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Corrigendum

Corrigendum
ALTRE: workflow for defining ALTered
regulatory elements using chromatin
accessibility data
Elizabeth Baskin, Rick Farouni and Ewy A. Mathé
Bioinformatics (2017) 33(5), 740-742

The authors of the above article wish to inform readers that
Elizabeth Baskin and Rick Farouni were both equal contributors to
the article.
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