenation damage [34,38–40]. The time needed for full cardiac
regeneration depends on the type of injury. It takes about two months for resection of 20% of the
ventricle for the heart to regenerate itself [41]. Similar to newts, resection of the ventricle leads to the
formation of a blood clot within several seconds [34], which prevents excessive bleeding (Figure 1).
One to three hours later, induced by inflammatory signals [42], endocardial cells round up and detach
from underlying myofibers [42], creating large intercellular spaces. The typically aligned actin and
myosin filaments become misaligned, and the transverse and longitudinal sarcomeric structures
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become visible due to its disorganization [11]. This state of endocardial activation is characterized by
an increased permeability for inflammatory cells [11].

In some cardiomyocytes present in the outermost layer of the ventricle, the cortical muscle layer,
Gata-4 expression is induced [15], which later localizes to the site of injury [15]. During regeneration
of the damaged myocardium, epicardial cells contribute to blood vessel formation [43,44] and the
endocardium drives cardiomyocyte proliferation by synthesizing retinoic acid (RA) [42]. Electrical
conduction between the newly formed and preexisting cardiomyocytes develops within two to four
weeks after resection [15]. After 30 days, the heart is almost fully regenerated, with most of the
lost tissue replaced by vascularized and electrically coupled new cardiomyocytes [15] and only a
small scar [11]. Lineage tracing experiments confirmed that newly formed cardiomyocytes indeed
originate from preexisting, fully differentiated cardiomyocytes, rather than cardiac stem or progenitor
cells [11]. Cardiomyocytes start proliferating post-injury, and the DNA replication was verified by
5-bromo-2-deoxyuridine (BrdU) labeling [34]. Zebrafish continue to grow until full sexual maturation,
after which they still have a rather slow rate of cell turnover to their end of life [45]. This continuing
cell turnover might be one of the reasons that the regenerative capacity remains during the lifespan of
the zebrafish, unlike that in mammals wherein growth almost terminates at adulthood.

2.3. Mice

Mouse hearts show fibrosis in response to cardiac injury, Porrello et al. showed that the hearts of
one-day old neonatal mice could still regenerate following local surgical resection [18]. Upon apical
resection, the neonatal mouse heart, similar to zebrafish and newt hearts, shows the formation of a
blood clot at the wound region, together with a robust inflammatory response. The clot is gradually
absorbed and replaced with new cardiomyocytes. Within 21 days, a fully restored myocardium was
observed. Two months later, the systolic function of the regenerated ventricular apex was almost
completely restored. However, the cardiac proliferative capacity is lost in seven-day-old neonatal mice,
who develop severe scarring of the infarcted region, leading to permanent myocardial damage, which
is similar to the adult heart [18] (Figure 1). Genetic fate-mapping analysis in zebrafish studies implied
that neonatal mouse cardiac regeneration is also a consequence of cardiomyocyte cell division [11].
Interestingly, it has been reported that cardiomyocytes in zebrafish and neonatal mouse hearts are
mainly mononucleated with diploid nuclei (Figure 2). Whereas, in adult mouse and human hearts, the
cells were shown to be binucleated with diploid nuclei or mononucleated with polyploid nuclei [15,46].
This phenomenon is widely accepted as a characteristic of terminal differentiation, leading to a
permanent loss of proliferative capacity of postnatal cardiomyocytes.

2.4. Humans

Similar to observations in mice, neonatal human hearts appear to be capable of repairing myocardial
injury and recovering cardiac function after myocardial infarction [16]. However, in adult human
hearts a cardiac injury leads to pathological fibrosis rather than a regenerative response (Figure 1).
Bergmann et al. described the first evidence for cardiomyocyte renewal in the adult human heart.
They showed an annual cardiomyocyte turnover of about 0.8% at the age of 20. This number declines
to 0.3% at the age of 75, while other cell types in the heart, especially endothelial and mesenchymal
cells, show annual turnover rates of about 20% [10,26]. This suggests that the remaining proliferative
capacity of human cardiomyocytes is minimal and not sufficient to replace lost cardiomyocytes and
restore heart function after myocardial injury.

3. Four Fundamental Processes During Cardiac Regeneration

In theory, cardiomyocytes that repopulate the injured area could stem from preexisting
cardiomyocytes or from a progenitor/stem cell pool. Genetic fate-mapping experiments in zebrafish
indicated that the regenerative ability of the heart mainly depended on the proliferation of preexisting
cardiomyocytes. They displayed signs of dedifferentiation that exerted a vital role in the regenerative
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response [11,15]. Dedifferentiation is a cellular phenomenon in which highly specific cellular
characteristics are lost, which consequently results in a relatively immature cellular state. For instance,
dedifferentiated cardiomyocytes display disorganized sarcomeric structures, decreased contractile
capacity, and re-expression of embryonic genes [42,44,47]. Upon ischemic myocardial injury,
cardiomyocyte proliferation colocalized with regenerative molecules, such as RA and Insulin-like
growth factor (IGF) [42,48]. In addition to local cardiomyocyte proliferation, cardiomyocytes migrate
to the injured region. This migration may be regulated by, i.e., chemokine ligand Cxcl12 receptor Cxcr4
system, and once at the injury site, they re-differentiate to replace the lost or damaged tissue [15].
Thereby, it seems that cardiac regeneration is mediated by cardiomyocyte dedifferentiation, proliferation,
migration and re-differentiation (Figure 3).

As briefly touched upon, many factors play a role in these four different phases of cardiac
regeneration, including growth factors and ECM molecules. To get a better understanding of the
various steps, individual factors will be reviewed in the following section.

Figure 3. Four processes model of cardiac regeneration. A. Dedifferentiation. cardiac regeneration
begins with dedifferentiation of preexisting differentiated cardiomyocytes after injury. It can be
induced by hypoxia as well as OSM. B. Proliferation. After dedifferentiation, cardiomyocyte can
start proliferation, which can be greatly enhanced by growth factors and cytokines as well as
Hippo-YAP signaling pathway. C. Migration. Cardiac injury induce chemokine Cxcl12a expression and
cardiomyocytes in the epicardium start to express its receptor Cxcr4b. Damage area enriched Cxcl12a
expression stimulates the migration of cardiomyocytes toward the damaged area. D. Redifferentiation.
When the newly formed cardiomyocytes arrive at the damaged area, they need to re-differentiate and
become electrically coupled with the preexisting cardiomyocytes. OSM: Oncostain M; RA: Retinoic
acid; IGF: Insulin-like growth factor; FGF1: fibroblast growth factor one; NRG1: Neuregulin 1.

3.1. Dedifferentiation Factors

3.1.1. Hypoxia

Environmental oxygen concentration closely relates to zebrafish heart regeneration [49]. Chronic
severe hypoxia in mice causes hypoxia-inducible factor-1α (HIF-1α) to be stabilized, which was
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sufficient to re-introduce the adult cardiomyocytes to the cell cycle and to increase the number of
mononucleated cardiomyocytes. Three-month-old mice, subjected to LAD ligation and hypoxia for
two weeks, exhibited significant improvement of systolic function and less fibrotic scar formation
when compared to normoxia treated controls [50]. Conversely, hyperoxia or suppression of HIF-1α
hinders heart regeneration following apical amputation in embryos and adult zebrafish [49].

A similar effect is seen with thyroid hormone inhibition. Both hypoxia and thyroid hormone
inhibition induced downregulation of genes involved in fatty acid beta-oxidation, citric acid cycle
(TCA), mitochondrial genes as well as muscle contraction genes, and upregulation of cell cycle genes.
It is thought that this facilitates the generation of mononucleated cardiomyocytes [31,50].

3.1.2. Oncostatin M

Oncostatin M (OSM) is an inflammatory cytokine that induces cardiac hypertrophy and
cardiomyocyte survival [51]. The levels of OSM in the myocardium are increased upon cardiac
injury [51]. Its signaling modulates ECM degradation and induces vascular endothelial growth factor
(VEGF) expression in cardiomyocytes. In vivo and in vitro, OSM can induce dedifferentiation of
cardiomyocytes [51], which initially is cardioprotective. Daily administration of OSM upon LAD
ligation in mice exhibited an improved survival rate and better cardiac function, while a knockout
of the OSM receptor leads to decreased survival and myocardial function [51]. Long-term activation
of the OSM receptor, however, resulted in heart failure and increased mortality due to prolonged
cardiomyocyte dedifferentiation [51]. OSM induced dedifferentiation is reversible both in vivo and
in vitro in response to IGF1, among others, which causes the cardiomyocytes to re-differentiate into
fully functional cardiomyocytes [52]

3.2. Proliferation Factors

Cell division is mediated via cytokinesis, including both the G1/S phase with DNA synthesis and the
G2/M phase. Each phase transition is controlled by different complexes of cyclins and cyclin-dependent
kinases [53,54]. The expression of these regulators is reduced in postnatal mammalian hearts, which is
consistent with their exit from the cell cycle [28,55]. Heart development and chamber formation
are mainly organized through cardiomyocyte division. However, this pattern of cardiomyogenesis
plays an exceedingly limited role in adult mammals [28]. Since adult mammalian cardiomyocytes
rarely re-enter the cell cycle, manipulations of cell cycle regulator genes, such as cyclins, kinases
and cyclin-dependent kinases (CDK), have been performed [56–58] and some of the most effective
approaches are highlighted in the following paragraph [59].

3.2.1. Cyclins

Two cyclins that regulate the progression from G1- to S-phase are cyclin A2 and cyclin D [58,60–62].
Cyclin A2 is the only one not expressed in the postnatal mammalian heart, which makes it an exciting
target. Induced cardiac expression of cyclin A2 in mice increased cardiomyocyte mitosis and cardiac
hyperplasia [60], together with enhanced cardiac output [63]. Intramyocardial delivery of cyclin A2 in
rats immediately after LAD ligation showed cardiomyocyte cell cycle activation in the infarct border
zone [63]. Protein levels of Cyclin D1 and D3 decrease with age [64], which corresponds to the fact
that adult mammalian cardiomyocytes do not re-enter the cell cycle [26]. When overexpressing Cyclin
D1, mouse cardiomyocytes participate in the cell cycle, resulting in abnormal multinucleation [25,64].
After a permanent coronary artery occlusion increased cardiomyocyte proliferation and decreased
infarct size was observed in cyclin D2 expressing mice [56,65]. Taken together, induced expression of
cyclin A2 and cyclin D2 showed increased cardiomyocyte mitosis and improved heart function [60,63]
and a decrease in infarct size [60], respectively, and thereby makes cyclins A and D promising targets
for induction of cardiac regeneration.
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3.2.2. The Hippo-YAP Pathway

The Hippo-YAP pathway is a conserved tumor-suppressor pathway [66,67] regulating cell polarity,
cell adhesion, and ECM matrix deposition and is the major size-limiting pathway during organ
growth. In addition, Hippo signaling participates in organ regeneration and tissue repair, including
cell proliferation and survival [68–71]. When activated, LATS1/2 and MST1/2, the human homologs
of the Hippo protein, are recruited to the plasma membrane by NF-2 and scaffold protein Salvador
(Sav), respectively (Figure 4). MST triggers LATS by phosphorylation and subsequently, active LATS
can phosphorylate YAP and its binding protein angiomotin protein (AMOT). Phosphorylation of
YAP and AMOT prevents the nuclear localization of YAP. Phosphorylated AMOT, bound to YAP,
dissociates from F-actin and translocates to the cytoplasm, where the complex is degraded via the
ubiquitin–proteasome system. Upon inactivation, YAP is dephosphorylated and translocates to the
nucleus, where it activates gene transcription of cell cycle and anti-apoptosis genes, together with
TEAD transcription factors (Figure 4) [71,72].

Figure 4. A simplified overview of the classic Hippo-YAP signaling pathway. The core of this
Hippo-YAP is a cascade of kinase activation. When the Hippo pathway is activated by cell-cell
contact, cytokine or mechanical stress, LATS1/2 and MST1/2 are recruited to the plasma membrane by
NF-2 and scaffold protein Salvador (Sav) respectively. MST then activates LATS by phosphorylation.
Active LATS then phosphorylates YAP and its binding protein angiomotin protein (AMOT) to inhibit
nuclear localization of YAP. Phosphorylated AMOT, bound to YAP, dissociates from F-actin and
translocates to the cytoplasm, where the complex will be degraded via the ubiquitin–proteasome
system. Upon inactivation, YAP is dephosphorylated and translocated to the nucleus, where it interacts
with TEAD transcription factors to promote cell cycle and anti-apoptosis gene transcription. Nuclear
YAP can also enhance Wnt/β-catenin signaling by binding to b-Catenin/TCF transcription activation
complex. NF-2: Neurofibromin 2; YAP: yes-associated protein 1; LATS1/2: Large tumor suppressor
kinase 1/2; TEAD: TEA domain family member. The picture is created with BioRender.com.

Induced inhibition of the Hippo pathway or YAP overexpression caused increased cell cycle activity
of cultured neonatal rat ventricular myocytes (NRVMs) and mouse cardiomyocytes. YAP overexpression
in mice stimulated cardiac overgrowth [71,73], suggesting that YAP either stimulates cardiomyocyte
proliferation or delays cell cycle withdrawal. Consistent with that, YAP inactivation resulted in
significantly decreased cardiomyocyte proliferation and lethal cardiac hypoplasia [71].

However, healthy postnatal cardiac development was not affected by YAP1 deficiency [71],
probably because of the switch from hyperplastic to hypertrophic heart growth within the first week of
life [71]. Simultaneously with this switch, YAP expression decreased in the mouse heart. Inhibition of the
Hippo pathway in cultured NRVMs revealed a modest increase in cell cycle activity [71]. Null alleles
for Sav and LATS in 3-month-old mice also showed an increase in cardiomyocyte proliferation
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and an increase in the total number of mononuclear cardiomyocytes [68]. Furthermore, MST1
overexpression in mice caused increased cardiomyocyte apoptosis and decreased heart function, leading
to death on postpartum day 15 [74]. Overall, this indicates that YAP is associated with hyperplastic
rather than hypertrophic growth. Recently, Monroe et al. showed that forced overexpression of a
constitutively active form of YAP in the adult mouse heart resulted in severe heart failure within 3 days.
Cardiomyocytes from these animals displayed a more fetal-like phenotype and were able to proliferate,
which indicates that YAP can induce adult cardiomyocytes to undergo partial dedifferentiation [75].

Given the fact that YAP expression is diminished soon after birth and that inhibition of the Hippo
pathway induces proliferation and possibly dedifferentiation of cardiomyocytes, manipulation of the
Hippo pathway seems a reasonable strategy to improve the regenerative capacity of the mammalian
heart [68].

3.2.3. P38 MAP Kinase

P38 MAP kinase (p38) negatively regulates the expression of several genes associated with mitosis,
such as cyclin A and B. Overexpression of p38 blocks fetal cardiomyocyte proliferation both in vitro
and in vivo. A cardiac-specific knockout of p38 in neonatal mice increased cardiomyocyte mitosis and
sarcomere disassembly and upregulation of cyclin A2 expression [76]. Although p38 inhibition increased
cardiomyocyte proliferation, it was insufficient to restore heart function after injury [76,77]. Inhibition
of p38 in combination with FGF1 stimulation, induce partial dedifferentiation and downregulation
of pro-apoptotic genes, result in improved proliferation and angiogenesis. Eventually, it leads to
enhanced cardiac function, as compared with FGF1 administration only [76,77]. Thus, p38 inhibition in
sequential combination with FGF1 might be an exciting strategy to re-introduce adult cardiomyocytes
to the cell cycle.

3.2.4. Meis1

Myeloid ecotropic viral integration site 1 (Meis1) plays an essential role in normal heart
development [78], whereas chromosomal deletions of Meis1 were found in patients with congenital heart
defects [79]. A knockout of Meis1 in mice resulted in smaller cardiomyocytes, enhanced cardiomyocyte
mitosis and an increased percentage of mono-nucleated cells at postpartum day 14. Conditional
knockouts in postpartum day 28 and seven-month-old mice also showed increased cardiomyocyte
mitosis, meaning that a deficiency of Meis1 is sufficient to re-introduce adult cardiomyocytes to the cell
cycle [78]. In accordance with this, Meis1 overexpressing mice presented bigger and less mitotically
active cardiomyocytes. While wild type neonatal mice can regenerate their hearts after a MI, Meis1
overexpressing neonatal mice showed an impaired regenerative capacity [78]. Thus, Meis1 seems
to be a negative regulator of cardiomyocyte proliferation and cardiac regeneration. This might be
because Meis1 can activate CDK inhibitors p15, p16, and p21, which results in cell cycle arrest of
cardiomyocytes [78,80].

3.2.5. Extracellular Matrix Composition

The ECM plays an essential role in both cardiac development and cardiac regeneration by providing
structural support and by direct signaling. During cardiac development in zebrafish, ECM signaling is
essential for migration, proliferation and differentiation of cardiomyocytes by exerting mechanical
properties. When cultured on rigid surfaces, rat and mouse neonatal cardiomyocytes displayed
nuclear division without cell division, resulting in binucleated cells [81]. Cardiomyocytes cultured on
compliant elastic matrices, on the other hand, showed signs of dedifferentiating cardiomyocytes and
cell cycle re-entry [81].

Direct biological effects of the ECM became apparent after the administration of decellularized
zebrafish ECM to adult mice that underwent a MI. Upon administration, the proliferation of the adult
mouse cardiomyocytes increased, enabling cardiac regeneration and full functional recovery [82].
Similar experiments were performed with decellularized ECM from mouse hearts from postpartum
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day one (P1) and postpartum day seven (P7). Administration of P1 mouse ECM fragments to P1 and
P7 mouse cardiomyocytes showed an increase in cell-cycle activity of both types of cardiomyocytes.
However, when ECM from P7 mice was administered neither the P1 nor P7 cardiomyocytes revealed
an increase in cardiomyocyte cell cycle activity. This suggests that ECM composition influences the cell
cycle activity and that a change in ECM composition probably coincides with the loss of proliferative and
regenerative capacity. Administration of P1 ECM in combination with broad matrix metalloproteinase
(MMP) inhibitor, seemed to counteract the earlier observed increases in cardiomyocyte proliferation,
which indicates the importance of MMPs to cardiac regeneration in response to injury [83]. In addition,
inhibition of these MMPs in newts can result in failed limb regeneration, with malformed limbs or limb
stumps and distal scars [84], indicating the essential role of MMPs in both the regenerative response
and scar formation. In zebrafish, the expression of ECM components and modifying proteases also
increases following injury. When TGF-β signaling, a potent regulator of ECM production, is inhibited,
cardiac regeneration is blocked completely [85].

Apart from the biological effects, ECM rigidity could also regulate cardiomyocyte proliferation,
for example, by regulating the nuclear localization of YAP [86]. A recent study by Bassat et al. [83]
proposed a model that links ECM component Agrin to the Hippo-YAP pathway. During neonatal
heart development in mice, the dystrophin-glycoprotein complex (DGC) connects ECM components,
including Agrin, with the cytoskeleton. Upon Agrin binding, the DGC becomes unstable, which leads
to disassembly of myofibrils, which is indicative for cardiomyocyte dedifferentiation. Within the
first week after birth, Agrin levels decrease, allowing cardiomyocytes to differentiate and mature.
Afterwards, YAP binds to the DGC, which keeps YAP away from the nucleus and thereby inhibits
its function. When Agrin is administered, it binds to the DGC, causing YAP to dissociate from it.
Simultaneously, increased nuclear YAP is seen upon Agrin administration in cardiomyocytes of adult
mouse hearts after a MI. Nuclear YAP then induces cell cycle re-entry of the cardiomyocytes [83].

Periostin is another example of an ECM component that plays a pivotal role in cardiac development
and epicardial-to-mesenchymal transition. Moreover, it can affect collagen formation and recruit
macrophages [87,88]. Periostin is expressed throughout the whole heart in P2 mice in response to
cardiac injury and increases cell-cycle activity of cardiomyocytes [89]. A knockout of Periostin in
mouse hearts resulted in impaired angiogenesis, regeneration and increased fibrotic tissue formation
in comparison to controls. While Periostin is necessary for cardiac regeneration, its expression level is
insufficient to induce cardiac regeneration on its own [20].

3.2.6. Neuregulin 1

Neuregulin 1 (NRG1) signaling is crucial for heart development by regulating proliferation,
differentiation, maturation, and morphology of cardiomyocytes [90]. NRG1 is a member of the
epidermal growth factor family and becomes upregulated in perivascular cells in response to injury.
It binds with high affinity to the ErbB4 receptor, which is expressed on mature myocardium, together
with ErbB2. As a result, ErbB4 dimerizes with ErbB2 [2,91], activating extracellular signal-regulated
protein kinase (ERK) and AKT pathways, which results in regulation of differentiation, proliferation and
cell migration [92]. In zebrafish, increased expression of NRG1 correlates with an increase in the number
of proliferating cardiomyocytes during cardiac regeneration [2]. When NRG1 overexpression is induced
for 30 days in the absence of injury, the zebrafish ventricular wall thickens approximately five folds [2].
In adult mice, constitutively active ErbB2 was able to reactivate cardiomyocyte proliferation [93].

3.2.7. Neural Factors

Neural factors are also involved in cardiac regeneration. Classical experiments in newts showed
that limb, lens, retina, and tail regeneration failed when they were not connected to an adequate
number of nerve fibers. These nerve fibers guide regeneration via secretion of several nerve-derived
factors, such as nerve growth factor (NGF). Cardiac denervation in zebrafish blunt the regenerative
response leading to reduced cardiomyocyte proliferation [94].
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Nerve-derived factor NGF plays an essential role in the maintenance and survival of sensory and
sympathetic neurons [95], angiogenesis and cardiomyocyte survival after an AMI. Congestive heart
failure patients showed reduced NGF expression in the heart [96], which might be due to reduced
innervation density of sympathetic neurons [95]. Reduced NGF levels were also seen in a zebrafish
model of heart failure and, upon NGF administration, cardiomyocyte proliferation increased and
cardiac regeneration restored [96]. Neonatal mice with inhibited nerve innervation also showed
impaired cardiac regeneration, which could be rescued by the administration of NGF and NRG1 [94].
Cultured dorsal root ganglion sensory neurons of chicks showed that NGF increased the expression of
NRG1. As discussed before, NRG1 can re-introduce adult mammalian cardiomyocytes to the cell cycle
and therefore the positive effect of NGF could be derived from the upregulation of NRG1 [96].

Another nerve-derived factor is FGF. Its signaling has been linked to regulation of tissue
homeostasis, wound healing and tissue regeneration. It controls cytoplasmic remodeling and cell
cycle re-entry via the mitogen-activated protein kinase (MAPK)/ERK pathway [15]. Activation of this
pathway is essential for cellular differentiation and transformation [97]. When neonatal cardiomyocytes
were stimulated with FGF1, genes involved in fetal development, regeneration, and cell cycle
control were upregulated, together with a downregulation of pro-apoptotic genes [76]. Moreover,
FGF1 administration improved angiogenesis in the regenerating hearts [77]. Thus, FGF1 expression
contributes to dedifferentiation, by upregulation of fetal genes, and proliferation of cardiomyocytes.
Additionally, FGF1 plays a role in the inhibition of apoptosis and stimulates angiogenesis, giving
further support to the regenerating tissue.

3.2.8. Retinoic Acid

RA is a morphogenetic factor essential for zebrafish cardiac development and regeneration [42]
and induces DNA synthesis in cultured newt cardiomyocytes [98]. RA regulated production of FGF
ligands and IGF by the epicardium promotes myocardium growth [99,100], thereby contributing to the
morphogenesis of the ventricle during maturation. After apical resection, the zebrafish endocardium
starts expressing Raldh2. Initially, Raldh2 is expressed in the whole heart, but gradually localizes to
the damaged area. Raldh2 initiates RA synthesis from vitamin A. RA then stimulates cardiomyocyte
proliferation and when RA signaling is blocked, cardiac regeneration will be impaired [42].

3.2.9. IGF

IGF plays an essential role in heart growth and cardiomyocyte proliferation. Blocking IGF signaling
in zebrafish embryos decreased the number of cardiomyocytes and impaired heart development.
In response to apical resection, IGF2β is upregulated in the wound and the neighboring endo- and
epicardium. Peak expression levels were observed between three to ten days post-resection [101],
simultaneously with cardiomyocyte proliferation, which starts around one to two weeks post
resection [11]. As mentioned before, a subset of cardiomyocytes expressing Gata4 start covering the
wound area and proliferate during zebrafish cardiac regeneration. Blocking IGF signaling reduced
Gata4 expression in the wound area and impaired cardiomyocyte mediated cardiac regeneration in
zebrafish [101].

Acute stress in zebrafish results in failed regeneration and disabled replacement of fibrotic tissue
with new myocardium. This is probably caused by a downregulation of a modulator of IGF signaling.
Thus, stress-induced inhibition of the IGF signaling pathway causes a decrease in cardiomyocyte
proliferation and thus impaired cardiac regeneration [102].

3.3. Migration Factors

After cardiomyocyte dedifferentiation and proliferation, chemokine-mediated cardiomyocyte
migration to the site of injury is an essential step in zebrafish cardiac regeneration [103]. Molecular
studies indicated that the Cxcl12a-Cxcr4b axis is highly conserved among different species and
plays a vital role in cellular migration [104,105]. When part of the ventricle is amputated, Cxcl12a
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and Cxcr4b, a chemokine ligand and its receptor, start expressing in the damaged tissue and the
epicardial cardiomyocytes, respectively (Figure 3). Cardiomyocytes migrate toward the injured area
where Cxcl12a is highly enriched [106,107]. Inhibition of Cxcr4b with pharmacological intervention
or by genetic deletion led to impaired cardiac regeneration following myocardial resection [103].
Although the cardiomyocytes were still able to proliferate, they could not migrate to the site of injury.
This indicates the importance of molecular guidance for cardiomyocyte migration during successful
cardiac regeneration.

Inflammation

The inflammatory response is essential for cardiac regeneration [23,108], because it regulates
the survival of the remaining cardiomyocytes, removal of dead cells and debris, fibrosis and
revascularization [109,110]. Macrophage depletion in newts lead to failed limb regeneration and
extensive fibrosis [23,108]. A myocardial injury triggers a rapid inflammatory response in zebrafish [23,108],
with the highest immune cell infiltration around three days post-resection [111]. Interestingly, the
number of infiltrated inflammatory cells correlate with the mitotic activity in cardiomyocytes [108].
Moreover, inhibition of an inflammatory response strongly impaired regeneration of the heart after
cryoinjury with reduced cardiomyocyte mitotic activity. Thus, the appropriate inflammatory response
is necessary for cardiac regeneration in zebrafish [108].

Macrophage recruitment is indispensable for neonatal mouse cardiac regeneration and
angiogenesis [109]. Macrophage depletion in neonatal mice resulted in failed cardiac regeneration
and fibrotic scar formation [109]. Macrophages can be grouped into functionally different M1 or M2
populations according to the expression of the markers [112]. To explore the role of macrophages
during cardiac regeneration, macrophages from P1 or P14 mice have been assessed after MI. In P14
mice M2 macrophage-specific gene was shown to be significantly upregulated, while expression of two
out of three M1 macrophage-specific genes were unchanged or downregulated. In P1 mice, both types
of macrophages were found in the heart, without any distinct bias toward M1 or M2. This indicates that
although both P1 and P14 mice exhibited a macrophage response following MI, the degree and cellular
polarization towards the M1 or M2 phenotype is different. Although the underlying mechanism is not
yet fully understood, altered M1 or M2 polarization is considered to facilitate cardiac regeneration [109].
In addition, it is suggested that embryonic-derived cardiac macrophages from damaged neonatal hearts
can facilitate cardiomyocyte proliferation and neovascularization with less inflammation. In contrast,
recruited macrophages from injured adult hearts promote a strong inflammatory response and lead
to a reduced capacity of cardiomyocyte proliferation and neovascularization [110]. Neonatal mice
show neovascularization to support tissue renewal and restoration of cardiac function, while this
neovascularization response does not occur in adult hearts upon injury [110]. An inflammatory
response and inflammatory cell infiltration, in particular macrophages, are thus important to help
wound healing and stimulate the regenerative response. Nonetheless, it is not clear to what extent
the findings observed in neonatal mice can be deduced to other mammals, particularly humans.
Up to now, the profile and characteristics of macrophages in human hearts has still not been explored
comprehensively. In addition, whether human neonatal macrophages are conducive to facilitate
myocardial regeneration was not reported yet. Interestingly, beneficial cardiac cell transplantation
effects were suggested to be mediated via the macrophage polarization switch [113], leading to altered
cardiac fibroblast activity and enhanced mechanical properties.

3.4. Re-Differentiation Factors

After dedifferentiation, proliferation and migration, re-differentiation of the cardiomyocytes occurs,
which ensures that newly formed cardiomyocytes become electrically and mechanically coupled with
the preexisting cardiomyocytes [15,114], resulting in fully functional regenerated cardiac tissue [51].
Redifferentiation of mouse adult cardiomyocytes is dependent on Ca2+ signaling from contracting
NRVMs in co-culture. The formation of gap junctions is essential for intercellular Ca2+ signaling.
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Hypoxia induces dephosphorylation of connexin 43, an essential gap junction protein, inhibiting Ca2+

signaling and thus impairing adult cardiomyocyte re-differentiation. In vivo administration of an
ischemia resistant isoform of connexin 43 showed enhanced re-differentiation of the newly formed
cardiomyocytes and improved cardiac function after an MI in adult mice [115].

4. Conclusions

Several molecular mechanisms are shared among species that possess the ability to regenerate lost
myocardium. These mechanisms include immune response, the different ECM composition, secreted
factors from nerves, and regulation of the cell cycle as shown in Figure 3. Besides these well-established
and somewhat general cellular and molecular mechanisms of regeneration, researchers are looking for
additional and specific factors that are involved in cardiac regeneration. Mammalian impaired cardiac
regeneration has led researchers to form several mutually non-exclusive hypotheses of why we lost
our ability to regenerate our hearts.

Firstly, during birth, upon transition from the intrauterine environment (insufficient oxygen)
to the postnatal environment, it is suggested that mitochondrial-derived reactive oxygen species
(ROS) induced DNA damage leads to cardiomyocyte cell cycle arrest [116]. A slow reduction of
inhaled oxygen concentration resulted in a decrease in mitochondrial metabolism and ROS levels
in adult cardiomyocytes, which lead to less DNA damage. This subsequently contributed to more
cardiomyocyte mitosis in the (non-)injured myocardium, as well as functional restoration post-MI [50].
These findings indicate that oxygen-dependent mitochondrial metabolism may be involved in the cell
cycle arrest of cardiomyocytes [50].

A second hypothesis for the loss of mammalian cardiac regenerative capacity is built on the dynamic
cardiomyocyte nuclear polyploidy. Cardiomyocytes of newts and zebrafish stay mononucleated
and proliferative during their whole lifespan (Figure 2) [25,117]. Recent nucleation analysis of
zebrafish hearts showed that 99% of zebrafish cardiomyocytes are mononucleated [118], and that
they are, on average, smaller and contain fewer myofibrils than mammalian cardiomyocytes. Human
cardiomyocytes are almost all mononucleated at birth, with only 25% of the cardiomyocytes being
binucleated [10,26]. These cardiomyocytes are still able to proliferate in the first months of human
life. However, during childhood the total DNA content per cell increases, resulting in tetraploid
cardiomyocytes. This happens simultaneously with cardiomyocyte hypertrophy [10,26]. Mouse
cardiomyocytes are also mononucleated and proliferative at birth, but they stop proliferating and 95%
of the cardiomyocytes become binucleated within the first week after birth [18,26]. To test if there is
a causal relationship between the proliferative capacity of cardiomyocytes and their DNA content,
González-Rosa et al. induced polyploidy in zebrafish cardiomyocytes. When more than 45% of the
cardiomyocytes were polyploid, cardiac regeneration failed and a fibrotic scar was formed after apical
resection [118].

A third hypothesis refers to the development of the endotherm system which is regulated by
thyroid hormone signaling. Using a phylogenetic analysis across 41 different species, Hirose et al.
revealed that the abundance of mononucleated cardiomyocytes is inversely correlated with metabolic
rate, body temperature, and thyroid hormone levels [31]. The level of thyroid hormone rises 50-fold 7
days after birth when the number of polyploidy cells increases and regeneration capacity drops [31].
Inhibition of the thyroid hormone pathway increased mononucleated cardiomyocyte numbers as
well as their proliferative capacity. Transgenic mice expressing a dominant-negative form of the
Thyroid Hormone Receptor alpha (THRα), the main cardiac-expressed receptor, displayed larger
hearts, more mononucleated and smaller cardiomyocytes, prolonged cell cycle activity. Moreover,
these transgenic mice retained their regenerative capacity for longer than 1 week after birth upon
myocardial infarction [31]. Hirose et al. hypothesized that mammals acquire an endothermy system by
elevated thyroid hormone levels. Even though a causal relationship has been suggested, the molecular
mechanism is yet to be elucidated. Interestingly, thyroid hormone upregulation was observed in
Xenopus to drive metamorphosis, with loss of cardiac regenerative capacity, although more than
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80% of the cardiomyocytes stayed mononucleated [31,119]. This discrepancy between mammals and
amphibians suggests that cardiomyocyte polyploidy might not be the only determining factor for
cardiomyocyte regeneration. Instead, it might be the result of nucleus separation failure or blocked cell
kinesis failure as a consequence of thyroid hormone-induced cardiomyocyte sarcomere rigidity [31,119].

There many more theories trying to identify why humans lose their cardiac regenerative capacity,
including the role of oxidative stress-induced DNA damage, ECM deposition, inflammatory responses,
cardiomyocyte polyploidy, and thyroid hormonal affected heart regeneration. By carefully examining
these theories, we found overlapping or even shared cellular or molecular signatures. Cardiomyocyte
contractile and lipid metabolism genes are always downregulated, while cell cycle genes are frequently
upregulated as well as primitive gene signatures. Each theory might explain certain phases of
the regenerative response and these phases together form the interlocked chain of the cardiac
regeneration process.

For successful cardiac regeneration, cardiomyocytes need to go through the interlocked chain
process of dedifferentiation, proliferation, migration, and re-differentiation and integration into the rest
of the myocardium. Currently, most research is trying to study adult mammalian heart regeneration in
only one part of the regenerative process (Figure 3). Little research has combined the introduction
of multiple factors to induce cardiac regeneration. Since many factors are different in zebrafish,
newt and neonatal mice than in adult mammalian hearts, the chance that only one factor can restore
the regenerative capacity is small. Therefore, more research is needed to combine multiple factors,
for example, using a combination of cardiac-specific activation of OSM to induce cardiomyocyte
dedifferentiation, cardiac-specific inhibition of thyroid hormone signaling together with NRG1 and
YAP activation to stimulate cardiomyocyte proliferation.

Most importantly, cardiomyocytes have to undergo dedifferentiation before proliferation can
occur, which causes them to lose part of their contractile capacity. If this happens throughout the
whole organ, cardiac function and integrity is jeopardized. Therefore, a more controlled and transient
approach that targets a certain percentage of cardiomyocytes at specific locations might be necessary to
progress modulation of cardiac regenerative capacity in humans towards therapeutic applicability.

Author Contributions: L.d.W., J.F.: writing manuscript; K.N., J.X., P.A.D.: editing and careful revision manuscript;
R.M.S., Z.L., J.P.G.S. concept, revision and supervision of writing. All authors have read and agreed to the
published version of the manuscript.

Funding: This work was supported by the Project EVICARE (No. 725229) of the European Research Council (ERC)
to J.P.G.S., co-funded by the Project SMARTCARE II of the BioMedicalMaterials institute to J.P.G.S., the ZonMw-TAS
program (No. 116002016) to J.P.G.S./Z.L., PPS grant (No. 2018B014) to J.P.G.S./Z.L, the Dutch Ministry of Economic
Affairs, Agriculture and Innovation and the Netherlands CardioVascular Research Initiative (CVON): the Dutch
Heart Foundation to J.P.G.S., Dutch Federations of University Medical Centers, the Netherlands Organization
for Health Research and Development, and the Royal Netherlands Academy of Sciences. We apologize to our
colleagues whose work could not be cited due to space limitations.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Mozaffarian, D.; Benjamin, E.; Go, A.; Arnett, D.; Blaha, M.; Cushman, M.; Das, S.; Ferranti, S.; Després, J.;
Fullerton, H.; et al. Heart disease and stroke statistics-2016 update: A report from the american heart
association. Circulation 2016, 135, e146–e603. [CrossRef] [PubMed]

2. Gemberling, M.; Karra, R.; Dickson, A.; Poss, K. Nrg1 is an injury-induced cardiomyocyte mitogen for the
endogenous heart regeneration program in zebrafish. ELife 2015, 4. [CrossRef] [PubMed]

3. Niederberger, P.; Farine, E.; Raillard, M.; Dornbierer, M.; Freed, D.H.; Large, S.R.; Chew, H.C.; MacDonald, P.S.;
Messer, S.J.; White, C.W.; et al. Heart Transplantation With Donation After Circulatory Death. Circ. Heart Fail.
2019, 12, e005517. [CrossRef] [PubMed]

4. Degterev, A.; Huang, Z.; Boyce, M.; Li, Y.; Jagtap, P.; Mizushima, N.; Cuny, G.D.; Mitchison, T.J.;
Moskowitz, M.A.; Yuan, J. Chemical inhibitor of nonapoptotic cell death with therapeutic potential for
ischemic brain injury. Nat. Chem. Biol. 2005, 1, 112–119. [CrossRef] [PubMed]

http://dx.doi.org/10.1161/CIR.0000000000000350
http://www.ncbi.nlm.nih.gov/pubmed/26673558
http://dx.doi.org/10.7554/eLife.05871
http://www.ncbi.nlm.nih.gov/pubmed/25830562
http://dx.doi.org/10.1161/CIRCHEARTFAILURE.118.005517
http://www.ncbi.nlm.nih.gov/pubmed/30998395
http://dx.doi.org/10.1038/nchembio711
http://www.ncbi.nlm.nih.gov/pubmed/16408008


Biomolecules 2020, 10, 1204 15 of 20

5. Choo, E.H.; Lee, J.H.; Park, E.H.; Park, H.E.; Jung, N.C.; Kim, T.H.; Koh, Y.S.; Kim, E.; Seung, K.B.; Park, C.;
et al. Infarcted Myocardium-Primed Dendritic Cells Improve Remodeling and Cardiac Function After
Myocardial Infarction by Modulating the Regulatory T Cell and Macrophage Polarization. Circulation
2017, 135, 1444–1457. [CrossRef]

6. Hausenloy, D.J.; Garcia-Dorado, D.; Botker, H.E.; Davidson, S.M.; Downey, J.; Engel, F.B.; Jennings, R.;
Lecour, S.; Leor, J.; Madonna, R.; et al. Novel targets and future strategies for acute cardioprotection: Position
Paper of the European Society of Cardiology Working Group on Cellular Biology of the Heart. Cardiovasc.
Res. 2017, 113, 564–585. [CrossRef]

7. Madonna, R.; Van Laake, L.W.; Botker, H.E.; Davidson, S.M.; De Caterina, R.; Engel, F.B.; Eschenhagen, T.;
Fernandez-Aviles, F.; Hausenloy, D.J.; Hulot, J.S.; et al. ESC Working Group on Cellular Biology of the Heart:
Position paper for Cardiovascular Research: Tissue engineering strategies combined with cell therapies for
cardiac repair in ischaemic heart disease and heart failure. Cardiovasc. Res. 2019, 115, 488–500. [CrossRef]

8. Sluijter, J.P.G.; Davidson, S.M.; Boulanger, C.M.; Buzas, E.I.; de Kleijn, D.P.V.; Engel, F.B.; Giricz, Z.;
Hausenloy, D.J.; Kishore, R.; Lecour, S.; et al. Extracellular vesicles in diagnostics and therapy of the ischaemic
heart: Position Paper from the Working Group on Cellular Biology of the Heart of the European Society of
Cardiology. Cardiovasc. Res. 2018, 114, 19–34. [CrossRef]

9. Madonna, R.; Van Laake, L.W.; Davidson, S.M.; Engel, F.B.; Hausenloy, D.J.; Lecour, S.; Leor, J.; Perrino, C.;
Schulz, R.; Ytrehus, K.; et al. Position Paper of the European Society of Cardiology Working Group Cellular
Biology of the Heart: Cell-based therapies for myocardial repair and regeneration in ischemic heart disease
and heart failure. Eur. Heart J. 2016, 37, 1789–1798. [CrossRef]

10. Bergmann, O.; Bhardwaj, R.D.; Bernard, S.; Zdunek, S.; Barnabe-Heider, F.; Walsh, S.; Zupicich, J.; Alkass, K.;
Buchholz, B.A.; Druid, H.; et al. Evidence for cardiomyocyte renewal in humans. Science 2009, 324, 98–102.
[CrossRef]

11. Jopling, C.; Sleep, E.; Raya, M.; Marti, M.; Raya, A.; Izpisua Belmonte, J.C. Zebrafish heart regeneration
occurs by cardiomyocyte dedifferentiation and proliferation. Nature 2010, 464, 606–609. [CrossRef] [PubMed]

12. Simon, H.G.; Odelberg, S. Assessing cardiomyocyte proliferative capacity in the newt heart and primary
culture. Methods Mol. Biol. 2015, 1290, 227–240. [CrossRef] [PubMed]

13. Witman, N.; Murtuza, B.; Davis, B.; Arner, A.; Morrison, J. Recapitulation of developmental cardiogenesis
governs the morphological and functional regeneration of adult newt hearts following injury. Dev. Biol.
2011, 354, 67–76. [CrossRef] [PubMed]

14. Mercer, S.; Odelberg, S.; Simon, H. A dynamic spatiotemporal extracellular matrix facilitates
epicardial-mediated vertebrate heart regeneration. Dev. Biol. 2013, 382, 457–469. [CrossRef] [PubMed]

15. Kikuchi, K.; Holdway, J.; Werdich, A.; Anderson, R.; Fang, Y.; Egnaczyk, G.; Evans, T.; Macrae, C.; Stainier, D.;
Poss, K. Primary contribution to zebrafish heart regeneration by gata4(+) cardiomyocytes. Nature 2010, 464,
601–605. [CrossRef] [PubMed]

16. Haubner, B.J.; Schneider, J.; Schweigmann, U.; Schuetz, T.; Dichtl, W.; Velik-Salchner, C.; Stein, J.I.;
Penninger, J.M. Functional Recovery of a Human Neonatal Heart After Severe Myocardial Infarction.
Circ. Res. 2016, 118, 216–221. [CrossRef]

17. Porrello, E.; Mahmoud, A.; Simpson, E.; Johnson, B.; Grinsfelder, D.; Canseco, D.; Mammen, P.; Rothermal, B.;
Olson, E.; Sadek, H. Regulation of neonatal and adult mammalian heart regeneration by the miR-15 family.
Proc. Natl. Acad. Sci. USA 2012, 110, 187–192. [CrossRef]

18. Porrello, E.; Mahmoud, A.; Simpson, E.; Hill, J.; Richardson, J.; Olson, E.; Sadek, H. Transient regenerative
potential of the neonatal mouse heart. Science 2011, 331, 1078–1080. [CrossRef]

19. Ingason, A.; Goldstone, A.; Paulsen, M.; Thakore, A.; Truong, V.; Edwards, B.; Eskandari, A.; Bollig, T.;
Steele, A.; Woo, Y. Angiogenesis precedes cardiomyocyte migration in regenerating mammalian hearts.
J. Thorac. Cardiovasc. Surg. 2018, 155, 1128–1129. [CrossRef]

20. Chen, Z.; Xie, J.; Hao, H.; Lin, H.; Wang, L.; Zhang, Y.; Chen, L.; Cao, S.; Huang, X.; Liao, W.; et al.
Ablation of periostin inhibits post-infarction myocardial regeneration in neonatal mice mediated by the
phosphatidylinositol 3 kinase/glyocogen synthase kinase 3β/cyclin D1 signalling pathway. Cardiovasc. Res.
2017, 113, 620–632. [CrossRef]

21. Lam, N.T.; Sadek, H.A. Neonatal heart regeneration: Comprehensive literature review. Circulation 2018, 138,
412–423. [CrossRef] [PubMed]

http://dx.doi.org/10.1161/CIRCULATIONAHA.116.023106
http://dx.doi.org/10.1093/cvr/cvx049
http://dx.doi.org/10.1093/cvr/cvz010
http://dx.doi.org/10.1093/cvr/cvx211
http://dx.doi.org/10.1093/eurheartj/ehw113
http://dx.doi.org/10.1126/science.1164680
http://dx.doi.org/10.1038/nature08899
http://www.ncbi.nlm.nih.gov/pubmed/20336145
http://dx.doi.org/10.1007/978-1-4939-2495-0_18
http://www.ncbi.nlm.nih.gov/pubmed/25740490
http://dx.doi.org/10.1016/j.ydbio.2011.03.021
http://www.ncbi.nlm.nih.gov/pubmed/21457708
http://dx.doi.org/10.1016/j.ydbio.2013.08.002
http://www.ncbi.nlm.nih.gov/pubmed/23939298
http://dx.doi.org/10.1038/nature08804
http://www.ncbi.nlm.nih.gov/pubmed/20336144
http://dx.doi.org/10.1161/CIRCRESAHA.115.307017
http://dx.doi.org/10.1073/pnas.1208863110
http://dx.doi.org/10.1126/science.1200708
http://dx.doi.org/10.1016/j.jtcvs.2017.08.127
http://dx.doi.org/10.1093/cvr/cvx001
http://dx.doi.org/10.1161/CIRCULATIONAHA.118.033648
http://www.ncbi.nlm.nih.gov/pubmed/30571359


Biomolecules 2020, 10, 1204 16 of 20

22. Stainier, D.Y.; Lee, R.K.; Fishman, M.C. Cardiovascular development in the zebrafish. I. Myocardial fate map
and heart tube formation. Development 1993, 119, 31–40. [PubMed]

23. Bednarek, D.; González-Rosa, J.; Guzmán-Martínez, G.; Gutiérrez-Gutiérrez, Ó.; Aguado, T.;
Sánchez-Ferrer, C.; Marques, I.; Galardi Castilla, M.; de Diego, I.; Gómez, M.; et al. Telomerase is
essential for zebrafish heart regeneration. Cell Rep. 2015, 12, 1691–1703. [CrossRef] [PubMed]

24. Jazwinska, A.; Sallin, P. Regeneration versus scarring in vertebrate appendages and heart. J. Pathol. 2016, 238,
233–246. [CrossRef] [PubMed]

25. Wills, A.A.; Holdway, J.E.; Major, R.J.; Poss, K.D. Regulated addition of new myocardial and epicardial cells
fosters homeostatic cardiac growth and maintenance in adult zebrafish. Development 2008, 135, 183–192.
[CrossRef]

26. Bergmann, O.; Zdunek, S.; Felker, A.; Salehpour, M.; Alkass, K.; Bernard, S.; Sjostrom, S.; Szewczykowska, M.;
Jackowska, T.; Dos Remedios, C.; et al. Dynamics of cell generation and turnover in the human heart. Cell
2015, 161, 1566–1575. [CrossRef]

27. Walsh, S.; Ponten, A.; Fleischmann, B.K.; Jovinge, S. Cardiomyocyte cell cycle control and growth estimation
in vivo–an analysis based on cardiomyocyte nuclei. Cardiovasc. Res. 2010, 86, 365–373. [CrossRef]

28. Soonpaa, M.H.; Kim, K.K.; Pajak, L.; Franklin, M.; Field, L.J. Cardiomyocyte DNA synthesis and binucleation
during murine development. Am. J. Physiol. 1996, 271, H2183–H2189. [CrossRef]

29. Hesse, M.; Doengi, M.; Becker, A.; Kimura, K.; Voeltz, N.; Stein, V.; Fleischmann, B.K. Midbody Positioning
and Distance Between Daughter Nuclei Enable Unequivocal Identification of Cardiomyocyte Cell Division
in Mice. Circ. Res. 2018, 123, 1039–1052. [CrossRef]

30. Leone, M.; Engel, F.B. Pseudo-bipolar spindle formation and cell division in postnatal binucleated
cardiomyocytes. J. Mol. Cell Cardiol. 2019, 134, 69–73. [CrossRef]

31. Hirose, K.; Payumo, A.Y.; Cutie, S.; Hoang, A.; Zhang, H.; Guyot, R.; Lunn, D.; Bigley, R.B.; Yu, H.; Wang, J.;
et al. Evidence for hormonal control of heart regenerative capacity during endothermy acquisition. Science
2019, 364, 184–188. [CrossRef] [PubMed]

32. Trinh, L.A.; Stainier, D.Y. Fibronectin regulates epithelial organization during myocardial migration in
zebrafish. Dev. Cell 2004, 6, 371–382. [CrossRef]

33. Piatkowski, T.; Muhlfeld, C.; Borchardt, T.; Braun, T. Reconstitution of the myocardium in regenerating newt
hearts is preceded by transient deposition of extracellular matrix components. Stem Cells Dev. 2013, 22,
1921–1931. [CrossRef] [PubMed]

34. Poss, K.D.; Wilson, L.G.; Keating, M.T. Heart regeneration in zebrafish. Science 2002, 298, 2188–2190.
[CrossRef] [PubMed]

35. Flink, I.L. Cell cycle reentry of ventricular and atrial cardiomyocytes and cells within the epicardium
following amputation of the ventricular apex in the axolotl, Amblystoma mexicanum: Confocal microscopic
immunofluorescent image analysis of bromodeoxyuridine-labeled nuclei. Anat. Embryol. 2002, 205, 235–244.
[CrossRef]

36. Suetsugu-Maki, R.; Maki, N.; Nakamura, K.; Sumanas, S.; Zhu, J.; Del Rio-Tsonis, K.; Tsonis, P.A. Lens
regeneration in axolotl: New evidence of developmental plasticity. BMC Biol. 2012, 10, 103. [CrossRef]

37. Laube, F.; Heister, M.; Scholz, C.; Borchardt, T.; Braun, T. Re-programming of newt cardiomyocytes is induced
by tissue regeneration. J. Cell Sci. 2006, 119, 4719–4729. [CrossRef]

38. Gonzalez-Rosa, J.M.; Mercader, N. Cryoinjury as a myocardial infarction model for the study of cardiac
regeneration in the zebrafish. Nat. Protoc. 2012, 7, 782–788. [CrossRef]

39. Wang, J.; Panakova, D.; Kikuchi, K.; Holdway, J.E.; Gemberling, M.; Burris, J.S.; Singh, S.P.; Dickson, A.L.;
Lin, Y.F.; Sabeh, M.K.; et al. The regenerative capacity of zebrafish reverses cardiac failure caused by genetic
cardiomyocyte depletion. Development 2011, 138, 3421–3430. [CrossRef]

40. Parente, V.; Balasso, S.; Pompilio, G.; Verduci, L.; Colombo, G.I.; Milano, G.; Guerrini, U.; Squadroni, L.;
Cotelli, F.; Pozzoli, O.; et al. Hypoxia/reoxygenation cardiac injury and regeneration in zebrafish adult heart.
PLoS ONE 2013, 8, e53748. [CrossRef]

41. Oberpriller, J.O.; Oberpriller, J.C. Response of the adult newt ventricle to injury. J. Exp. Zool. 1974, 187,
249–253. [CrossRef]

42. Kikuchi, K.; Holdway, J.; Major, R.; Blum, N.; Dahn, R.; Begemann, G.; Poss, K. Retinoic acid production by
endocardium and epicardium is an injury response essential for zebrafish heart regeneration. Dev. Cell 2011,
20, 397–404. [CrossRef]

http://www.ncbi.nlm.nih.gov/pubmed/8275863
http://dx.doi.org/10.1016/j.celrep.2015.07.064
http://www.ncbi.nlm.nih.gov/pubmed/26321646
http://dx.doi.org/10.1002/path.4644
http://www.ncbi.nlm.nih.gov/pubmed/26414617
http://dx.doi.org/10.1242/dev.010363
http://dx.doi.org/10.1016/j.cell.2015.05.026
http://dx.doi.org/10.1093/cvr/cvq005
http://dx.doi.org/10.1152/ajpheart.1996.271.5.H2183
http://dx.doi.org/10.1161/CIRCRESAHA.118.312792
http://dx.doi.org/10.1016/j.yjmcc.2019.07.005
http://dx.doi.org/10.1126/science.aar2038
http://www.ncbi.nlm.nih.gov/pubmed/30846611
http://dx.doi.org/10.1016/S1534-5807(04)00063-2
http://dx.doi.org/10.1089/scd.2012.0575
http://www.ncbi.nlm.nih.gov/pubmed/23398466
http://dx.doi.org/10.1126/science.1077857
http://www.ncbi.nlm.nih.gov/pubmed/12481136
http://dx.doi.org/10.1007/s00429-002-0249-6
http://dx.doi.org/10.1186/1741-7007-10-103
http://dx.doi.org/10.1242/jcs.03252
http://dx.doi.org/10.1038/nprot.2012.025
http://dx.doi.org/10.1242/dev.068601
http://dx.doi.org/10.1371/journal.pone.0053748
http://dx.doi.org/10.1002/jez.1401870208
http://dx.doi.org/10.1016/j.devcel.2011.01.010


Biomolecules 2020, 10, 1204 17 of 20

43. Smart, N.; Risebro, C.A.; Melville, A.A.; Moses, K.; Schwartz, R.J.; Chien, K.R.; Riley, P.R. Thymosin
beta4 induces adult epicardial progenitor mobilization and neovascularization. Nature 2007, 445, 177–182.
[CrossRef] [PubMed]

44. Lepilina, A.; Coon, A.N.; Kikuchi, K.; Holdway, J.E.; Roberts, R.W.; Burns, C.G.; Poss, K.D. A dynamic
epicardial injury response supports progenitor cell activity during zebrafish heart regeneration. Cell 2006, 127,
607–619. [CrossRef] [PubMed]

45. Tsai, S.B.; Tucci, V.; Uchiyama, J.; Fabian, N.J.; Lin, M.C.; Bayliss, P.E.; Neuberg, D.S.; Zhdanova, I.V.; Kishi, S.
Differential effects of genotoxic stress on both concurrent body growth and gradual senescence in the adult
zebrafish. Aging Cell 2007, 6, 209–224. [CrossRef] [PubMed]

46. Olivetti, G.; Cigola, E.; Maestri, R.; Corradi, D.; Lagrasta, C.; Gambert, S.R.; Anversa, P. Aging, cardiac
hypertrophy and ischemic cardiomyopathy do not affect the proportion of mononucleated and multinucleated
myocytes in the human heart. J. Mol. Cell Cardiol. 1996, 28, 1463–1477. [CrossRef]

47. Sallin, P.; de Preux Charles, A.S.; Duruz, V.; Pfefferli, C.; Jazwinska, A. A dual epimorphic and compensatory
mode of heart regeneration in zebrafish. Dev. Biol. 2015, 399, 27–40. [CrossRef]

48. Choi, W.Y.; Gemberling, M.; Wang, J.; Holdway, J.E.; Shen, M.C.; Karlstrom, R.O.; Poss, K.D. In vivo
monitoring of cardiomyocyte proliferation to identify chemical modifiers of heart regeneration. Development
2013, 140, 660–666. [CrossRef] [PubMed]

49. Jopling, C.; Suñé, G.; Faucherre, A.; Fabregat, C.; Izpisua Belmonte, J.C. Hypoxia induces myocardial
regeneration in zebrafish. Circulation 2012, 126, 3017–3027. [CrossRef] [PubMed]

50. Nakada, Y.; Canseco, D.C.; Thet, S.; Abdisalaam, S.; Asaithamby, A.; Santos, C.X.; Shah, A.M.; Zhang, H.;
Faber, J.E.; Kinter, M.T.; et al. Hypoxia induces heart regeneration in adult mice. Nature 2017, 541, 222–227.
[CrossRef] [PubMed]

51. Kubin, T.; Pöling, J.; Kostin, S.; Gajawada, P.; Hein, S.; Rees, W.; Wietelmann, A.; Tanaka, M.; Lörchner, H.;
Schimanski, S.; et al. Oncostatin M is a major mediator of cardiomyocyte dedifferentiation and remodeling.
Cell Stem Cell 2011, 9, 420–432. [CrossRef] [PubMed]

52. Poling, J.; Gajawada, P.; Lorchner, H.; Polyakova, V.; Szibor, M.; Bottger, T.; Warnecke, H.; Kubin, T.; Braun, T.
The Janus face of OSM-mediated cardiomyocyte dedifferentiation during cardiac repair and disease. Cell Cycle
2012, 11, 439–445. [CrossRef] [PubMed]

53. van den Heuvel, S.; Harlow, E. Distinct roles for cyclin-dependent kinases in cell cycle control. Science
1993, 262, 2050–2054. [CrossRef] [PubMed]

54. Pagano, M.; Pepperkok, R.; Verde, F.; Ansorge, W.; Draetta, G. Cyclin A is required at two points in the
human cell cycle. EMBO J. 1992, 11, 961–971. [CrossRef] [PubMed]

55. Toyoda, M.; Shirato, H.; Nakajima, K.; Kojima, M.; Takahashi, M.; Kubota, M.; Suzuki-Migishima, R.;
Motegi, Y.; Yokoyama, M.; Takeuchi, T. Jumonji downregulates cardiac cell proliferation by repressing cyclin
D1 expression. Dev. Cell 2003, 5, 85–97. [CrossRef]

56. Pasumarthi, K.B.; Nakajima, H.; Nakajima, H.O.; Soonpaa, M.H.; Field, L.J. Targeted expression of cyclin
D2 results in cardiomyocyte DNA synthesis and infarct regression in transgenic mice. Circ. Res. 2005, 96,
110–118. [CrossRef]

57. Flink, I.L.; Oana, S.; Maitra, N.; Bahl, J.J.; Morkin, E. Changes in E2F complexes containing retinoblastoma
protein family members and increased cyclin-dependent kinase inhibitor activities during terminal
differentiation of cardiomyocytes. J. Mol. Cell Cardiol. 1998, 30, 563–578. [CrossRef]

58. Yoshizumi, M.; Lee, W.S.; Hsieh, C.M.; Tsai, J.C.; Li, J.; Perrella, M.A.; Patterson, C.; Endege, W.O.; Schlegel, R.;
Lee, M.E. Disappearance of cyclin A correlates with permanent withdrawal of cardiomyocytes from the cell
cycle in human and rat hearts. J. Clin. Investig. 1995, 95, 2275–2280. [CrossRef]

59. Mohamed, T.M.A.; Ang, Y.S.; Radzinsky, E.; Zhou, P.; Huang, Y.; Elfenbein, A.; Foley, A.; Magnitsky, S.;
Srivastava, D. Regulation of Cell Cycle to Stimulate Adult Cardiomyocyte Proliferation and Cardiac
Regeneration. Cell 2018, 173, 104–116. [CrossRef]

60. Chaudhry, H.; Dashoush, N.; Tang, H.; Zhang, L.; Wang, X.; Wu, E.; Wolgemuth, D. Cyclin A2 mediates
cardiomyocyte mitosis in the postmitotic myocardium. J. Biol. Chem. 2004, 279, 35858–35866. [CrossRef]

61. Brooks, G.; Poolman, R.A.; McGill, C.J.; Li, J.M. Expression and activities of cyclins and cyclin-dependent
kinases in developing rat ventricular myocytes. J. Mol. Cell Cardiol. 1997, 29, 2261–2271. [CrossRef] [PubMed]

62. Kang, M.J.; Koh, G.Y. Differential and dramatic changes of cyclin-dependent kinase activities in
cardiomyocytes during the neonatal period. J. Mol. Cell Cardiol. 1997, 29, 1767–1777. [CrossRef] [PubMed]

http://dx.doi.org/10.1038/nature05383
http://www.ncbi.nlm.nih.gov/pubmed/17108969
http://dx.doi.org/10.1016/j.cell.2006.08.052
http://www.ncbi.nlm.nih.gov/pubmed/17081981
http://dx.doi.org/10.1111/j.1474-9726.2007.00278.x
http://www.ncbi.nlm.nih.gov/pubmed/17376146
http://dx.doi.org/10.1006/jmcc.1996.0137
http://dx.doi.org/10.1016/j.ydbio.2014.12.002
http://dx.doi.org/10.1242/dev.088526
http://www.ncbi.nlm.nih.gov/pubmed/23293297
http://dx.doi.org/10.1161/CIRCULATIONAHA.112.107888
http://www.ncbi.nlm.nih.gov/pubmed/23151342
http://dx.doi.org/10.1038/nature20173
http://www.ncbi.nlm.nih.gov/pubmed/27798600
http://dx.doi.org/10.1016/j.stem.2011.08.013
http://www.ncbi.nlm.nih.gov/pubmed/22056139
http://dx.doi.org/10.4161/cc.11.3.19024
http://www.ncbi.nlm.nih.gov/pubmed/22262173
http://dx.doi.org/10.1126/science.8266103
http://www.ncbi.nlm.nih.gov/pubmed/8266103
http://dx.doi.org/10.1002/j.1460-2075.1992.tb05135.x
http://www.ncbi.nlm.nih.gov/pubmed/1312467
http://dx.doi.org/10.1016/S1534-5807(03)00189-8
http://dx.doi.org/10.1161/01.RES.0000152326.91223.4F
http://dx.doi.org/10.1006/jmcc.1997.0620
http://dx.doi.org/10.1172/JCI117918
http://dx.doi.org/10.1016/j.cell.2018.02.014
http://dx.doi.org/10.1074/jbc.M404975200
http://dx.doi.org/10.1006/jmcc.1997.0471
http://www.ncbi.nlm.nih.gov/pubmed/9281457
http://dx.doi.org/10.1006/jmcc.1997.0450
http://www.ncbi.nlm.nih.gov/pubmed/9236132


Biomolecules 2020, 10, 1204 18 of 20

63. Woo, Y.; Panlilio, C.; Cheng, R.; Liao, G.; Atluri, P.; Hsu, V.; Cohen, J.; Chaundhry, H. Therapeutic delivery
of cyclin A2 induces myocardial regeneration and enhances cardiac function in ischemic heart failure.
Circulation 2006, 114, 206–213. [CrossRef] [PubMed]

64. Soonpaa, M.; Koh, G.; Pajak, L.; Jing, S.; Wang, H.; Franklin, M.; Kim, K.; Field, L. Cyclin D1 overexpression
promotes cardiomyocyte DNA synthesis and multinucleation in transgenic mice. J. Clin. Investig. 1997, 99,
2644–2654. [CrossRef]

65. Hassink, R.J.; Pasumarthi, K.B.; Nakajima, H.; Rubart, M.; Soonpaa, M.H.; de la Riviere, A.B.; Doevendans, P.A.;
Field, L.J. Cardiomyocyte cell cycle activation improves cardiac function after myocardial infarction.
Cardiovasc. Res. 2008, 78, 18–25. [CrossRef]

66. Zhang, N.; Bai, H.; David, K.K.; Dong, J.; Zheng, Y.; Cai, J.; Giovannini, M.; Liu, P.; Anders, R.A.; Pan, D.
The Merlin/NF2 tumor suppressor functions through the YAP oncoprotein to regulate tissue homeostasis in
mammals. Dev. Cell 2010, 19, 27–38. [CrossRef]

67. Hao, Y.; Chun, A.; Cheung, K.; Rashidi, B.; Yang, X. Tumor suppressor LATS1 is a negative regulator of
oncogene YAP. J. Biol. Chem. 2008, 283, 5496–5509. [CrossRef]

68. Heallen, T.; Morikawa, Y.; Leach, J.; Tao, G.; Willerson, J.T.; Johnson, R.L.; Martin, J.F. Hippo signaling
impedes adult heart regeneration. Development 2013, 140, 4683–4690. [CrossRef]

69. Xin, M.; Kim, Y.; Sutherland, L.B.; Murakami, M.; Qi, X.; McAnally, J.; Porrello, E.R.; Mahmoud, A.I.; Tan, W.;
Shelton, J.M.; et al. Hippo pathway effector Yap promotes cardiac regeneration. Proc. Natl. Acad. Sci. USA
2013, 110, 13839–13844. [CrossRef]

70. Zhao, B.; Wei, X.; Li, W.; Udan, R.S.; Yang, Q.; Kim, J.; Xie, J.; Ikenoue, T.; Yu, J.; Li, L.; et al. Inactivation
of YAP oncoprotein by the Hippo pathway is involved in cell contact inhibition and tissue growth control.
Genes Dev. 2007, 21, 2747–2761. [CrossRef]

71. von Gise, A.; Lin, Z.; Schlegelmilch, K.; Honor, L.B.; Pan, G.M.; Buck, J.N.; Ma, Q.; Ishiwata, T.; Zhou, B.;
Camargo, F.D.; et al. YAP1, the nuclear target of Hippo signaling, stimulates heart growth through
cardiomyocyte proliferation but not hypertrophy. Proc. Natl. Acad. Sci. USA 2012, 109, 2394–2399. [CrossRef]

72. Zhao, B.; Ye, X.; Yu, J.; Li, L.; Li, W.; Li, S.; Yu, J.; Lin, J.D.; Wang, C.Y.; Chinnaiyan, A.M.; et al. TEAD mediates
YAP-dependent gene induction and growth control. Genes Dev. 2008, 22, 1962–1971. [CrossRef] [PubMed]

73. Heallen, T.; Zhang, M.; Wang, J.; Bonilla-Claudio, M.; Klysik, E.; Johnson, R.L.; Martin, J.F. Hippo pathway
inhibits Wnt signaling to restrain cardiomyocyte proliferation and heart size. Science 2011, 332, 458–461.
[CrossRef] [PubMed]

74. Yamamoto, S.; Yang, G.; Zablocki, D.; Liu, J.; Hong, C.; Kim, S.J.; Soler, S.; Odashima, M.; Thaisz, J.; Yehia, G.;
et al. Activation of Mst1 causes dilated cardiomyopathy by stimulating apoptosis without compensatory
ventricular myocyte hypertrophy. J. Clin. Investig. 2003, 111, 1463–1474. [CrossRef] [PubMed]

75. Monroe, T.O.; Hill, M.C.; Morikawa, Y.; Leach, J.P.; Heallen, T.; Cao, S.; Krijger, P.H.; de Laat, W.; Wehrens, X.H.;
Rodney, G.G. YAP partially reprograms chromatin accessibility to directly induce adult cardiogenesis in vivo.
Dev. Cell 2019, 48, 765–779. [CrossRef]

76. Engel, F.; Schebesta, M.; Duong, M.; Lu, G.; Ren, S.; Madwed, J.; Jiang, H.; Wang, Y.; Keating, M. p38 MAP
kinase inhibition enables proliferation of adult mammalian cardiomyocytes. Genes Dev. 2005, 19, 1175–1187.
[CrossRef]

77. Engel, F.; Hsieh, P.; Lee, R.; Keating, M. FGF1/p38 MAP kinase inhibitor therapy induces cardiomyocyte
mitosis, reduces scarring, and rescues function after myocardial infarction. Proc. Natl. Acad. Sci. USA
2006, 103, 15546–15551. [CrossRef]

78. Mahmoud, A.; Kocabas, F.; Muralidhar, S.; Kimura, W.; Koura, A.; Thet, S.; Porrello, E.; Sadek, H. Meis1
regulates postnatal cardiomyocyte cell cycle arrest. Nature 2013, 497, 249–253. [CrossRef]

79. Wamstad, J.; Alexander, J.; Truty, R.; Shrikumar, A.; Li, F.; Eilertson, K.; Ding, H.; Wylie, J.; Pico, A.; Capra, J.;
et al. Dynamic and coordinated epigenetic regulation of developmental transitions in the cardiac lineage.
Cell 2012, 151, 206–220. [CrossRef]

80. González-Lázaro, M.; Roselló-Díez, A.; Delgado, I.; Carramolino, L.; Sanguino, M.; Giovinazzo, G.; Torres, M.
Two new targeted alleles for the comprehensive analysis of Meis1 functions in the mouse. Genesis 2014, 52,
967–975. [CrossRef]

81. Yahalom-Ronen, Y.; Rajchman, D.; Sarig, R.; Geiger, B.; Tzahor, E. Reduced matrix rigidity promotes neonatal
cardiomycoyte dedifferentiation, proliferation and clonal expansion. ELife 2015, 4, e07455. [CrossRef]
[PubMed]

http://dx.doi.org/10.1161/CIRCULATIONAHA.105.000455
http://www.ncbi.nlm.nih.gov/pubmed/16820573
http://dx.doi.org/10.1172/JCI119453
http://dx.doi.org/10.1093/cvr/cvm101
http://dx.doi.org/10.1016/j.devcel.2010.06.015
http://dx.doi.org/10.1074/jbc.M709037200
http://dx.doi.org/10.1242/dev.102798
http://dx.doi.org/10.1073/pnas.1313192110
http://dx.doi.org/10.1101/gad.1602907
http://dx.doi.org/10.1073/pnas.1116136109
http://dx.doi.org/10.1101/gad.1664408
http://www.ncbi.nlm.nih.gov/pubmed/18579750
http://dx.doi.org/10.1126/science.1199010
http://www.ncbi.nlm.nih.gov/pubmed/21512031
http://dx.doi.org/10.1172/JCI17459
http://www.ncbi.nlm.nih.gov/pubmed/12750396
http://dx.doi.org/10.1016/j.devcel.2019.01.017
http://dx.doi.org/10.1101/gad.1306705
http://dx.doi.org/10.1073/pnas.0607382103
http://dx.doi.org/10.1038/nature12054
http://dx.doi.org/10.1016/j.cell.2012.07.035
http://dx.doi.org/10.1002/dvg.22833
http://dx.doi.org/10.7554/eLife.07455
http://www.ncbi.nlm.nih.gov/pubmed/26267307


Biomolecules 2020, 10, 1204 19 of 20

82. Chen, W.; Wang, Z.; Missinato, M.; Park, D.; Long, D.; Liu, H.; Zeng, X.; Yates, N.; Kim, K.; Wang, Y.
Decellularized zebrafish cardiac extracellular matrix induces mammalian heart regeneration. Sci. Adv.
2016, 2, e1600844. [CrossRef]

83. Bassat, E.; Mutlak, Y.; Genzelinakh, A.; Shadrin, I.; Baruch-Umansky, K.; Yifa, O.; Kain, D.; Rajchman, D.;
Leach, J.; Bassat, D.; et al. The extracellular matrix protein Agrin promotes heart regeneration in mice.
Nature 2017. [CrossRef] [PubMed]

84. Vinarsky, V.; Atkinson, D.; Stevenson, T.; Keating, M.; Odelberg, S. Normal newt limb regeneration requires
matrix metalloproteinase function. Dev. Biol. 2005, 279, 86–98. [CrossRef] [PubMed]

85. Chablais, F.; Jazwinska, A. The regenerative capacity of the zebrafish heart is dependent on TGFbeta signaling.
Development 2012, 139, 1921–1930. [CrossRef]

86. Elosegui-Artola, A.; Andreu, I.; Beedle, A.E.M.; Lezamiz, A.; Uroz, M.; Kosmalska, A.J.; Oria, R.; Kechagia, J.Z.;
Rico-Lastres, P.; Le Roux, A.L.; et al. Force Triggers YAP Nuclear Entry by Regulating Transport across
Nuclear Pores. Cell 2017, 171, 1397–1410. [CrossRef]

87. Conway, S.J.; Molkentin, J.D. Periostin as a heterofunctional regulator of cardiac development and disease.
Curr. Genomics. 2008, 9, 548–555. [CrossRef]

88. Matsui, Y.; Morimoto, J.; Uede, T. Role of matricellular proteins in cardiac tissue remodeling after myocardial
infarction. World J. Biol. Chem. 2010, 1, 69–80. [CrossRef]

89. Kuhn, B.; del Monte, F.; Hajjar, R.J.; Chang, Y.S.; Lebeche, D.; Arab, S.; Keating, M.T. Periostin induces
proliferation of differentiated cardiomyocytes and promotes cardiac repair. Nat. Med. 2007, 13, 962–969.
[CrossRef]

90. Grego-Bessa, J.; Luna-Zurita, L.; del Monte, G.; Bolos, V.; Melgar, P.; Arandilla, A.; Garratt, A.N.; Zang, H.;
Mukouyama, Y.S.; Chen, H.; et al. Notch signaling is essential for ventricular chamber development. Dev. Cell
2007, 12, 415–429. [CrossRef]

91. Bersell, K.; Arab, S.; Haring, B.; Kühn, B. Neuregulin1/ErbB4 signaling induces cardiomyocyte proliferation
and repair of heart injury. Cell 2009, 138, 257–270. [CrossRef] [PubMed]

92. Wadugu, B.; Kühn, B. The role of neuregulin/ErbB2/ErbB4 signaling in the heart with special focus on effects
on cardiomyocyte proliferation. Am. J. Physiol. 2012, 302, H2139–H2147. [CrossRef] [PubMed]

93. D′Uva, G.; Aharonov, A.; Lauriola, M.; Kain, D.; Yahalom-Ronen, Y.; Carvalho, S.; Weisinger, K.; Bassat, E.;
Rajchman, D.; Yifa, O.; et al. ERBB2 triggers mammalian heart regeneration by promoting cardiomyocyte
dedifferentiation and proliferation. Nat. Cell Biol. 2015, 17, 627–638. [CrossRef] [PubMed]

94. Mahmoud, A.I.; O’Meara, C.C.; Gemberling, M.; Zhao, L.; Bryant, D.M.; Zheng, R.; Gannon, J.B.; Cai, L.;
Choi, W.Y.; Egnaczyk, G.F.; et al. Nerves Regulate Cardiomyocyte Proliferation and Heart Regeneration.
Dev. Cell 2015, 34, 387–399. [CrossRef] [PubMed]

95. Kaye, D.; Vaddadi, G.; Gruskin, S.; Du, X.; Esler, M. Reduced myocardial nerve growth factor expression in
human and experimental heart failure. Circ. Res. 2000, 86, 80–84. [CrossRef]

96. Lam, N.; Currie, P.; Lieschke, G.; Rosenthal, N.; Kaye, D. Nerve growth factor stimulates cardiac regeneration
via cardiomyocyte proliferation in experimental heart failure. PLoS ONE 2012, 7, e53210. [CrossRef]

97. Shefer, G.; Oron, U.; Irintchev, A.; Werning, A.; Halevy, O. Skeletal muscle cell activation by low-energy laser
irradiation: A role for the MAPK/ERK pathway. J. Cell. Physiol. 2001, 187, 7380. [CrossRef]

98. Oberpriller, J.O.; Oberpriller, J.C.; Matz, D.; Soonpaa, M. Stimulation of proliferative events in the adult
amphibian cardiac myocyte. Ann. N. Y. Acad. Sci. 1995, 752, 30–46. [CrossRef]

99. Lavine, K.J.; Yu, K.; White, A.C.; Zhang, X.; Smith, C.; Partanen, J.; Ornitz, D.M. Endocardial and epicardial
derived FGF signals regulate myocardial proliferation and differentiation in vivo. Dev. Cell 2005, 8, 85–95.
[CrossRef]

100. Li, P.; Cavallero, S.; Gu, Y.; Chen, T.H.; Hughes, J.; Hassan, A.B.; Bruning, J.C.; Pashmforoush, M.; Sucov, H.M.
IGF signaling directs ventricular cardiomyocyte proliferation during embryonic heart development.
Development 2011, 138, 1795–1805. [CrossRef]

101. Huang, Y.; Harrison, M.; Osorio, A.; Kim, J.; Baugh, A.; Duan, C.; Sucov, H.; Lien, C. Igf signaling is
required for cardiomyocyte proliferation during zebrafish heart development and regeneration. PLoS ONE
2013, 8, e67266. [CrossRef] [PubMed]

102. Sallin, P.; Jazwinska, A. Acute stress is detrimental to heart regeneration in zebrafish. Open Biol. 2016, 6.
[CrossRef]

http://dx.doi.org/10.1126/sciadv.1600844
http://dx.doi.org/10.1038/nature22978
http://www.ncbi.nlm.nih.gov/pubmed/28581497
http://dx.doi.org/10.1016/j.ydbio.2004.12.003
http://www.ncbi.nlm.nih.gov/pubmed/15708560
http://dx.doi.org/10.1242/dev.078543
http://dx.doi.org/10.1016/j.cell.2017.10.008
http://dx.doi.org/10.2174/138920208786847917
http://dx.doi.org/10.4331/wjbc.v1.i5.69
http://dx.doi.org/10.1038/nm1619
http://dx.doi.org/10.1016/j.devcel.2006.12.011
http://dx.doi.org/10.1016/j.cell.2009.04.060
http://www.ncbi.nlm.nih.gov/pubmed/19632177
http://dx.doi.org/10.1152/ajpheart.00063.2012
http://www.ncbi.nlm.nih.gov/pubmed/22427524
http://dx.doi.org/10.1038/ncb3149
http://www.ncbi.nlm.nih.gov/pubmed/25848746
http://dx.doi.org/10.1016/j.devcel.2015.06.017
http://www.ncbi.nlm.nih.gov/pubmed/26256209
http://dx.doi.org/10.1161/01.RES.86.7.e80
http://dx.doi.org/10.1371/journal.pone.0053210
http://dx.doi.org/10.1002/1097-4652(2001)9999:9999&lt;::AID-JCP1053&gt;3.0.CO;2-9
http://dx.doi.org/10.1111/j.1749-6632.1995.tb17404.x
http://dx.doi.org/10.1016/j.devcel.2004.12.002
http://dx.doi.org/10.1242/dev.054338
http://dx.doi.org/10.1371/journal.pone.0067266
http://www.ncbi.nlm.nih.gov/pubmed/23840646
http://dx.doi.org/10.1098/rsob.160012


Biomolecules 2020, 10, 1204 20 of 20

103. Itou, J.; Oishi, I.; Kawakami, H.; Glass, T.J.; Richter, J.; Johnson, A.; Lund, T.C.; Kawakami, Y. Migration of
cardiomyocytes is essential for heart regeneration in zebrafish. Development 2012, 139, 4133–4142. [CrossRef]
[PubMed]

104. Dona, E.; Barry, J.D.; Valentin, G.; Quirin, C.; Khmelinskii, A.; Kunze, A.; Durdu, S.; Newton, L.R.;
Fernandez-Minan, A.; Huber, W.; et al. Directional tissue migration through a self-generated chemokine
gradient. Nature 2013, 503, 285–289. [CrossRef] [PubMed]

105. Venkiteswaran, G.; Lewellis, S.W.; Wang, J.; Reynolds, E.; Nicholson, C.; Knaut, H. Generation and dynamics
of an endogenous, self-generated signaling gradient across a migrating tissue. Cell 2013, 155, 674–687.
[CrossRef] [PubMed]

106. Segers, V.F.; Tokunou, T.; Higgins, L.J.; MacGillivray, C.; Gannon, J.; Lee, R.T. Local delivery of
protease-resistant stromal cell derived factor-1 for stem cell recruitment after myocardial infarction. Circulation
2007, 116, 1683–1692. [CrossRef]

107. Saxena, A.; Fish, J.E.; White, M.D.; Yu, S.; Smyth, J.W.; Shaw, R.M.; DiMaio, J.M.; Srivastava, D. Stromal
cell-derived factor-1alpha is cardioprotective after myocardial infarction. Circulation 2008, 117, 2224–2231.
[CrossRef] [PubMed]

108. de Preux Charles, A.; Bise, T.; Baier, F.; Marro, J.; Jazwinska, A. Distinct effects of inflammation on
preconditioning and regeneration of the adult zebrafish heart. Open Biol. 2016, 6. [CrossRef]

109. Aurora, A.B.; Porrello, E.R.; Tan, W.; Mahmoud, A.I.; Hill, J.A.; Bassel-Duby, R.; Sadek, H.A.; Olson, E.N.
Macrophages are required for neonatal heart regeneration. J. Clin. Investig. 2014, 124, 1382–1392. [CrossRef]

110. Lavine, K.J.; Epelman, S.; Uchida, K.; Weber, K.J.; Nichols, C.G.; Schilling, J.D.; Ornitz, D.M.; Randolph, G.J.;
Mann, D.L. Distinct macrophage lineages contribute to disparate patterns of cardiac recovery and remodeling
in the neonatal and adult heart. Proc. Natl. Acad. Sci. USA 2014, 111, 16029–16034. [CrossRef]

111. Lien, C.L.; Schebesta, M.; Makino, S.; Weber, G.J.; Keating, M.T. Gene expression analysis of zebrafish heart
regeneration. PLoS Biol. 2006, 4, e260. [CrossRef] [PubMed]

112. Ley, K. M1 Means Kill; M2 Means Heal. J. Immunol. 2017, 199, 2191–2193. [CrossRef]
113. Vagnozzi, R.J.; Maillet, M.; Sargent, M.A.; Khalil, H.; Johansen, A.K.Z.; Schwanekamp, J.A.; York, A.J.;

Huang, V.; Nahrendorf, M.; Sadayappan, S.; et al. An acute immune response underlies the benefit of cardiac
stem cell therapy. Nature 2020, 577, 405–409. [CrossRef] [PubMed]

114. Ali, S.R.; Hippenmeyer, S.; Saadat, L.V.; Luo, L.; Weissman, I.L.; Ardehali, R. Existing cardiomyocytes
generate cardiomyocytes at a low rate after birth in mice. Proc. Natl. Acad. Sci. USA 2014, 111, 8850–8855.
[CrossRef] [PubMed]

115. Wang, W.E.; Li, L.; Xia, X.; Fu, W.; Liao, Q.; Lan, C.; Yang, D.; Chen, H.; Yue, R.; Zeng, C.; et al. Dedifferentiation,
Proliferation, and Redifferentiation of Adult Mammalian Cardiomyocytes After Ischemic Injury. Circulation
2017, 136, 834–848. [CrossRef] [PubMed]

116. Puente, B.N.; Kimura, W.; Muralidhar, S.A.; Moon, J.; Amatruda, J.F.; Phelps, K.L.; Grinsfelder, D.;
Rothermel, B.A.; Chen, R.; Garcia, J.A.; et al. The oxygen-rich postnatal environment induces cardiomyocyte
cell-cycle arrest through DNA damage response. Cell 2014, 157, 565–579. [CrossRef]

117. Bettencourt-Dias, M.; Mittnacht, S.; Brockes, J. Heterogeneous proliferative potential in regenerative adult
newt cardiomyocytes. J. Cell Sci. 2003, 116, 4001–4009. [CrossRef]

118. González-Rosa, J.; Sharpe, M.; Field, D.; Soonpaa, M.; Field, L.; Burns, C.E.; Burns, C.G. Myocardial
polyploidization creates a barrier to heart regeneration in zebrafish. Dev. Cell 2018, 44, 433–446. [CrossRef]

119. Marshall, L.N.; Vivien, C.J.; Girardot, F.; Pericard, L.; Scerbo, P.; Palmier, K.; Demeneix, B.A.; Coen, L.
Stage-dependent cardiac regeneration in Xenopus is regulated by thyroid hormone availability. Proc. Natl.
Acad. Sci. USA 2019, 116, 3614–3623. [CrossRef]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1242/dev.079756
http://www.ncbi.nlm.nih.gov/pubmed/23034636
http://dx.doi.org/10.1038/nature12635
http://www.ncbi.nlm.nih.gov/pubmed/24067609
http://dx.doi.org/10.1016/j.cell.2013.09.046
http://www.ncbi.nlm.nih.gov/pubmed/24119842
http://dx.doi.org/10.1161/CIRCULATIONAHA.107.718718
http://dx.doi.org/10.1161/CIRCULATIONAHA.107.694992
http://www.ncbi.nlm.nih.gov/pubmed/18427137
http://dx.doi.org/10.1098/rsob.160102
http://dx.doi.org/10.1172/JCI72181
http://dx.doi.org/10.1073/pnas.1406508111
http://dx.doi.org/10.1371/journal.pbio.0040260
http://www.ncbi.nlm.nih.gov/pubmed/16869712
http://dx.doi.org/10.4049/jimmunol.1701135
http://dx.doi.org/10.1038/s41586-019-1802-2
http://www.ncbi.nlm.nih.gov/pubmed/31775156
http://dx.doi.org/10.1073/pnas.1408233111
http://www.ncbi.nlm.nih.gov/pubmed/24876275
http://dx.doi.org/10.1161/CIRCULATIONAHA.116.024307
http://www.ncbi.nlm.nih.gov/pubmed/28642276
http://dx.doi.org/10.1016/j.cell.2014.03.032
http://dx.doi.org/10.1242/jcs.00698
http://dx.doi.org/10.1016/j.devcel.2018.01.021
http://dx.doi.org/10.1073/pnas.1803794116
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Cardiac Regeneration in Experimental Animal Models 
	Newts 
	Zebrafish 
	Mice 
	Humans 

	Four Fundamental Processes During Cardiac Regeneration 
	Dedifferentiation Factors 
	Hypoxia 
	Oncostatin M 

	Proliferation Factors 
	Cyclins 
	The Hippo-YAP Pathway 
	P38 MAP Kinase 
	Meis1 
	Extracellular Matrix Composition 
	Neuregulin 1 
	Neural Factors 
	Retinoic Acid 
	IGF 

	Migration Factors 
	Re-Differentiation Factors 

	Conclusions 
	References

