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The detection of acoustic emission (AE) from Lactococcus lactis, ssp lactis is reported in which emission intensities are used to follow
and definemetabolic activity during growth in nutrient broths. Optical density (OD) data were also acquired during L. lactis growth
at 32∘C and provided insight into the timing of the AE signals relative to the lag, logarithmic, and stationary growth phases of the
bacteria. The inclusion of a metabolic inhibitor, NaN

3

, into the nutrient broth eliminated bacteria metabolic activity according to
the OD data, the absence of which was confirmed using AE data acquisition. The OD and AE data were also acquired before and
after the addition of Bacteriophage c2 in L. lactis containing nutrient broths during the early or middle logarithmic phase; c2 phage
m.o.i. (Multiplicity of infection) was varied to help differentiate whether the detected AE was from bacteria cells during lysis or
from the c2 phage during genome injection into the cells. It is proposed that AE measurements using piezoelectric sensors are
sensitive enough to detect bacteria at the amount near 104 cfu/mL, to provide real time data on bacteria metabolic activity and to
dynamically monitor phage infection of cells.

1. Introduction

Periodic, vibrationalmotion of Saccharomyces cerevisiae yeast
cell walls was observed using atomic forcemicroscopy (AFM)
[1, 2].Thewall vibrationswhichwere temperature dependent,
had frequencies between 1.0–1.6 kHz and ceased after the
addition of a metabolic inhibitor. The periodic vibrations
were ascribed to forced, concerted cell wall motions caused
by cellularmetabolism andmolecularmotors such as kinesin,
dynein, and myosin rather than to natural resonant cell
wall oscillations. The cell wall amplitudes were 3 nm with
forces ∼10 nN; for human foreskin fibroblasts the cell wall
motion from actin-myosin activity produced forces between
20–100 pN. Hence, the range of work ((force) × (ampli-
tude)) associated with cell wall motion in eukaryotes can
be estimated to be between ∼20 × 10−20 J-to-30 × 10−18 J
(2000 aJ-to-30 aJ). These values are well above the <10−3 aJ

sensitivities known for commercially-acquired piezoelectric-
based sensors.

The routine application of AFM techniques to study
whether periodic motion of bacteria cell walls occurs during
metabolism may be considerably more difficult than of yeast
cell walls because bacteria have less rigid walls and are
much smaller in size. Nevertheless, bacterial wall vibration as
caused by molecular motors has been theoretically modeled
to produce vibrational motion with frequencies up to 10 kHz
[3]. To effectively monitor, such motion or the metabolic
activity of bacteria in real timewould offer significant benefits
to microbiological investigations.

The observation of induced standing waves within the
walls of algae Hydrodictyon, having a cell wall thickness
resonant with the 1MHz standing wave to which the algae
was exposed, was first measured by Miller [4]. The natural
vibrational motions of microbe cell walls have also been
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theoretically studied [5]. Although the modeling used a shell
model with spherically-shaped cells like those for the subject
bacteria, Lactococcus Lactis, ssp. lactis, discussed herein, and
may not be as applicable to rod-shaped cells like those for
Escherichia coli, and the natural oscillation frequencies of
bacterial cells having radii between 0.5 𝜇m-to-30 𝜇m were
calculated to range from 500 kHz-to-4.6MHz.

Acoustic emission (AE)measurements have been applied
to measure events as diverse as microcracking in metals,
earthquake tremors, chemical reactions, and microbubble
processes [6–9]. Detection of ultrasonic AE, produced during
fluid flow through holes in mechanical systems [10], has
also provided impetus for products that detect and pin-
point the location of tiny gas and liquid leaks from pipes.
Although attempts were reported for acoustic detection of
microbes using different model systems [11], the principles
underlying the concept and its practicality in real time is
still poorly understood, thereby requires further in-depth
investigation. AFM data detecting the vibration of yeast cell
walls caused by metabolic activity, the force associated with
these motions, and the sensitivities needed to detect such
vibrations suggested that piezoelectric sensors may provide
an avenue to determine if AE is produced during bacterial
metabolic activity and if cessation of the AE could be caused
by the action of exposure to a metabolic inhibitor, or if
AE was produced during infection of bacteria by a specific
bacteriophage.

Hence, this paper reports on the application of piezo-
electric-based sensors to determine whether AE is produced
by Lactococcus lactis ssp. lactis C2 during growth in nutrient
broths and whether changes in the AE accompany the
exposure of L. lactis to a metabolic inhibitor and to a c2-
specific Bacteriophage. L. lactis was chosen because it is non-
pathogenic and produces lactic acid rather than gas during
respiration. In other words, complications in data analyses
may be decreased because of the absence of acoustic signals
caused by the formation, coalescence, and bursting of gas
bubbles from cell respiration.

2. Materials and Methods

An experimental apparatus was constructed to acquire high
quality AE data from nutrient broths containing bacteria
before and after exposure to metabolic inhibitors and bac-
teriophage. The apparatus contained two identical compart-
ments in which bacteria growth cells were placed and from
which AE was acquired using computer-controlled hardware
and software. The compartments were sound insulated and
vibration isolated to minimize the interference from acoustic
sources external to them. The AE sensors and software
used were manufactured by Physical Acoustics Corporation
(PAC, Princeton Junction, NJ, USA).The sensors were model
number R6 having sensitivity between 20–100 kHz. Acoustic
signals were preamplified and then analyzed by using PAC
AEWin and AEPost software.

An R6 sensor was mounted onto the inner wall of each
compartment and used as a guard sensor, that is, guard
sensors monitored AE from sources external to the bacteria

Figure 1: Picture of the inside of a sound chamber with AE sensors
attached to the bacteria growth cell.

growth cells. If coincidence occurred between signals from a
guard sensor and the corresponding growth cell the software
rejected the coincident signal from the growth cell data,
thereby eliminating acoustic events from sources external to
the growth cells.

A picture of the inside of one of the compartments
containing a square, bacteria growth cell, and AE sensor
attachment mechanism is given in Figure 1. Firm and repeat-
able placement of up to two AE sensors on the walls of
each cell was accomplished by using a computer-controlled
stepping motor with feedback from a force sensor, mounted
between the sensor back plate and the sensor holder, that
gave direct readout values of the force of contact between
the sensor faces and outside walls of the cells. A thin layer of
silicon grease was applied to the face of each sensor before
their placement into the sensor attachment mechanism.
Underneath the cell support was a magnet attached to a
stirring motor; it was activated intermittently to rotate a stir
bar placed in each cell to cause mixing of the cell contents.
Also shown in the figures are two heaters attached to the
compartmentwalls; theywere controlled using thermocouple
readout and maintained a constant, optimum temperature of
32∘C during the testing.

Each bacteria growth cell was large enough to contain
400mL of nutrient broth. After cells were readied with
nutrient broth, they were placed onto the cell mount within
the compartments, the lids on the compartments were closed
and then background AE data were acquired to establish
threshold levels for each of the sensors. These levels were
used as an input parameter to the software; if acoustic wave
intensities above the threshold were detected the software
enabled storage—each stored acoustic event is called a Hit
in this paper. If intensities were below the threshold level
the Hit was not stored. As a consequence, AE data presented
herein were acquired using different base threshold levels, the
outcome of which is different energy values for the detected
emission.

All glassware usedwas sterilized at 121∘C for 15min before
fillingwith BactoM17 broth (Fisher ScientificCo., Pittsburgh,
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PA, USA) and with preprepared bacteria culture. Prior to use,
theM17 growthmediumwas also sterilized at 121∘C for 15min
and stored at 4∘C.On the day of each experiment themedium
was warmed to 32∘C, poured into the glass cell which was
placed into the AE test chamber, and then threshold emission
levels were established.

The bacteria Lactococcus lactis ssp. lactis and the cor-
responding specific Bacteriophage c2 were obtained from
the University of Kentucky Food Science −80∘C culture
library. L. lactis is gram-positive, usually spherical or ovoid
in shape (0.5–1.2𝜇m by 0.5–1.5 𝜇m), and occur in pairs
and short chains. They are nonsporulating, nonmotile, and
commonly used in the dairy industry for the manufacture of
fermented dairy products like cheese. The by-product of L.
lactismetabolism is lactic acid, which imparts a characteristic
flavor in some cheese types.

One mL of frozen stock bacteria culture (−80∘C) was
added to a growth tube containing 10mL of M17 broth and
then incubated at 32∘C for 16 h to produce a working bacteria
culture. Then, 4mL of the working or diluted culture was
added to 400mL of themedium contained in the square glass
cells. For the tests to be described, the beginning bacterium
amount in the cells was between 103–107 cfu/mL (cfu =
colony forming units), and the phage amount was 109 pfu/mL
(plaque forming units).

After inoculating the bacteria, AE data collection was
initiated. Collection was paused approximately every ∼30
minutes to extract a 1mL sample from each cell, on which
optical density (OD)measurements weremade using aUnico
2100 visible Spectrophotometer (600 nm wavelength, orange
filter). During tests that lasted between 4–10 hours, the AE
data were acquired continuously except when OD samples
were extracted.

Besides “normal” growth of L. lactis, that is, growth
during which the traditional lag, logarithmic (log), and
stationary phases could be discerned by observation of OD
patterns, and inoculated broths was also exposed to either a
metabolic inhibitor or Bacteriophage c2. The inhibitor used
was sodium azide (NaN

3
). Although there are a number of

other inhibitors and biocides commonly used in basic and
applied research, including the inhibitors sodium nitrite and
molybdate and the biocides bronopol, formaldehyde, and
glutaraldehyde, NaN

3
was chosen because it is known to

be an excellent reversible inhibitor of microbial respiration,
and is highly soluble in water at the 0.05% concentrations
used during the inhibition tests. The timing of exposing
the bacteria-inoculated broths to Bacteriophage c2 was (a)
during the early log phase (time ∼100–150 minutes after
bacteria inoculation); or (b) during the mid-log phase (time
∼150–200) minutes after bacteria inoculation.

3. Results and Discussion

3.1. Bacteria Normal Growth. The AE data presented are the
absolute energy of each acoustic Hit in attojoules (1 aJ =
10

−18 joules). Because AE intensities were weak, an averaging
of the energy-per-Hit over sequential one-to-five minute
periods was accomplished from the beginning-to-end of each
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Figure 2: The AE patterns from growth cells containing nutrient
broth or distilled water at 32∘C with ±2𝜎 and ±3𝜎 deviations
displayed.

experiment. Five-minute averaging was accomplished first
after each test was completed to establish vectors for the
presence or absence of AE peaks.Then, oneminute averaging
was accomplished to provide more precise timing values of
detected AE peaks.These AE data are displayed as the Energy
Rate (aJ/Hit) in all plots.

A Gaussian distribution analysis was performed on all
energy rate data. It provided ±𝜎 standard deviations that
gave a level of inherent and background noise contributions
to the AE signals and was used as the determinant for
whether bacteria-containing broths before and after exposure
to the metabolic inhibitor or c2 Bacteriophage had intensities
beyond noise variations. The basis for the analyses was an
assessment of AE data from nutrient broths without bacteria
or from de-ionized water, accumulated over periods typical
for the bacteria growth cycles. Figure 2 shows AE data and
corresponding ±2𝜎 and ±3𝜎 deviation bars for these null
tests. A ±3𝜎 deviation was sufficient to encompass all the
variations in the AE signals whereas a ±2𝜎 deviation was
not sufficient. Hence, all AE data were assessed relative to
a ±3𝜎 standard. Intensities above this level were considered
significant and related to the presence of microbial activity;
intensities below ±3𝜎 were considered insignificant and are
not discussed below.

OD data acquired from samples extracted from nutrient
broths and the corresponding AE data during normal growth
of L. lactis at 32∘C, that is, without injection of metabolic
inhibitor or c2 bacteriophage, are shown in Figures 3 and
4. The OD data show the traditional lag, log, and stationary
growth phases of bacterial life cycles. The AE data represent
one-minute averages of the absolute energy (in attojoules, i.e.,
10

−18 joules)-per-Hit and labeled as the Energy Rate, aJ/Hit.
The plots also contain ±3𝜎 deviation bars.

For an initial bacterial amount of 103 cfu/mL, Figure 3(a),
one AE peak having intensity beyond ±3𝜎 was detected at
278.5 minutes; for bacterial amount of 106 cfu/mL, Figures
3(b) and 4(a), two AE peaks having intensities beyond ±3𝜎,
were detected at 108.5 and 255.5 minutes (Figure 3(b)) and at
27.5 and 239.5 minutes (Figure 4(a)).

The AE data from L. lactis during “normal” growth did
not show a relationship between peak intensities and initial
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Figure 3: (a) OD and AE data acquired during growth of L. lactis at 32∘C with initial amount 103 cfu/mL (±3𝜎 deviation displayed). (b) OD
and AE data acquired during growth of L. lactis at 32∘C with initial amount 106 cfu/mL (±3𝜎 deviation displayed).
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Figure 4: (a) OD and AE data acquired during growth of L. lactis at 32∘C with initial amount 106 cfu/mL (±3𝜎 deviation displayed). (b) OD
and AE data acquired during growth of L. lactis at 32∘C with an initial amount of 106 cfu/mL and with injection of NaN

3

simultaneous with
bacteria inoculation (±3𝜎 deviation displayed).

bacterial amounts. This absence is believed primarily to be a
consequence of not having quantitative colony forming units
(cfu) data with which to compare to AE data. The OD data
are qualitative and follow changes in broth turbidity as the
amount of bacteria increases whereas standard plate count
methods [12] produce more precise information about cfu
count. From other tests using the plate count method during
L. lactis growth it is known that the cfu values increased by
∼10 fold within 120 minutes after bacteria inoculation but
the final stationary phase cfu values were 102–104 greater
than the inoculation amounts depending on initial amount
and other experimental procedures. In other words, it was
possible that the actual bacterial amount during the late log
phases were nearly identical for the OD data presented in
Figure 3(a) versus Figures 3(b) and 4(a), even though initial
amounts were significantly different.

A listing of AE peak having intensities greater than ±3𝜎
and proposed to be associated with L. lactis activity are given
in Table 1 for growth conditions labeled “normal”, and “with

phage” injection (AE and OD plots acquired after bacterio-
phage addition are presented hereafter). The AE peaks
detectedwere either whenODvalues<0.3 orwhenODvalues
>0.75. No AE peaks were observed beyond 280 minutes after
bacteria inoculation, that is, when OD values were >0.90.

Hence, AE peak timings under normal growth conditions
were either in the early-log or late-log phases of growth.
Detection of AE activity during the early log phase, that is,
≤150 minutes after inoculation, is considered consistent with
the onset of cellular or physiologic events that serve as the
starting point of this phase, including chromosome duplica-
tion, DNA replication, and a substantial increase inmetabolic
rate. Furthermore, the pattern of bacterial growth at the
beginning of the log phase is a burst in the cell population
as duplication begins via binary fission. Near the end of log
phase (∼280 minutes after inoculation), the cell population
undergoes a similar burst in numbers before entering a more
limiting or metabolically-controlled environment. This burst
ensures the production of amaximumnumber of progeny cell
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Table 1: The timing of AE peaks with greater than ±3𝜎; intensities that are related to bacteria activity during L. lactis growth at 32∘C.

Test Description
(PM = phage m.o.i) cfu/mL at inoculation Minutes after inoculation Minutes after inoculation Minutes after inoculation

Normal growth 103 278.5
Normal growth 103 262.5
Normal growth 103 172.5
Normal growth 106 182.5
Normal growth 106 27.5 239.5
Normal growth 106 32.5 142.5
Normal growth 106 108.5 255.5
Normal growth 106 262.5
With phage, High PM 107 90.5, 98.5 112.5
With phage, Medium PM 106 88.5
With phage, Low PM 106 86.5 107.5

within the remaining available nutrient supply. In contrast,
there is minimum cell division during the lag phase, where
cell activity is associated with cellular and/or organismal
adaptation to the new physiological and metabolic environ-
ment sensed by the individual bacterial cells. During the lag
phase, cells may increase in size due to a change in their
metabolic activities, but they do not divide by binary fission
[13–15].

To further identify that AE peaks were related to bacteria
activity, tests were performed in which L. lactis was inocu-
lated at 103–106 cfu/mL and simultaneously NaN

3
was added

into the growth media. Figure 4(b) summarizes results from
these tests: theODdata depict completemetabolic inhibition,
that is, no increase in bacterial amounts, and the AE data
show no peaks with intensities beyond ±3𝜎. Therefore, the
acquisition of AE data was able to distinguish the presence of
L. lactismetabolic activity.

3.2. c2 Bacteriophage Infection

3.2.1. OD Data, Phage Infection. The OD and AE data were
acquired during L. lactis growth before and after addition
of Bacteriophage c2 to determine whether characteristic AE
was produced as a consequence of the infection. To increase
clarity of the ensuing discussion, the AE data are divided
into three comparative sections defined by the m.o.i level of
the phage infection. Levels were arbitrarily labeled as Low,
Medium, andHigh as defined byODvalues thatwere attained
300 minutes after phage infection.

Figure 5 shows the OD curves obtained from the phage
infected cultures in comparison to the OD curve from a
normal growth test. At ∼300 minutes after c2 injection, low
m.o.i OD values were between 0.45–0.63; medium m.o.i OD
values were between 0.15–0.27 and highm.o.i OD values were
∼0.03.The low andmediumm.o.i data were acquiredwhen c2
was added to the broth 165minutes after bacteria inoculation;
the high m.o.i data were acquired when c2 was added to the
broth 130 minutes after bacteria inoculation.

The m.o.i level could be changed because the efficacy of
phage-initiated cell lysis was dependent on the availability of

Ca within the nutrient broth; this effect is well known [16, 17].
Without Ca, phage-initiated lysis of L. lactis did not occur;
depending on when a 0.01% Ca solution (from CaCl

2
) was

added to the broth, lysis rates were found to vary over a wide
range as defined by the OD data. Absence of lysis may be
related to a calciummediated signal transductionmechanism
for phage-bacteria attachment, in which the initial phase
requires a signaling cascade mediated by the presence of
calcium [18]. Once the cascade is initiated, the process begins
for viral protein attachment to bacterial glycoprotein receptor
by alteration of protein structure. Hence, when c2 was to be
added to the culture 165 minutes after bacteria inoculation
the addition of CaCl

2
to the broth was accomplished either at

the time of c2 addition or 30 minutes before its addition. In
this manner it was possible to produce OD curves in which
the deleterious effect of c2 was differentially amplified and, as
a consequence, gave low or medium phage m.o.i levels.

Timing information about phage infectionwas developed
from the OD data and is presented in Table 2. Included
are timings of infection after bacteria inoculation; the first
indication when OD values from the infected cultures were
less than OD values from “normal” growth tests-labeled as
“1st OD change” in the table; the maximum OD values;
differences between the (1st OD change − phage infection)
and between the (Maximum OD − phage infection).

Phage addition timings for low and medium m.o.i were
identical at 165 minutes; the subsequent timings of the
1st OD change were also approximately constant between
218–235 minutes. The timings of the maximum OD values
were greater for low m.o.i in comparison to medium m.o.i;
although, there was greater variability for mediumm.o.i than
for low m.o.i, a trend that followed a greater variability in
overall OD values from the medium m.o.i tests (Figure 5).

Values of the 1st OD decrease were determined by com-
paring the shape of the OD plots of “normal” growth relative
to those of phage infected growth and then by extrapolating
between OD sampling times that were accomplished approx-
imately every 30 minutes. The (1st OD decrease − infection)
differences varied between ∼50–70 minutes, with low m.o.i
tests displaying the largest values. The smallest value—47
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Table 2:Optical density (OD) data acquired duringL. lactis growth and infectionwith c2 Bacteriophage showing times for the phage addition;
1st OD change; maximum OD values; difference between the 1st OD change and addition of phage (1st OD change − addition); difference
between the Maximum OD and addition of phage (Maximum OD − addition).

Low m.o.i Medium m.o.i High m.o.i
Timing, minutes Timing, minutes Timing, minutes

Phage addition 165 165 165 162 165 165 128
1st OD change 225 225 235 218 235 225 175
Maximum OD 297 297 302 236 264 286 213
1st OD change − addition 60 60 70 56 70 60 47
Maximum OD − addition 132 132 137 74 99 121 85
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Figure 5: Optical density data obtained during L. lactis during
normal growth at 32∘C and after c2 phage addition for low, medium,
and high m.o.i levels.

minutes for high m.o.i—determines an upper limit of the
period for overall phage infection, replication and cell lysis
when phage addition was accomplished during the early part
of the bacteria log growth phase, whereas the largest values—
70 minutes—determine an upper limit of this period when
phage addition was accomplished during themid-to-late part
of the bacteria log growth phase. During these periods it
would be necessary for phage to diffuse to bacteria cells;
adsorb and irreversibly attach onto cells; inject their genome;
replicate within the cells; eventually cause cell lysis.

3.2.2. AE Data, Phage Infection. In the following only AE
peaks with timings equal or greater than the respective phage
addition time are discussed; it is assumed that AE peaks
detected before c2 addition were associated with bacteria
activity and are listed in Table 1 under the category “with
phage”.

For low phage m.o.i, the OD and AE data in Figures 6(a)
and 6(b) are presented for two different tests in which a L.
lactis culture was inoculated at time = 0, and then the c2 was
added 165 minutes later. The highest OD values for the c2-
infected cultures were near 0.85, and occurred ∼135 minutes
after the addition of c2.

The AE data in Figure 6(a) contain groups of peaks with
intensities greater than ±3𝜎 at [177.5, 188.5 and 193.5], [245.5,

255.5 and 262.5], and [300.5, 310.5, 320.5 and 330.5] minutes
after inoculation. Although the groups near 180 and 250
minutes could be associated with bacterial activity, because
L. lactis under “normal” growth produced AE peaks as great
as 278 minutes after inoculation (Table 1), the AE data from
“normal” growth did not have the complexity normultiplicity
of peaks shown in Figures 6(a) and 6(b). In these latter two
figures, AE peaks having timings greater than 278minutes are
assigned to be phage-related because L. lactis under “normal”
growth produced no AE peaks beyond 280 minutes. Table 3
lists all of the AE peaks having values greater than the phage
infection times for the low, medium and high m.o.i tests.

The AE data in Figure 6(b) contain groups of peaks with
intensities greater than ±3𝜎 at [173.5 and 193.5], [244.5 and
293.5], and [320.5 and 337.5] minutes after inoculation. The
phage-related AE signals are assigned to the 293.5, 320.5 and
337.5 minute peaks.

For medium m.o.i of phage, the OD and AE data in
Figures 7(a), 7(b), and 7(c) are presented in which c2 Bac-
teriophage was also added 165 minutes after inoculation of
L. lactis. The AE data in Figure 7(a) contain peaks with
intensities greater than ±3𝜎 at 173.5, [223.5, 262.5 and 290.5],
306.5, and 363.5 minutes after inoculation. The AE data in
Figure 7(b) contain peaks with intensities greater than ±3𝜎 at
188.5, 237.5, and 301.5 minutes; in Figure 7(c) the peaks are
at 201.5, 208.5, 247.5, and 310.5 minutes. The AE peaks with
timings greater than 280 minutes are assigned to be phage-
related.

For high m.o.i of phage, the OD and AE plots in Figures
8(a) and 8(b) present data for two different tests in which a
L. lactis culture was inoculated at time = 0, and then the c2
addition was accomplished 130 minutes later. The AE peaks
having timing beyond the phage addition and intensities
greater than ±3𝜎 in Figure 8(a) are 138.5, [177.5, 194.5, 205.5,
and 219.5], and 356.5minutes; in Figure 8(b) the AE peaks are
at 138.5, 182.5, 211.5, and 216.5minutes after inoculation. Only
the 356.5 minute peak timing in Figure 8(a) is beyond those
detected under “normal” growth conditions.

Table 3 presents a list of the detected AE peaks having
timings after the phage addition alongwith some correspond-
ing OD data. In general, significant groups of peak timings
are easily noted: (a) within ∼30 minutes after phage addition,
that is, between∼180–210minutes; (b) near 250; (c) near∼320
minutes.
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Figure 6: (a) and (b) AE andOD data from L. lactis at 32∘C before and after c2 Bacteriophage infection 165minutes after bacteria inoculation;
phage addition time is indicated by dashed arrow. (Low phage m.o.i.).
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Figure 7: (a), (b), and (c) AE and OD data from L. lactis at 32∘C before and after c2 bacteriophage infection 165 minutes after bacteria
inoculation; phage addition time is indicated by dashed arrow. (Medium phage m.o.i).



8 ISRNMicrobiology

Table 3: Summary of AE peaks (in minutes) detected during the infection of L. lactis with Bacteriophage c2 with 109 pfu/mL at 32∘C.The 1st
AE cycle, 2nd AE cycle, and 3rd AE cycle labeling represent proposed primary, secondary, and tertiary sequences of phage-related AE signals.

m.o.i Level Test #/1st
OD change

Phage addition
PA

1st AE peaks
A

2nd AE peaks
B

3rd AE peaks
C A-PA B-A C-B

Low

1/225 165

177.5 245.5 300.5 12.5 68 55
188.5 255.5 310.5 23.5 67 55
193.5 262.5 320.5 28.5 69 58

330.5

2/235 165 173.5 244.5 319.5 8.5 71 75
193.5 287.5 337.5 28.5 94 50

3/225 165 188.5 237.5 301.5 23.5 49 64

Medium

1/218 165 184.5 250.5 336.5 19.5 66 86
342.5

2/235 165
173.5 223.5 306.5 8.5 50 83

262.5 363.5 101
290.5

3/225 165 201.5 247.5 310.5 36.5 46 63
208.5

High

1/175 130

138.5 177.5 356.5 8.5 39 179
194.5
205.5
219.5

138.5 182.5 8.5 44

2/175 130 211.5
216.5
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Figure 8: (a) and (b) OD and AE data acquired during growth of L. lactis with an initial amount of 106 cfu/mL and injection of c2
Bacteriophage 130 minutes after bacteria inoculation; phage addition time is indicated by dashed arrow. (High phage m.o.i).

Energy rates of each of the peaks were compared to base-
line energy rates of each test to define in more detail the
phage-related activities that could cause AE andwhether they
were associated with bacteria or phage processes. Intensities
of the peaks above their baseline values were calculated as a

percentage increase, with the following outcome as related to
Phage m.o.i: Low/Medium/High = 7.6%/11.0%/29.1%. Hence,
higher fecundities were associated with higher AE peak
intensities. This association would not be expected if the
acoustic signals originated from bacteria metabolic activity
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because higher phage fecundities force less metabolic activ-
ity: therefore, all AE peaks listed in Table 3 are proposed
to be associated with processes associated either with the
decrease in bacterial amounts or increase in phage amounts.
Two possible biophysical processes that could conceptually
produce detectable AE are the lysis of the bacterial cells and
the injection of phage genome into the cells.

Upon maturation within the bacteria cells, the lysis of
L. lactis cells by c2 could be detected if the Hit energies
were ∼1 aJ or greater and the intensity losses at the interfaces
between the sensors and the nutrient broth did not eliminate
too much intensity. Similarly, after phage attachment to bac-
teria cell walls, the injection of phage nucleic acid could also
be detected if the energetics and dynamics were great enough.
Although concise data about the energy and dynamics of
L. lactis lysis are not known, an estimate of the mechanical
energy associated with phage nucleic acid injection into
bacterial cells can be calculated by knowing forces near
50 pN are exerted by motor proteins in phage capsids over
their ∼25 nm radius [19]. Hence, the energy of nucleic acid
injection could be as great as 1250 aJ = 50 pN × 25 nm, a value
far in excess of that detectable by using piezoelectric sensors.

Nearly all lactococcal phage species conform to one of
two morphotypes: B1, having a small isometric head and a
long noncontractile tail; and B2, having a prolate head and
a long noncontractile tail [18]. Tailed phages usually lyse
their host cells in a rapid sequential process by an enzyme
called endolysin, which attacks and breaks down the cell wall
peptidoglycan. In the case of amultiplicity of infection (MOI)
of ≥100, cell lysis rates are typically rapid, and when the
infected cells lyse the progeny infection phage canfind itmore
difficult to infect other cells if a rapidly declining bacterial cell
count was caused by the infection. In contrast, slow lysis rates
become evident at lowMOI’s near 5 [20].Thereby, phagem.o.i
is affected by the dynamics of the bacterial cell count and
the ratio of phage-to-bacteria, but it can also be affected by
when in the bacteria growth curve the phage was introduced.
During the tests described herein the MOI’s are estimated to
be ∼10 at the time of phage addition.

Therefore, it was assumed that AE peak intensities would
be dependent on either cell lysis after phage intracellular
replication or phage genome injection. One approach used
to assess these two possibilities was to examine OD timings
relative to AE peak timings. The first AE peaks were between
172.5–193.5 minutes for low m.o.i, 173.5–201.5 minutes for
mediumm.o.i, and at 138.5 minutes for high m.o.i. Except for
Test #3 with medium m.o.i, all 1st AE peak values were less
than 30 minutes after phage addition to the nutrient broth.
If these peaks were associated with cell lysis, then it would
be necessary upon c2 addition for the phage to diffuse to the
cells, attach and inject nucleic acid, and then replicate and
cause lysis in less than 30 minutes after phage addition into
the broth. Because it has been shown that c2 bacteriophage
latent periods are between ∼30–85 minutes [21, 22], values
which do not take into account diffusion of the phage to the
bacterial cells, the initial AE peaks after phage injection could
not have been caused by cell lysis.

Then, the timings of the 2nd AE peaks in Table 3 were
assessed relative to the OD timings. For lowm.o.i these peaks
were between 237.5–262.5 minutes, all values of which were
greater than the value of the 1st OD change shown in Table 3.
For highm.o.i the aforementioned peaks were between 237.5–
262.5 minutes, all values of which were greater than the value
of the 1st OD change shown in Table 3. Hence, for low and
high m.o.i cell lysis could not have caused the 2nd AE peaks.
However, this conclusion is not as clear for all of the medium
m.o.i tests because one of the three tests (Test #1) had the 2nd
AE peak value greater than the 1st OD change value, whereas
the other two tests did not.

It was also discovered that the full width half maximum
(FWHM) values of all AE peaks with timings after phage
addition were small (∼1.6 minutes). Their analyses required
careful attention to avoid their removal by signal averaging
when periods of three minutes or greater were used. In
contrast, AE peaks associated with bacteria activity displayed
in Figures 3(a)–4(a) were unaffected by five minute signal
averaging. Sensitivity to signal averaging implies that short
duration (∼1 minute) acoustic events were detected after
phage addition. The process leading up to genome injection
is a highly regulated two-step process requiring coordination
of biophysical processes, such as pressurewithin viral capsids,
withmolecular processes, such as translation of viral proteins.
The formation or breakage of bonds during these molecular
processes could lead to energy releases between ∼10–150 aJ
[23] during cascading reactions. After the stage is set, the
timescale of genome injection is expected to be short with a
corresponding energy which could be an order of magnitude
greater [19] than bond formation energy. In contrast, cell lysis
is amultistep, complex process also requiring coordination of
biophysical and molecular processes that includes the action
of the cell wall degrading lysine enzyme which eventually
creates a hole in the peptidoglycan layer of the bacteria
cell membrane through which progeny virions begin to be
released and, then, the cell membrane disintegrates. The
differences in dynamics between genome injection versus cell
lysis may be expected to create distinctly different acoustic
signals, one aspect of which is a shorter duration but more
energy intensive signal during genome injection.

Table 3 also presents time differences between peaks for
each test, labeled A-PA, B-A, and C-B values of which are
used to give additional clarification of the AE data. First, it
is assumed that the peak groupings in columns labeled as
A, B, and C represent timings of primary, secondary, and
tertiary c2 genome injection cycles. The durations between
the first injection cycle and phage addition, labeled as PA-A
in the table, were the smallest (8.5 minutes) for high m.o.i,
and on average were approximately equal (∼21 minutes) for
medium and low m.o.i tests. If B-A values represent the time
required between primary and secondary genome injection
cycles, then the duration includes the timings of phage
genome injection, genome replication, cell lysis, diffusion of
progeny virions to cells, and subsequent viral transcription
and irreversible adsorption onto cells. On average, B-A
durations were the smallest (41.5 minutes) for high m.o.i,
intermediate (54minutes) for mediumm.o.i, and the greatest
(69.7 minutes) for low m.o.i. The C-B cycle would require
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the same phage and cellular processes to occur as for B-
A durations; the C-B durations on average were smallest
(59.5 minutes) for low m.o.i, intermediate (83.2 minutes) for
medium m.o.i, the greatest (179 minutes) for high m.o.i.

Durations of overall phage replication cycles are affected
by four dependent variables: nutrient concentration; free or
un-infected bacterial cell amount; free phage amount; and
infected bacterial cell amount [24]. For a primary infection
cycle it has been shown that the period between phage
introduction and L. lactis cell infection would be near 30
minutes [22]. This value, greater than all A-PA values except
for Test #3, medium m.o.i in Table 3, would be influenced
by these phage, bacteria and nutrient variables as would the
other cycles. Because of the difference in phage addition
times (130 minutes, high m.o.i versus 165 minutes, low and
mediumm.o.i) the phage-to-bacteria ratios would have been
greater (∼10) upon phage addition for high m.o.i tests than
for low or medium m.o.i tests. This difference in phage-to-
bacteria ratios would have occurred also for the 2nd and
3rd genome injection cycles, but after the 2nd cycle the free
bacteria amount was so highly depleted during high m.o.i
tests that the timing of the 3rd cycle was greatly increased
relative to the low andmediumm.o.i levels. Formediumm.o.i
the timing of the 3rd cycle also increased relative to the 2nd
cycle, but not to the extent of highm.o.i, whereas because of a
remaining high amount of free bacteria during lowm.o.i tests
the timing of the 3rd cycle decreased relative to the 2nd cycle.
Therefore, timing values of the proposed cycles in Table 3
follow expectations for the AE peaks to be caused by phage
genome injection.

The presence in Table 3 of multiple AE peaks in groups
with timing differences as small as five minutes implies dis-
tinct and coordinated genome injection processes. Although
not discussed herein, it is also possible that each of the groups
in each column of Table 3 represent multiple groups. For
example, in the 2nd AE peaks listing for Test #2, medium
m.o.i the time differences are (262.5 − 223.5 = 39 minutes;
290.5 − 262.5 = 28 minutes) and for Test #1, high m.o.i the
timedifferences are (205.5− 177.5 = 28minutes; 219.5− 194.5 =
25 minutes), values of which are close to a published c2 latent
period [22].

Furthermore, virus burst sizes are also known to affect
the rate of cell lysis and phage-to-bacteria amount ratios [25–
27]. Intensities of AEpeaks caused by phage genome injection
would be expected to be impacted by burst sizes but data on
burst sizes were not acquired. Further testing could shed light
on this possibility.

The data presented herein were analyzed after completion
of each test. However, the detection of phage genome injec-
tion into bacterial cells using AE techniques has the potential
to be accomplished in real-time. This capacity would expand
overall applicability of the AE technique for probing virus-
cell interaction dynamics and for shedding insight into the
prevention of viral infections. Additionally, the techniquewill
serve as a novel way to study and analyze the critical steps
of pathogenic life cycle in general, including the molecular
basis of infection, the defensive mechanism by the host
cell as well as host-pathogen interaction. Also, improved
or new sensor-cell attachment mechanisms that optimize

contact between the surfaces or immerse the sensor within
nutrient media would help circumvent the AE transmittance
losses at interfaces; for example, the loss of AE signal
intensity at the broth-glass interface combined with at the
glass-stainless steel sensor interface eliminated more than
75% of the intensity from the source of the acoustic wave.
Nevertheless, the data presented herein show that AE signals
from bacteria metabolic activity and phage genome injection
were measurable and distinguishable, and the creation of
a metabolically quiescent culture caused elimination of AE
from the bacteria.

4. Conclusions

It was discovered that the presence or absence of metabolic
activity by bacteria Lactococcus lactis ssp. lactis C2 could be
detected by measuring acoustic signals from cultures using
piezoelectric sensing elements attached to the outside of
bacteria growth flasks. The bacteria-related AE signals were
evident when the bacterial amount attained ≥104 cfu/mL
levels and only occurred during early or late periods of
the logarithmic growth phase; these timings suggested a
relationship between cell division and measurable acoustic
emission, consistent with the higher metabolic activities
during the steps of bacterial life cycle. It was also discovered
that Bacteriophage c2 infection of L. lactis could be detected,
and the origin of the ensuing AE signals was proposed to
be a result of phage genome injection into the bacteria cells.
This data has an important biological significance in terms
of the real time study of phage mediated infection cycle and
its consequences in the phage as well as host bacterium, at
both molecular and cellular level. The multiplicity of the AE
signals detected over ∼250 minutes after phage addition to
the bacteria culture contained timings that were in agreement
with previous published c2 data during the infection of L.
lactis and with the dynamics expected from virus-microbe
assemblages under rapidly changing amounts. This multi-
plicity also suggested-extensive coordination of the timings
of phage genome injection into bacteria cells. The acoustic
detection of microbes could serve as a potentially valuable
and real-time approach to address numerous basic and
applied biological and/or clinical issues related to pathogenic
microbial infections.
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[3] F. Jülicher, “Mechanical oscillations atthe cellular scale,”
Comptes Rendus de l’Académie des Sciences IV, vol. 2, no. 6, pp.
849–860, 2001.

[4] D. L. Miller, “Effects of a high-amplitude 1-MHz standing
ultrasonic field on the algae hydrodictyon,” IEEE Transactions
on Ultrasonics, Ferroelectrics, and Frequency Control, vol. 33, no.
2, pp. 165–170, 1986.

[5] P. V. Zinin, J. S. Allen, and V. M. Levin, “Mechanical resonances
of bacteria cells,” Physical Review E, vol. 72, no. 6, Article ID
061907, 10 pages, 2005.

[6] J. W. R. Boyd and J. Varley, “The uses of passive measurement
of acoustic emissions from chemical engineering processes,”
Chemical Engineering Science, vol. 56, no. 5, pp. 1749–1767, 2001.

[7] T. J. Chotard, A. Smith, D. Rotureau, D. Fargeot, and C.
Gault, “Acoustic emission characterisation of calciumaluminate
cement hydration at an early stage,” Journal of the European
Ceramic Society, vol. 23, no. 3, pp. 387–398, 2003.

[8] J. Rzeszotarska, F. Rejmund, and P. Ranachowski, “Acoustic
emission measurement of foam evolution in H

2

O-C
2

H
5

OH-air
systems with content of detergent triton X-100,”Ultrasonics, vol.
36, no. 9, pp. 953–958, 1998.

[9] J. M. Stencel, H. Song, and F. Cangialosi, “Automated foam
index test: quantifying air entraining agent addition and inter-
actions with fly ash-cement admixtures,” Cement and Concrete
Research, vol. 39, no. 4, pp. 362–370, 2009.

[10] W. A. Wassef, M. N. Bassim, M. H. Emam, and K. Tangri,
“Acoustic emission spectra due to leaks from circular holes and
rectangular slits,” Journal of the Acoustical Society of America,
vol. 77, no. 3, pp. 916–923, 1985.

[11] M.-I. Rocha-Gaso, C.March-Iborra, A.Montoya-Baides, andA.
Arnau-Vives, “Surface generated acoustic wave biosensors for
the detection of pathogens: a review,” Sensors, vol. 9, no. 7, pp.
5740–5769, 2009.

[12] M. W. LeChevallier, R. J. Seidler, and T. M. Evans, “Enumer-
ation and characterization of standard plate count bacteria in
chlorinated and rawwater supplies,”Applied and Environmental
Microbiology, vol. 40, no. 5, pp. 922–930, 1980.

[13] C.-E. H. Winslow and H. H. Walker, “The earlier phases of
the bacterial culture cycle,”Microbiology and Molecular Biology
Review, vol. 3, no. 2, pp. 147–186, 1939.

[14] J. Monod, “The growth of bacterial cultures,” Annual Review of
Microbiology, vol. 3, pp. 371–394, 1949.

[15] D. B. Roszak and R. R. Colwell, “Survival strategies of bacteria
in the natural environment,”Microbiological Reviews, vol. 51, no.
3, pp. 365–379, 1987.

[16] E. Kutter and A. Sulakvelidze, Bacteriophages: Biology and
Applications, CRC Press, 2004.

[17] T. T. Kuo, T. Y. Chow, and Y. T. Lin, “Role of calcium ion in
proliferation of phage Xp12 of Xanthomonas oryzae,” Botanical
Bulletin of Academia Sinica, vol. 13, pp. 104–110, 1972.

[18] M. W. Lubbers, N. R. Waterfield, T. P. J. Beresford, R. W. F. Le
Page, and A. W. Jarvis, “Sequencing and analysis of the prolate-
headed lactococcal bacteriophageC2 genome and identification
of the structural genes,” Applied and Environmental Microbiol-
ogy, vol. 61, no. 12, pp. 4348–4356, 1995.

[19] W.M.Gelbart andC.M.Knobler, “Pressurized viruses,” Science,
vol. 323, no. 5922, pp. 1682–1683, 2009.

[20] K. Asami, X.-H. Xing, Y. Tanji, and H. Unno, “Synchronized
disruption of Escherichia coli cells by T4 phage infection,”
Journal of Fermentation and Bioengineering, vol. 83, no. 6, pp.
511–516, 1997.

[21] J. E. Garneau, D. M. Tremblay, and S. Moineau, “Characteri-
zation of 1706, a virulent phage from Lactococcus lactis with
similarities to prophages from other Firmicutes,” Virology, vol.
373, no. 2, pp. 298–309, 2008.

[22] M.W. Lubbers, K. Schofield, N. R.Waterfield, and K. M. Polzin,
“Transcription analysis of the prolate-headed lactococcal bac-
teriophage c2,” Journal of Bacteriology, vol. 180, no. 17, pp. 4487–
4496, 1998.

[23] B. H. Lower, M. F. Hochella Jr., and S. K. Lower, “Putative
mineral-specific proteins synthesized by a metal reducing
bacterium,” American Journal of Science, vol. 305, no. 6–8, pp.
687–710, 2005.

[24] I.-N. Wang, D. E. Dykhuizen, and L. B. Slobodkin, “The
evolution of phage lysis timing,” Evolutionary Ecology, vol. 10,
no. 5, pp. 545–558, 1996.

[25] M. G. Weinbauer and P. Peduzzi, “Frequency, size and distri-
bution of bacteriophages in different marine bacterial morpho-
types,”Marine Ecology, vol. 108, no. 1-2, pp. 11–20, 1994.

[26] S. Ghosh, S. Bhattacharyya, and D. K. Bhattacharya, “Role
of latency period in viral infection: a pest control model,”
Mathematical Biosciences, vol. 210, no. 2, pp. 619–646, 2007.

[27] S. T. Abedon, P. Hyman, and C.Thomas, “Experimental exami-
nation of bacteriophage latent-period evolution as a response to
bacterial availability,” Applied and Environmental Microbiology,
vol. 69, no. 12, pp. 7499–7506, 2003.


